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RNA INTERFERENCE MEDIATED INHmiTION OF GENE EXPRESSION 
USING.SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents usefiil in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3 -terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2*-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 -terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2*-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO 1, 20, 6877). Other studies have 
indicated that a 5 '-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5 -phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

15 Studies have shown that replacing the 3 -terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 -overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2 -0-methyl nucleotides completely 
abolishes RNAi activity. Li et al. International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et aL, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2*-amino or 2*-0- 
methyl nucleotides, and nucleotides containing a 2*-0 or 4*-C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
_ siRNA transcripts, by .incorporating thiophosphate nucleotide analogs with T7- and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id at 1081. The 
authors also tested certain modifications at the 2 -position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id, In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem,, 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCX Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA'-niediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans, Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO QMllll^, describe certain 
Drosophila-dcrwQd gene products that may be related to RNAi in Drosophila. Amdt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et aL, International PCT Publication No. WO 02/38805, 
describe certain C elegans genes identified via RNAi. Kreutzer et aL, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et ai, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al., US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

1 0 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (mlRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the ftinctions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translationai analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene farnily can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HERl, HER2, HERS, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFRl, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering - 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the -antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2 -deoxy nucleotides, and/or 2 -deoxy-2 -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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intemucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3* end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
. from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5'-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFRl, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTPIB, BACE, CHKl, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 
. molecule of the invention. _ 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et ah, 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al., 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate intemucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate intemucleotide linkage at the 3*-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate intemucleotide 
linkages at the 5'-end of said antisense region. The 3 ^terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3*-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3*- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified intemucleotide linkage having Formula I: 

Z 

II 

Ri X P Y R, 

I 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, 0-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
S are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3*-end, the 5*-end, or both of 
the 3' and 5'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5 -end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 0CF3, OCN, 0-alkyI, S-alkyl, 
N-alkyl, 0-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, 0-alkyUOH, 
5 0-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-0-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, 0NH2, 0-aminoalkyl, 0-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3*-end, the 5*-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3*- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula III: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, 0-alkyl, S-alkyl, 
N-alkyl, 0-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyi-OSH, alkyl-OH, 0-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyI, alkyl-0-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, 0NH2, 0-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula III can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3*-end, the 5 -end, or both of the 3' and 5*-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5*-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3*-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or III, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3*-3*, 3-2', 2-3*, or 5*-5' configuration, such as at the 3*-end, the 5'- 
1 0 end, or both of the 3* and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5*- 
terminal phosphate group having Formula IV: 

Z 

II 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, 0-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5'-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3'-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3*-end of one or both strands. In another embodiment, 
a 5'-terminal phosphate group having Formula IV is present on the target-complementary 
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Strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. -For-example, in a non-limiting-example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2 -deoxy, 2'-0-methyl, 2 -deoxy-2*-fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 -end, the 5 '-end, or both of the 3- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2 -0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3'-end, the 5'-end, or both of the 3 - and 5 -ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3*-end, 
the 5*-end, or both of the 3 - and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5'-end, or both of the 3 - and 5 -ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5*-end, or both of the 3*- and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3*- 
end, the 5'-end, or both of the 3*- and 5'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2*-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5 -end, or both of the 3 - and 5 -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-(leoxy, 2'-0-methyl, 2*-deoxy-2'-fluoro, and/or one or more (e.g,, about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3*-end, the 5*-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2*-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3 -end, 

15 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2*-deoxy, 2-0-methyl, 2 -deoxy-2 -fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3 - and 5 -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2*-deoxy, 2*-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2 -deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages and/or a 
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terminal cap molecule at the S'-end, the 5'-end, or both of the 3'- and 5*-ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages m each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2'-5* 
intemucleotide linkages. The 2*-5' intemucleotide linkage(s) can be at the 3'-end, the 5- 
end, or both of the 3'- and 5 -ends of one or both siNA sequence strands. In addition, the 
T-y intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2-5' intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2-5' intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 stmcture having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I- VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3'-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is'designed such that degradation "of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3'-terminal overhangs, such as 3'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3-terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 0CF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, 0-aIkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 0CF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, 0-alkyl- 
OH, 0-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl. ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R2 



v^herein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
0CF3, OCN, O-alkyl, S-alkyl, N-alkyl, 0-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
OSH, alkyl-OH, O-alkyl-OH, O-alkyUSH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
0-alkyl, 0N02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, 0NH2, O- 
aminoalkyl, 0-aminoacid, 0-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

In another embodiment, the invention features a compound having Formula VII, 
wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3'-end, the 5 -end, or both of the 3* and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 
example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5*-end, or both of the 3* and 5*-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5*-end, or both of the 3' and 5 -ends of the antisense strand, the sense strand, or 
both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 -end or the 5 -end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3-3', 3'-2', 2*-3', or 5-5' configuration, such as at the 
3*-end, the 5'-end, or both of the 3* and 5*-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3,_4, 5, 6, 7, .8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3*-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3 -ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2*-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2*-deoxy-2 -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2*- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2*-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2*- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3'-tenninal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are .2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2*-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2*- 
0-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2*-deoxy-2*-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2*-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
0-methyl purine nucleotides), wherein any nucleotides comprising a 3*-terminal 
nucleotide overhang that are present in said antisense region are 2 -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2*-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises-one > 
or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2*-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2*-deoxy-2*-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3 - 
end, the 5 -end, or both of the 3* and 5'-ends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more 2*- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2*-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2 -O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3*-end, the 5 -end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally fiirther comprises a 3 -terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2 -deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2*-deoxy-2'- 

29 



(400/104) 

fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2*- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 
2*-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3'-end, the 
5'-end, or both of the 3' and 5*-ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2*-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 

15 both of the 3' and 5'-ends of the antisense sequence. The antisense region optionally 
fiirther comprises a 3 -terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 0-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyi nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2''0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally fiirther comprises a 3*-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5*-end, or both of the 3' and 5 -ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2*-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure^ Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3*-end and 5*-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. _In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Amu, Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. Biotechnol, 74, 5; Sun, 2000, Curr, Opin, Mol Then, 2, 100; 

20 Kusser, 2000, J. Biotechnol, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Climcal Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res, 1990, 75:6353 and Nucleic Acids Res, 
1987, 75:31 13; Cload and Schepartz, J, Am, Chem, Soc. 1991, 775:6324; Richardson and 
Schepartz, J. Am, Chem, Soc. 1991, 775:5109; Ma et al„ Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 52:1751; Durand et al, Nucleic Acids Res. 1990, 

30 7S:6353; McCurdy et aL, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 54:301; Ono et al, Biochemistry 1991, 50:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al,, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am, Chem, Soc, 1991, 775:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 

5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 

contain a commonly recognized nucleotide base, such' as adenosine, guanine, cytosine, 

uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-0H group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-0H group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2' -hydroxy 1 group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3 '-terminal phosphate group (e.g., a 2\ 3 '-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
"I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2*-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2*-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 -0-methyl purine nucleotides or altemately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5*-end, or both of the 3* and 5 -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 -deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or altemately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2 -deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2*-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3'-end, the 5 -end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2- 
debxynucleotides at the '3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
1 0 such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shovm in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3 -end, the 5 -end, or both of the 3* and 5 -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure^ Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
IS suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived fi'om another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting, or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived fi-om a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

_ of a gene_in an organism comprising: (a) synthesizing a siNA molecule of the invention, - - - 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
IS the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
"to^niodulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the orgjanism. . 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or fi-om partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4^, 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4^^); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine "the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5*-protecting group, 
for example, a 5'-0-dimethoxytrityl group (5 -0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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Step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
_ strand of.the siNA.construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
1 0 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene -glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zemicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al. International PCT Publication No. WO 00/44914; 

30 AUshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall etal, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA, 8, 
842-850; Reinhart et al., 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 

complementary to -nucleotide- sequence in a target" nucleic acid niblecule or a portion 

thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi, The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5',3'-diphosphate. In certain 
embodiment, tHe siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2*- 
hydroxy (2'-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2'-0H group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-0H groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result fi"om siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, AUshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example,.nucle,ic acid sequences including, but not limited to, structural genes encoding a - - 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fiingus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a piasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g.. Turner 
et al, 1987, CSHSymp, Quant. Biol LII pp.123-133; Frier et al, 1986, Proc. Nat. Acad 

25 ScL USA 83:9373-9377; Turner et a/., 1987, J, Am. Chem. Soc, 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 

58 



(400/104) 



residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
S infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver- 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex v/vo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defmed in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more - 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, sjmthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
IS nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula 1, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447), 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et aL, 2002, Nature 
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Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the resuhs of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration Using an all RNA siNA control (siGL2) having having 3 '-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression "in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

65 



(400/104) 



number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table 1. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3*-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the '"cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3*-terminal intemucleotide linkages, wherein the two terminal 3 - 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2 -0-methyl or 2'-deoxy-'2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3'-nucleotides are optionally complementary to the target RNA sequence, and having one 
3'-terminal phosphorothioate intemucleotide linkage and four 5*-terminal 
10 phosphorothioate intemucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2*-deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3'-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3*-terminal glyceryl moiety and wherein the two terminal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3*- terminal 
25 cap moieties wherein the two terminal 3*-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 -0-methyl or 2*-deoxy-2*- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3'-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3'-terminal phosphorothioate 
intemucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5*- and 3*- terminal 
5 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2*-deoxy-2*-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2*-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3*-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3*- terminal 
30 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2*-deoxy-2'-fluoro modified 

68 



(400/104) 



nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3*-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 -terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2*-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides "that may ~ be present are 2-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HERl). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 

selected cells and is sequenced to identify eflficacibus target sites within the target nucleic 

acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3 -3'] -inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-3']-3'- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5*-3']-3'-0-methyl ribonucleotide; (6) 
3*-glyceryl; (7) [3'-5']-3*-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5*-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula 1. In addition, the 2'-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFRl RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2*-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fIuoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-IB mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-IB mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-IB RNA expression. 

-FigM^e 33 shows a non-limiting example of reduction of ERG2 mRNA in DLDl 
cells mediated by siNAs that target ERG2 mRNA. DLDl cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention.' In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet,, 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al., 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5*-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5'-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 21 1, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et aL, 1998, Biotechnol Bioeng,, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 |xmol scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2 -deoxy-2'- 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jimol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Aito, CA) with minimal modification to the cycle. A 33-fold excess (60 |iL of 0.1 1 
M = 6.6 jimol) of 2 -0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 \iL of 0.25 M = 15 fimol) can be used in each coupling cycle of 2 -O-methyl residues 
relative to polymer-bound 5*-hydroxyl. A 22-fold excess (40 jiL of 0.1 1 M = 4.4 ^mol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 ^iL of 0.25 M = 
10 ^mol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5*-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by coiorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used, 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, J, Am. Chem, Soc,^ 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et aL, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3*-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2'-0-methylated nucleotides. Table 
n outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 nmol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 ^iL of 0,11 M = 6.6 jimol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 ^iL of 0.25 M = 15 jimol) 
- can be used-in each coupling cycle of 2'-0-methyrresidues relative to polymer-bound 5 - 
hydroxyl. A 66-fold excess (120 |iL of 0.1 1 M = 13.2 jimol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 of 0.25 M = 30 ^mol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5*- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% AT-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supematants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 fiL of a solution of 1.5 mL N-methylpyrrolidinone, 750 jiL 
TEA and 1 mL TEA»3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEAOHF (0,1 mL) is added and the vial is heated at 65 ""C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For. purification of the-trityl-on oligomers, the quenched NH4HGO3 solution is - 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al„ 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et ai, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et ai, 1997, Bioconjugate Chem, 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both muhiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2*-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
7755 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et aL, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et ai, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci, 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
S modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and-efficacy. For- example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2*-amino, 2'-C-allyl, 2'-fluoro, 2'-(9-methyl, 2'-0- 
allyl, 2 -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS, 17, 34; Usman et aL, 1994, Nucleic Acids Symp, Ser, 31, 163; Burgin et al, 1996, 
Biochemistry^ 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
255, 314-317; Usman and Cedergren, Trends in Biochem. ScL , 1992, 77, 334-339; 

15 Usman e/ a/. International Publication PCT No. WO 93/15187; Sproat, Pa/. No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem,, 270, 25702; Beigeiman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1 131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem,, 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5*-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these intemucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al., 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am, Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4*-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 

30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
"invention. The present invention encompasses "the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2*-0-methyl, 2'-fluoro, 2 -amino, 2'-0-amino, 
2*-C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
S system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., muhiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3*- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et aL, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-terminus (5*-cap) or at the 3*- 
terminal (3*-cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4*-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; r/ireo-pentofuranosyl nucleotide; 
acyclic 3',4*-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3*-3'-inverted nucleotide moiety; 3 -3*-inverted abasic 
moiety; 3*-2'-inverted nucleotide moiety; 3*-2 -inverted abasic moiety; 1,4-butanediol 
phosphate; 3*-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3'- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3'-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5*-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4'-thio nucleotide, carbocyclic nucleotide; 5*-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
/Areo-pentofuranosyl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5 -5'-inverted nucleotide moiety; 5-5'- 
inverted abasic moiety; 5*-phosphoramidate; 5*-phosphorothioate; 1,4-butanediol 
10 phosphate; 5*-amino; bridging and/or non-bridging 5'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the T-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et ai, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et aL, 1996, Biochemistry, 35, 14090; 
Uhlman'& Peyman, ^^wpra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications inAntisense Research ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the V position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of P-D-ribo-fiiranose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH2 or 2'-0- NH2, which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al., U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes,-and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio,, 2, 139; 
Delivery Strategies forAntisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp, 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Sen, 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin, Cancer Res., 5, 2330-2337 and Barry 
et ai, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg, 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp, Ther,, 285(2), 920-928; Kronenwett e/ a/., 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta, 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic -acid, and 
benzene sulfonic acid 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (/.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam, Clin, 
PharmacoLi 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et aU 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et aL, 1998, J. Pharm, Sci,, 87, 1308-1315; Tyler et 

15 al, 1999, FEBSLett,, 421, 280-284; Pardridge et al, 1995, PNAS USA, 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada era/., \99%, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA, 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al,\995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al. International PCT Publication No. WO 96/10390; Holland et al, 

93 



(400/104) 



International PCX Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

_ administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters ofp-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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poiyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example poiyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanedioL Among the acceptable vehicles and solvents that can be employed are water, 
S Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

1 5 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, 1 Med Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl Acad Set, USA 83, 399; Scanlon et al, 

1991, Proc, Natl Acad Set USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J, Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 553 M; Ojwang et al, 1992, Proc. Natl Acad. Scl USA, 89, 10802-6; Chen 
etal:, 1992; Nucleic Acids'Res:, 20; 4581-9; Sarver e>a/.; Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp.Ser,, 27, 15-6; Tairae/a/., \99\, Nucleic Acids Res., 19,5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 C/ie/w., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG,, 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol III based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats, Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture e/ a/., 1996, TIG., 12,510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and' Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region {e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5* side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc, Natl Acad Sci, USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber a/., 1993, Methods EnzymoL, 217,47-66; Zhou a/., 1990, Afo/. 
Cell, BioL, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 SahQt etal., 1992, Antisense Res. Dev., 2,3-15; Ojwang et al, 1992, Proc. Natl Acad 
ScL USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl Acad Scl USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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441 1-8; Lisziewicz et al, 1993, Proc, Natl Acad. Sci. U, S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res,, 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res,, 22,2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good etal, 1997, 
Gene Ther., 4, 45; Beigelman et al, International PCI Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 -end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3*-end of the open reading frame and 
S wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery "of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5'-terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5*-0-DMT group while the complementary 
strand comprises a terminal S*-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIPA) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5'-0-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or L5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak Ig cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV IM NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on "the extent of modification/ RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, Imin, 5min, 30min, 90m in, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and "^^P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 3T C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
detemiine "which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC, 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3*-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
S nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa ceils) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activitv of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table L Modifications 
included phosphorothioate linkages (P=S), 2'-0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3'-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA" containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3'-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3'-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
" sequericesT the "RPI 27657/27662 construct "contains 5 terminal 3 '-"phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3'-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3'-terminus which comprises two thymidine nucleotide 
overhangs. 

109 



(400/104) 

Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3'-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the resuhs of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
S modifications and antisense strand chemical modifications. These chemically modified 
siNAs were conipared in Jthe luciferase assay described herein at L nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table 1. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
" level" of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table 1. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activitv titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate intemucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be _ _ 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herem in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-SilyI Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et aL, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,1 17, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35®C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65^C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assav to assess siNA activitv 

An in vitro assay that recapitulates RNAi in a cell fi-ee system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 3TC , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifiiged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphoki'nase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25^ C for 10 
minutes before adding RNA, then incubated at 25"" C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha-^^p] cjp^ passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5*-32p-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
detemiine the extent _of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PGR monitoring of amplification {eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at IxlO^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2)ig/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at 1x10^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5*-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 \x\ reactions consisting of 10 ^1 total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PGR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCb, 300 |iiM each dATP, dCTP, dGTP, and dTTP, lOU 
RNase Inhibitor (Promega), 1 .25U AmpliTaq Gold (PE-Applied Biosystems) and lOU M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at followed by 40 cycles of 15 sec at 95^C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to fi-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PGR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supematants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Gellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4*^0. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis eflfecf of nucleic acids of the present Invention^ such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFRl, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. Sci, USA. 92: 905-909; Shweiki etal., 1992 J. Clin, Invest 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following comeal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol, 10: 273-280; Ormerod et aL, 1990 Am, J. 
Pathol. 137: 1243-1252) or intracomeal grov^h factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al„ 1992 Lab, Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et ai, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL, 
1994 Cell 79: 3\5-32S; Sanger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi a/., \994 Cancer Res. 54: 4233-4237; Kim a/., 1 993 5wpra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl 
Acad, Sci, USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra^ is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai bum, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et ah, supra) is a non-tissue model which utilizes 

Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 

agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10^ tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (/.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFRl, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFRl, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PGR. siNA molecules that block VEGFRl, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFRl, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFRl in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

- 30 -|U;M VEGF which is implanted- within- the cornea's- stroma: This dose yields 
reproducible neovascularization stemming fi*om the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 jiM in 82 mM Tris-Ci, pH 6.9 

SiNA, 1.67 nG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 ^G/nU INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 SiNA 1.67 ng/jiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 

122 



(400/104) 



Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall' health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table HI. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1 .67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20ng/eye treatment, 6 jiLs of the 3,34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 Jim pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 ^L of 75 nM VEGF in 82 mM Tris HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et aL Supra 
and Pandey et aL, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctivql irijection of test solutm - . 

Immediately after disk insertion, the tip of a 40-50 jim OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 ^L/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1 .6 (SAS Institute). 

Results are graphically represented in Figure .23. As shown in Figure 23, - 

VEGFRl site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFRl site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
intemucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 S capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HERl) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37X for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared fi-om each well. Target gene expression following treatment was evaluated by 
RT-FCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and_ purine ribonucleotides in which the sense strand of the siNA is further - 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 1 50 ^1. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37'' for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-weli plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supematants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate intemucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#31370/31371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate intemucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to-a-matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
S and 3'-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1302/3 1303), were compared 
fo a'miafched chemistry inverted control (RPI#3 13 14/31325)^ ~In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
1 5 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fil/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 ^1. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37X for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared fi^om each 
well of treated cells. The supematants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared fi-om each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37"^ for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 130), 
which was also compared fo a matched cheniistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-IB RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing FTP- IB RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^l. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37"^ for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5* and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-IB RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21: RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLDl cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5'" and 3'-terminal inverted debxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared fi'om each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#31310/31311), 
"which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF 100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5 '-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HERl, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_015620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCAl (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), FTP IB (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (/.e., those that cleave 
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only wild-type forms of target RNA) are used to Identify wild-type RNA present in the 
sample and the second siNA molecules {i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a poly aery lam ide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of\ and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shovs^ and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 



A. 2.5 ixmol Synthesis Cycle ABI 394 Instrument 





Equivalents 


Amount 


wait Time dna 


Walt Time* 2 -O-methyl 


Wait Ttme*RNA 














Phosphoramidites 


6.5 


163 ML 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 ML 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 ML 


5 sec 


5 sec 


5 sec 


/V-Methyl 
imidazole 


186 


233 ML 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 ML 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 Mmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 














Phosphoramidites 


15 


31 ML 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38,7 


31 ML 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


A^Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 mL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 ML 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C. 0.2 nmol Synthesis Cycle 96 welllnstrument 



Reagent 


Equivaients:DNA/ 
2'-0-methyi/Ribo 


Amount: DNA/2'-0- 
methyi/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyi 


Wait Time* Ribo 














Phosphoramidites 


22/33/66 


40/60/120 ML 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


A/-Methyl 
imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 ML 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



Wait time does not include contact time during delivery. 



Tandem synthesis utilizes double coupling of linker molecule 
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Table III 






Tris-ClpH 
6.9 



NA 



water 



NA 



NA 



R&D Systems 
VEGF-carrier 
free 
75 



water 



NA 



NA 



R&D Systems 
VEGF<arrier 
free 
75 ^M 



3.53 iig/nL 



Site 2340 
Stabl 
siRNA 



10 
Hg/eye 



1.67 



R&D Systems 
VEGF-carrier 
free 
75 



3.53 ng/nL 



Site 2340 
Stabl 
SiRNA 



3 

\ig/eye 



0.5 



R&D Systems 
VEGF-carrier 
free 
75 



3.53 ^g/^L 



Site 2340 
Stabl 
SiRNA 



1 

Hg/eye 



0.167 
^g/^L 



R&D Systems 
VEGF-carrier 
free 
75 



3.53 ^g/^L 



Inactive 
Site 2340 
Stabl 
SiRNA 



10 
Hg/eye 



1.67 
^g/^L 



R&D Systems 
VEGF-carrier 
free 

__75iiM 



3.53Hg/nL 



Inactive 
Site 2340 
Stabl 
SiRNA 



3 

Hg/eye 



0.5 
Hg/^L 



R&D Systems 
VEGF-carrier 
free 
75 nM 



3.53ng/HL 



Inactive 
Site 2340 
Stabl 
SiRNA 



1 

Hg/eye 



0.167 
^g/jiL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


P=S._ 


. Strand 


"Stab 1" 


Ribo 


Ribo 




5 at 5'-end 
1 at 3'-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 




All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyi 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3'-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3'-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3'-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-1 1 chemistries can comprise 3'-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacylglycerol 0-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (K1AA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFBl),mRNA 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec31p homolog (K1AA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 

mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosjuninide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens C0P9 homolog (C0P9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (FECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRMl), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 

(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRALl), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXPl), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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INJVl_UU10oD 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 

SUDUnil rO yJ\ 1 r J J mivNA 


MM 0170^4. 
INJVl Ul /yD'r 


nomo sapiens nypoineucai proiem rLrJZU/oi {tLij/a) loi nuvNA 


INIVI UIjOZO 


oomo sapiens o^jl^o Dox-coniainmg wl> protein owir-i ^^Wodi j, niKJNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


fNM UjUo// 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33), mRNA 


iNM UoUoJU 


Homo sapiens cystatin 1 1 (Co 1 1 1 j, mKNA 


KT\yf H'XOnQ 
NM UjZjZy 


riomo sapiens pzo inuj (INOdj, mKNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_ 130787 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


XTA if A10r\0/I 

NM 018984 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


NM_1 06552 


Homo sapiens hypothetical protein FLJ 14249 similar to HSl binding protein 3 
(FLJ 14249), transcript variant 2, mRNA 


NM_0224oO 


Homo sapiens hypothetical protein FLJ 14249 similar to HSl binding protein 3 
(FLJ 14249), transcript variant 1, mRNA 


XTA yf 1 'J A >1 /I 

NM 130446 


Homo sapiens kelch-like protem KLHL6 (KLHL6), mRNA 


XT"\ /T A'^ AO 1 A 

NM 020314 


Homo sapiens esophageal cancer associated protem (MGC 16824), mRNA 


XTX jT 1 OAOAC 

NM_1 30395 


Homo sapiens Werner helicase mteracting protein (WHIP), transcript variant 2, 

XT A 

mKNA 


NM_020135 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 1 , 
mRNA 


iNM UOjoo 


Homo sapiens ankyrin repeat and aUCb box-containing 12 (Abi312}, mRNA 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 


XTA if AAT 1 A 1 

NM 007191 


Homo sapiens WNT inhibitory lactor 1 (WIFl), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


XTX jT A'^fA>l«^ 

NM_025042 


Homo sapiens Wilhams-Beuren syndrome chtomosome region 23 (WBSCR23), 

mRNA 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 4, mRNA 


XfXjr AOATAyl 

NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 1, mRNA 


NM__0 18727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 ( 1 Kr V 1 J, transcript variant z, mKNA 


JNJVl UoUo/y 


Homo sapiens bUCo Dox containmg protein kakzA (KAKzAj, mKNA 


NM OoOo/l 


Homo sapiens ankynn repeat and bUCo box-contaimng 10 (ASBIO), mKNA 


NM OoOo/O 


Homo sapiens UrCKl protein (UrCKl), mKNA 


NM 0o0oj4 


Homo sapiens chromosome 20 open reading rrame 152 (C20ortl52), mKNA 


NM OoOozy 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 


NM OoOozo 


Homo sapiens cnromosome 20 open reading trame l /i (C20oril7J), mKNA 


XTAvT A0A0 1O 

NM O0O0I9 


Homo sapiens O protein-coupled receptor 78 (vjPK78), mKNA 


NM OoO/jZ 


Homo sapiens chromosome 20 open reading frame 1 64 (C20orfl 64), mRNA 


NM 0o0/4y 


Homo sapiens cnromosome 20 open reading trame 163 (C20orilo3), mKNA 


INJVl UoU /T-^ 


nomo sapiens ring linger proiein ^t%JNrjoj, mi\JN/\ 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 




Homo sapiens GRB2'associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NM_007247 


Homo sapiens API gamma subunit binding protein 1 (API GBP 1), transcript 
variant 1 , mRNA 


XTXJf AOACei 

NM_08055 1 


Homo sapiens API gamma subunit binding protein 1 (API GBP 1), transcript 
variant 3 , mRNA 


INM_UoUDDU 


Homo sapiens API gamma subunit binding protein 1 (APIGBPI), transcript 
variant z, mKNA 


iNlVl VyjUyoZ. 


riomo sapiens noosomai proiein lzi ^ivrLrZi y, mrviNA - - 


INIVI yjKJjyij 


riomo sapiens senne/inreonine-proiein Kinase rivr'f nomoiog \jrv\r^)^ miviNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLCISA), mRNA 


iNM uuz/zy 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


XTA/f (\f\<iQC^1 

NM UUjoyj 


Homo sapiens calicin (CLIN), mKNA 


INM Ul / jyj 


Homo sapiens nomoiog ot mouse r>Mr-z inauciDie Kinase (rJiJvbj, mKNA 


NM UJzUz/ 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM^004051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


NM 013375 


Homo sapiens TATA-binding protein-binding protein (ABTl), mRNA 


NM 05o2l9 


Homo sapiens nomoiog oi yeast mRNA transport regulator 3 (MTR3), mRNA 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KJAA1622), transcript 
variant 1 , mRNA 


XTXyf AO AO CO 

NM_U2Uyjo 


Homo sapiens HEAT-like repeat-containing protein (KJAA1622)5 transcript 
variant 2, mRNA 


XT1V>f AA/ITAO 

NM UU4/U2 


Homo sapiens cyclm b2 (CCNb2), transcript variant 3, mKNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


"V T"* M i\f\ A A 

NM_004724 


Homo sapiens ZWIO nomoiog, centromere/kmetochore protem (Drosophila) 
(ZWIO), mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protem- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protem- 
coupled receptor, 2 (EDG2), transcript variant 1 , mRNA 


NMO 1 5084 


Homo sapiens mitochondrial ribosomal protem S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 

encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNMIL), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kD, 
elongin ( 1 Cbb 1 mKNA 


XTAVf AA'TA'^A 

NM 007070 


Homo sapiens rKBr-associated protein (r AP48), transcript variant 2, mKNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


XT\>r {\CA 1 1 "2 

NM_U!)41 13 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAPl), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXLl 1), mRNA 


NM_.030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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XTTVif AO 1 1 /i1 


Homo sapiens KB-associated KRAB repressor (RBAK), mRN A 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
urosopnila) (rbAwv), transcript variant 1, mRN A 


NM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Urosopnila) (hbAwv), transcript variant 2, mKNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC 14B), transcript variant 2, mRNA 


NM_003671 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC 143), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-nbosylation factor domain protein 1, 64kD (ARFDl), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
transcript variant beta, mRNA 


rMM_UU10jO 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
transcript variant alpha, mRNA 


XTlV/f AO 1 on'i 


Homo sapiens ArMCr l protem (ArMLr 1), mRNA 


NIVl_UlzU7D 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 
rnrvlN/v 


rNlVl KjyJlyJZD 


riomo sapiens riDOSomai proiein ozj (^Kr ozj mJvTN a 


MM n'^9Q»Q 

iNivi ujZ7oy 


riomo sapiens oi^LfZ-aniagonisi oi ceii aeam yjiiwj)^ iranscnpL variant z, nUvNA 


INIVI UUH-jZZ 


riomo sapiens od^z-aniagonist oi ceil aeatn (oALij, transcript variant l, mKNA 


INlVl UIH-JZO 


riomo sapiens aeam-associaieu proiem Kinase z (^UAr Jvz j, mKNA 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


INM UJlzIO 


Homo sapiens secu-iiKe protein (bbCiiL), mKNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM Uilz/4 


Homo sapiens testis expressed sequence 13A (TEX 13 A), mRNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032o74 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIPl), 
mRNA 


XTlk>r A^l*?^! 

NM_0313ol 


Homo sapiens collagen, type iV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 , mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


XJXif A'^lO/lil 

NM_Uj lZ44 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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INM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATIl), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


XTA iff AAAT70 

NM_000778 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 
mRNA 


NM__006582 


Homo sapiens glucocorticoid modulatory element bindmg protem 1 (GMEBl), 
transcript variant 1 , mRNA 


NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEBl), 
transcript variant 2, mRNA _ _ ^ . 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
( 1 BP)-associatea lactor, 50 kD ( 1 Ar7L), mRNA 


NM_005736 


Homo sapiens ARPl actin-related protein 1 homolog A, centractin alpha (yeast) 

(ACIKIA), mKNA 


NM 014031 


Homo sapiens VLCS-Hl protein (VLCS-Hl), mRNA 


NM_022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A), 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens enaotnelial cell-specnic molecule 1 (ESM 1 ), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM_022802 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
mRNA 


MM UUIVjI 


Homo sapiens bir transcription tactor 5, pl30-bmdmg (E2F5), mRNA 


XTXyf mo 1 /I o 
fNM 0zzl4z 


Homo sapiens epididymal sperm binding protein 1 (ELSPBPl), mRNA 


MM_01 ZZUO 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosy transferase I) 

(^IdJOA 1 J j, mKNA 


INIVI UZzj / J 


riomo sapiens ocuiomeain (^uL/L»mj, mKNA 


INM uu^yoz 


Homo sapiens growth differentiation factor 10 (GDFIO), mRNA 


INM UO/3/z 


Homo sapiens kna nelicase-reiated protein (KNAHr), mKNA 


INM UUDOlJ 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NM 006083 


Homo sapiens IK cytokine, down-regulator of HLA 11 (IK), mRNA 


INM 01z4zo 


Homo sapiens splicing tactor 3b, subunit 3, 130IcD (SF3B3), mRNA 


NM 01olo4 


Homo sapiens hypothetical protem FLJ 10637 (FLJ 10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM Uzl 106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM_021082 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 
(oLC15A2), mKNA 


NM OIOj/0 


Homo sapiens HBV px associated protem-o (LOC51773), mRNA 


NM_00oo71 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 

^oLClA/J, mKNA 


NM UZOOjO 


Homo sapiens nypotneticai protein 1555 (LUCj i555\ mKNA 


XTlVyf A1 ^OOA 

NM oi^yyu 


Homo sapiens lymphocyte activation-associated protein (LOGS 1088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM OzOOoj 


Homo sapiens H 1 02 1 (H 1 02 1 ), mKNA 


XT\ if AOA^OO 

NM 020662 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


XTX if AOA^TO 

NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM 020669 


Homo sapiens uncharacterized gastric protein ZA52P (LOC57399), mRNA 


XTXyf 001 7 AH 
INM_UUj /OU 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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INM UzUJo/ 


Homo sapiens CA l a-o protein (CA l a-o), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 02U3o2 


Homo sapiens HT014 (HT014), mRNA 


NM 020307 


Homo sapiens cyclin L ania-oa (LOC57018), mRNA 


NM_007lo7 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WdP4), mRNA 


NM_UUj044 


HJ A M r^o-^i <-k-Mn TP A 1 O 'O "VTA ^ 1 , _ _ TT ' 1 ^ A ' I A t. — - l_, i J " ^ - J- - * - I'll 

Homo sapiens 1 Ar 1 2 KN A polymerase 11, 1 A 1 A box bmding protem ( 1 Br)- 

associated factor, 20 kD (TAF12), mRNA 


INM uzviJyJ 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA. - - 


NM 0202 J J 


Homo sapiens x OOo protein (MDoOOo), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NM_020247 


Homo sapiens hypothetical protein, clone 
leletnon(ltaly_B41)_Strait02270_FL142 (LOC5o997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 
mRNA 


NM 020153 


Homo sapiens hypothetical protein (LOC56912), mRNA 


XTXiT A'^AI An 

NM_020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (Mblb2), mRNA 


XTTVyf AOAIOA 

NM_020120 


Homo sapiens UDP-glucose ceramide glucosyltransterase-like 1 (UGCGLl), 

rnrvIN A 




Homo sapiens hn Uri-L-iso protein (HNUbL-isoj, mKNA 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


\J\A AOAlQ/1 

NM 020iy4 


Homo sapiens OL004 protem (CjL004), mRNA 


XTXiT AO A 1 0*5 

NM 020iy3 


Homo sapiens CjL002 protein (uL002), mRNA 


iNM ozoicsy 


Homo sapiens uco protein (UCo), mKNA 


XTA/f AOA 1 OO 

NM 020 loo 


Homo sapiens DCli protein (DC 13), mRNA 


XTliiT AOAl 'iA 

NM_020134 


Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 

molecule (^L^ivMr j ), mKNA 


iNivi uiyoyj 


Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 


INM vlyoW 


Homo sapiens cnemokme uULzo (oCYA2o), mKNA 


XT\/f niQ8''\0 

rNivi uiyojz 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 01J341 


Homo sapiens nypotneticai protein (r 1U004), mKNA 


XTlV/f A 1 11 1 0 

NM 0133 lo 


Homo sapiens nypotneticai protein (LQrBo-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


XTXif A110AA 

NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NM_0 13347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 

/OCT TO/1 1 OiC\ .^DXTA 

(HbU241oo), mRNA 


XT\>r A1 OA 1 1 

NM 01901 1 


Homo sapiens 1 KlADi protein ( 1 K1AD3), mRNA 


XTAiT A1 OAiCC 

NM_01o965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 

mKNA 


NM 019043 


Homo sapiens similar to proline-rich protein 48 (LOC54518), mRNA 


Xr\>f A 1 QAA/C 


Homo sapiens protein associated with PRKl (AWPl), mRNA 


XTivyr A 1 o 1 A 1 
NM 019101 


Homo sapiens apolipoprotein M (G3A), mRNA 


INM oiyo4y 


Homo sapiens nypotneticai protein (rLJ200j4), mKNA 


INIVI V 1 077^ 


numu dapiciia nypuuicucai pruicin \r\^jjL\3\j'r\})^ miviN/\ 


NM 019033 


Homo sapiens hypothetical protein (FLJl 1235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJl 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJl 0884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJl 0007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NM_012413 


Homo salens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOTS), mRNA 


NM_0 18643 


Homo sapiens triggenng receptor expressed on myeloid cells 1 (TREMl), 
mRNA 


NM_Uloo47 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 

( 1 NrKc)r 19), mKNA 


INM UloO04 


Homo sapiens Jun dimenzation protein pzlISNr 1 (SNFT), mRNA 


NM UloMU _ 


Homo sapiens nypotneticai protein rR0283 1 (PR0283 1 ), mRNA 


INM UIoOjU 


riomo sapiens nypotneticai protein rRU2577 (rRU2577), mRNA 


INM UloDz/ 


Homo sapiens nypotneticai protein rR02435 (rRU2435), mRNA 


XT\/r Al CAO^ 
INM UloOZD 


Homo sapiens nypotneticai protein rRU2289 (rRU2289), mRNA 


XT\>f Al 0< 1 < 

INM UloMD 


Homo sapiens nypotneticai protein rR02 1 76 (rR02 1 76), mRNA 


INM UloOiD 


riomo sapiens nypotneticai protein rKUZOiz (rRUzOJz), mRNA 


INM UloOl4 


Homo sapiens nypotneticai protein HRU2012 (rRu2012), mRNA 


INM UiooUo 


Homo sapiens nypotneticai protein rRU1905 (rRU1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PRO 1855 (PRO 1855), mRNA 


XTIA A10CAC 

NM 018505 


Homo sapiens hypothetical protem PRO 1728 (PRO 1728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


NM_0 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS03 1 (MDS03 1 ), mRNA 


NM_0 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


XTA /f A t O /I 

N MO 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

MDbUz8 (MDSu28), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARKl), mRNA 


XTlV>r Al 0^*70 

NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


XTX yf AlO^Af 

NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


XTA vT AIO^O 

NM 018683 


Homo sapiens zinc finger protein 3 1 3 (ZNF3 1 3), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


XTK A A 1 O yl O >l 

NM_0 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (aLCzzAl 1 ), mRNA 


XTliyf A 1 QA A ^ 

NM Ulo44D 


Homo sapiens ALi-015 protein (LOC55829), mRNA 


NM Ul /!> /I 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


XTA >r A10>1'7'^ 

NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


XTA >f Al 0>IOA 

NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


XTX >r A1'7C^'7 

NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


XTX JT AIO/IO'7 

NM_0 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCAl 12), 
mRNA 


XTX >r A1TC/10 

NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


XTX A A 1 nc A n 

NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


INiVl U 1 / VOO 


riomo sapiens nypoineiicai proiein rLJzuo4/ (^rLJZU<)4/j, miviNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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IMIVI \J I / 


ccir\mnc Vixmnfltf^fi/^al nr/\tfain 17T T90A71 /17T T90/x71^ mOXTA 

riomo Sapiens nypoineiicai proiein rLfjzuo/i ^^rL»jzuo/i ), nuvrNA 


INIVI v 1 fyAj 


noiTio Sapiens nypoineucai proicin rL>jzuooo ^rLrjzuoooj, rruvLN a 


MM 017099 


noino Sapiens nypoinciicai proicin fLtJZUOOO ^rL«JZUOOOj, nuviNA 


MM 017Q0Q 


oouio sapiens nypoineiicai proicin ri^jzuozo ^^rLjzuozoj, nxKjNA 


MM 01700/^ 


T-Trxmr* cQr\if»r»c li\rr^rttl-»<>f i/>ol nrr\f*ain T7T T90A9/1 fT7J T90/^9/l^ ml? XT A 

riomo Sapiens nypoineiicai proiein rLfjzuozH yr LijZ\jozh), mivLNA 


MM 0 1 7Q0A 


rioniG sapiens nypoineiicai proiein rLJZUoiv (^rLJZUoivj, mKiNA 


MM 017R00 


rtomo sapiens nypoineiicai proiein tL/JZUjo-) \r Ljjz,\jDoj ), niKiNA 


MM 017»»7 
1N1V1_U1 /oo / 


rionio sapiens nypouieiicai proiem ri^jzuDou ^ri>JZUjouj, itlkina 


MM 017JlftA 
INJVl Ul /OoO 


Fiomo sapiens nypoineiicai protein ri^jzuj /4 (^fLJZUj mKiNA 


MM 017RR0 


nonio sapiens nypoineiicai prorein rL-Jzujjo (^rLrJZUjjoj, miviNA 


MM 017878 
INlVl Ul /O /o 


riomo sapiens ruvAo-iiKe suppressor z ^^riKAoLoz ), mKiNA 


MM 017R77 
IN AVI Ul /O / / 


riomo sapiens nypoineiicai proiein tl^jzuj j 3 ^^ri^jzuDD j ), uUvina 


MM 01787^ 
IN iVl U 1 / O / J 


nomo sapiens nypoineiicai proiein tljzujDI i^rL/JZUDDi j, mKiNA 


INM Ul lo IK) 


Homo sapiens nypotneticai protein rLJzUjjy (rLJzUjjy), mKJNA 


MM 017ft/i7 
INiVl Ul /60 / 


riomo sapiens nypoineiicai protein rL»JZUDj4 ^rLiJZU3j4j, itlkina 


iNM Ul /o04 


Homo sapiens nypotneticai protein r lj zu^iu (rLJzUjiOj, mKNA 


MM 017ft<7 

INM U 1 loD I 


Homo sapiens slingshot 3 (SSH-3), mRNA 


MM 0172^9 
INM Ul /oDZ 


Homo sapiens rsALrz protein ^in AL»r z ), mKiNA 


MM 017ft^O 
INJVl Ul /OJU 


Homo sapiens nypomeiicai protein rLrjzujUo (^rLJZUjUoj, mKJNA 


MM 017QAA 
JNiVl Ul /o40 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


MM 01 78 A 1 
INiVl U 1 /oH-1 


Homo sapiens nypoineiicai protein rLJZU4o / ^rLjzu4o / ), niKiNA 


MM ni78'5Q 
iNiVl U 1 /oJy 


oomo sapiens nypoineiicai proiein ri^jzu^oi \rLJZ\j^oi ), niKiNA 


MM 0178'i7 
IN iVl U 1 / O J / 


nomo sapiens nypoineiicai proiein rLjzu'i/ / (^rL»JZU4/ / j, mKiNA 


MM 0178'?9 
IN IVl Ul /oJZ 


U/^tv^i^ cio«^«Anci i%\r*\r\i-V\tA+ir>a] v^v/^-foin CT TOA/I^^ /CT TO A/I C7\ wiDXTA 

Homo sapiens nypotneticai protein rL#jzu4j / ^rL»jzu4j / j, hikina 


MM 017897 
INJVl U 1 /oZ / 


Homo sapiens nypotneticai protein rLjzu4jU vrL»JZU45Uj, mKNA 


MM 01789/^ 
IN IVl Ul /oZO 


1-J/\mi^ eiOM«A«^o V\^rw\r\iVta4-ir»r»i v^v^'fjain CT TOA>1/1Q /CT TO A/1 /1 0\ *>^DXTA 

Homo sapiens nypoineiicai protein rLrjzu44y ^rLJZU44yj, ihkina 


"MM 017e9'J 
INiVl Ul /oZj 


LJ/X'WK^ «tn«%«A-nn V«mn>%y-k4-l^ A4-4r>n1 ■»^wf^4-t:%lws CT TO Aj4 /I O /CT TO A ^ vl O \ -omOXTA 

Homo sapiens nypotneticai protein rLJzU44Z (rLJzU44z;, mKiNA 


MM 017899 
INJVl Ul /oZZ 


I-l/^'mi^ c<ov\iA«nci Kxrr\/^f1^/k'fi/>o1 v««>a^aim CT TO A/1 '^/C /CT TOA/1'l/^\ «<vm1?XTA 

Homo sapiens nypoineiicai protein rL^JZU4jo ^^ri^JZU4joj, mKiNA 


MM 017891 
INIVI Ul /oZI 


T-T/^rYi/^ oo-niA*io Vnmi-i'fK A-fij^<i1 •^«*/x4-A«n CT TOA^ C /CT TO A/1 ^3 C\ wtOXTA 

Homo sapiens nypotneticai protein rLJZU4Jj (rLJZU4^jj, mKiNA 


MM 01781^ 
INiVl U 1 /o 1 J 


T-I/-\*vi<-* cio»-*idnc Vi'»A*^/\-fVi/»+i/-»ol nrin-f^i*-! CT T0A/10/1 /CT T0A/10/i^ *v\l?XTA 

Homo sapiens nypotneticai protein rL(JZU4Z4 (^rL(jzu4Z4^, mKiNA 


MM 01 781 1 
INIVI U 1 /oil 


1-f/>m/A co-niAne K\m/>fl^ A-f i/^o1 «^»>r\^am CT TOA/1 1 O /CT TOA/1 1 Q\ «vn1?XTA 

nomo sapiens nypoineiicai protein rL»jzu4iy ^rLfJzu4iyy, mKiN a 


MM 017810 
IMM Ul /olU 


noMiA-MCi l^vmrx^l* Aral CT TOA^ 1 T /CT TOA^ 1 wvO XT A 

Homo sapiens nypotneticai protein rLJZU4i / (rLJzU4i /}, mKiNA 


MM 017809 
INIVI U 1 /oUZ 


1-^/^m/^ co-TNiano Vivm/A4-Vta'f«r»o1 «%«*/^'fAi«^ CT TOA'SOT /CT TOA'3A'7\ vv^DXTA 

Homo sapiens nypotneticai protein rLJZvjy / (^rL-JZUjy /j, mKiNA 


XTM 0 1 77Q9 

INM u 1 / /yz 


1-Tr\*%>tr% oo*%«Ano V«vmrx4-Vt i^nl Mwii^-fAtM CT TOA'5'7'^ /CT TOA^TO\ maDXTA 

Homo sapiens nypotneticai protein ri^jzuj /i (rLJzUi /j j, mKiNA 


MM 0 1 77QO 
INM Ul / /yU 


Homo sapiens regulator oi u-protein signalling j (KOo3 ), mKiN a 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


INM U 1 / foj 


Homo sapiens nypotneticai protein rLJzUio4 (rLJzUJo4), mKNA 


INM U 1 / / / J 


Homo sapiens nypotlietical protein rLJzUJ4j (rLJzui43j, mKiNA 


NM Ul / / /4 


Homo sapiens hypothetical protein rLJz034z (FLJz034z), mRNA 


iNM {Jill fZ 


Homo sapiens hypothetical protein rLJz0337 (rLJz0337), mRNA 


1NM_U1777U 


Homo sapiens elongation or very long chain tatty acids (rbNl/Eloz, SUR4/Elo3, 

»/^l»nc+^ Wh-a O /CT r\\/T 0^ mDXTA 

yeast j-iiKe z (^nLrUVLrZj, mKiNA 


INM Ul / /OZ 


Homo sapiens nypotneticai protein rLJzuj li (rLJzUj l J), mKNA 


XIM 0177^0 
IMM Ul / /3V 


Homo sapiens nypotneticai protein rLJZUiuy (tLJZVoyjy), mKNA 


XTXyf 0177</i 
INM U 1 / /DO 


T-Ty^vMM rtnniAmn rM 1 M«>i-k4-A«M CT TOA'^A/C /CT TOA'^A/C^ XT A 

Homo sapiens nj^otneticai protein rLJZUJUo (rLJzUJUoj, mKNA 


MM 0177^*^ 

INlVl U 1 / / J J 


nomo sapiens nypoineiicai proiein rL«JZUjUU ^^ri^jzujuu^, mtviNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 01773O 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRN A 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protem FLJ20220 (FLJ20220), mRNA 


NM_01 / /lO 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subramily A, member 7 (Mb4A12), mRNA 


NM Ul / / 1 1 


Homo sapiens hypothetical protein rLJ 20207 (rLJ 20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 01 / /04 


Homo sapiens hypothetical protem FLJ20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20 1 74 (FLJ20 1 74), mRNA 


NM 017697 


Homo sapiens hypothetical protem FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), 

mKNA 


NM 01 /O /o 


Homo sapiens hypothetical protein rLJ 20 127 (rLJ20127), mRNA 


NM 01/0// 


Homo sapiens hypothetical protein rLJ20126 (rLJ20126), mRNA 


NM 01 /O /O 


Homo sapiens hypothetical protein rLj20125 (rLJ20125), mRNA 


NM 01 /o /O 


Homo sapiens hypothetical protein rLJ201 13 (FLJ201 13), mRNA 


NM 01 /ooy 


Homo sapiens hypothetical protem rLJ20105 (rLJ20105), mRNA 


NM 01 /OOD 


Uj-. rM A^l* An 1 v^MA^A^M CT TOAAA/I /CT TOAAA/IN Tt v t a 

Homo sapiens hypothetical protein rLJ20094 (rLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


T T • |_ a1_ 1 _ A • T^T /% f\ A ^ /T^T ¥rt t\f\ A ^ \ ¥^ VTA 

Homo sapiens hypothetical protem FLJ20043 (FLJ20043), mRNA 


XTA if AIT^^^ 

NM_0 17636 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
4(1 RrM4), mRNA 


XTX>i f\in^iA 
NM 01 /o34 


Homo sapiens hypothetical protein rLJ20038 (FLJ20038), mRNA 


XTlVyf A 1 T^OQ 

NM 01 /ozy 


Homo sapiens hypothetical protein rLJ20033 (rLJ20033), mRNA 


NM 01 /OZZ 


Homo sapiens hypothetical protein rLJ20014 (rLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 


NM Olojyo 


Homo sapiens putative methyltransferase (METL), mRNA 


XTA A A 1 0 'I 0 1 

NM UloJol 


Homo sapiens hypothetical protein rLJl 1286 (rLJl 1286), mRNA 


NM Oloj/l 


Homo sapiens hypothetical protein rLJ 1 1264 (rLJ 1 1264), mRNA 


NM 01o30o 


Homo sapiens hypothetical protem rLJl 1240 (rLJl 1240), mRNA 


NM 01o3o7 


Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM Uloj04 


Homo sapiens nypouieticai protein rLJ 1 1220 (rLJ 1 1220), mKNA 


XTXif Alcoa's 

NM 01oio3 


Homo sapiens nypotnetical protem rLJl 1218 (rLJl 1218), mRNA 


NM Oloiol 


Homo sapiens hypothetical protein rLJl 1210 (rLJl 1210), mRNA 


XT\>f A 1 CJ CO 

NM UloJjo 


T T ^ ~ o<-k»*-Irt«-»n Uki m.-k4-Vk A^-i/^nl CT Tl 1 1 AO /CT Tl 1 1 AO\ m/«T)XT A 

Homo sapiens nypotnetical protein rLJ 11 198 (rLJ 1 1 198), mKNA 


NM UlojjJ 


U^.-^,^ r>r^*^\^^r^ U « ^ <^U 1 n 1 17 T Till O £. /CT Till O ^\ .^nxT A 

Homo sapiens hypothetical protem rLJl 1 186 (rLJl 1 186), mRNA 


NM 018352 


TU^.MA r^r^^l^^r, t.. r^^4-t.^4-^^^1 ^^^4-^1^ CT Tl 1 1 OA /T^T T1 1 1 O /I \ —^rkXT A 

Homo sapiens hypothetical protein rLJ 1 1 184 (FLJl 1 184), mRNA 


NM 018340 


IUa«ma !•> >M>^4>l«^4-^M««l CT Tl 1 1C1 /T?T ¥1 1 1C1\ v t a 

Homo sapiens hypothetical protein rLJ 1 1 151 (rLJl 1 151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJl 1 149 (FLJl 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJl 1 136 (FLJl 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


INM yjiojjZ 


Uawmm nrkM«Ann t«* rM a4>1« a4-* mm 1 M«>n4-A<M CT Tl 1 I'^iC /CT Tl 1 1'^^\ •<«.I>XTA 

Homo sapiens nypotnetical protein rLJ 1 1 l2o (rLJ 1 1 126), mKNA 


NM 018330 


Homo sapiens K1AA1598 protein (K1AA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJl 1 101 (FLJl 1101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJl 1088 (FLJl 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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INIVI UIojUj 


rioino Sapiens nypoineiicai proiein rLJi juzo (^ri-»Ji luzoj, itlkna 


XJXyf niftOQft 
INlVl 


riomo Sapiens nypoineiicai proiein ri^j i luuo \rL,j i luuoj, itikna 


XT\yf ft 1 8087 


noino Sapiens nypomeiicai proiein rLrj luy / 1 v^rLrJ i u? / 1), itjJvjna 


INIVI UIoZoO 


nomo sapiens nypoineiicai protein r lj i uy /u (r lj i uy /u j, mKN a 


INIVI UlOZOJ 


rionio sapiens nypoineiicai proiem ri^jiuyDO ^ri^jjuyjoj, itlkna 


INM UloZol 


riomo sapiens nypoineiicai protein rLJJuy4o (l^LJJUy4o;, niKNA 


IN iVl U 1 oZ / 0 


riomo sapiens nypoineiicai protein rLij iKjyjj ^rLJiuyjjj, nriKiNA 


INIYI UloZ/D 


riomo sapiens siingsnot i (oori-j ), mKN A 


XT\>f A1Q7T5 
JNJYl UloZ/3 


riomo sapiens nypoineticai protein r^LJiuyiz (rLJioyzz), mKN A 


VT\yf ft 18777 


. riomo sapiens nypotneticai protein r lj-i uyz i (r lj i uyz i ), mruN A - 


XTlV/f ft 187^8 
JNM UloZOo 


Homo sapiens nypotneticai protein rLJ iuyu4 (rLJ iuyu4), mKN A 


vr\>r ftl87^^ 


Jj£^w^r\ dav^iAmo Itvmni-ln a4-« aoI M«*rv4-A^v« CT T1AAA1 /ITT T 1 AA A 1 \ vwOXTA 

riomo sapiens nypotneticai protein rLJiuyui (rLJiuyuij, mKN A 


XTTVyf ft107^/f 


riomo sapiens nypotneticai protein rLJiUo /o (rLJ lUo /o), mKN A 


iNM UloZjJ 


Homo sapiens nypotneticai protein rLJiUo/j (rLJ JUo/3), mKN A 


NM_0 18252 


Homo sapiens hypothetical protein FLJ 10874 (FLJ 10874), mRNA 


JNM Uioz4j 


T-Tm.*ma MAak^AMM Ik's mKA4'lo aaI »aBA.4A<«K CT T1AOC1 /T?T T1AOC1\ T^'VT a 

Homo sapiens nypotneticai protem rLJ 10851 (FLJ 10851), mRNA 


InM U1oZ41 


Uavma OA-M^AMn Vkv rM A4-t« a4-I A<^1 Ma«A4-A«« TT T 1 /\ O A ^ /'CT T 1 A O /I ^ \ "VTA 

Homo sapiens nypotneticai protein rLJ 10846 (FLJ 10846), mRNA 


JNM Uloziy 


1_Ta«ma mamIamm l«« fma4-L. a4-I a«1 «..^a4-aIm T!?T tiatci /t?t tiaoci\ .^r>XT a 

Homo sapiens hypothetical protein FLJ 10751 (FLJ 10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NM_0 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR), 

mKN A 


JNM UloZiy 


Homo sapiens nypotneticai protein rLJ 10786 (rLJ 10786), mRNA 


NM UioZi / 


Homo sapiens cnromosome zo open reading trame Jl (CZUorti 1), mRNA 


IN M_U J oZ J Z 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 

/CT T1^7T5^ mPXIA 

(r LJ 1 u / / J J, mKiNA 


XT\A ft 1 00 1 1 

INM Ui oZ 1 1 


Homo sapiens nypotneticai protem rLJ io / /o (i\.iAAi j /y), mivNA 


XTN/f ft 1 87 ft 7 
INM UloZU/ 


Homo sapiens nypotneticai protem rLJ io / 5y (rLJ lo /jyj, mRNA 


XllVyf ft1B7ft^ 
INM UioZUD 


Homo sapiens nypotneticai protein rLJ lu /D i (rLJ lu / j i ), mKNA 


XT\/r n 1 8 1 07 

INM uioiyz 


U^wtr-k 0n«%«<ann VkmrMA^-Vk A-f«An1 •^••A'fA^M CT T 1 A*? 1 O /CT T1 A^l 0\ «vkT3XTA 

Homo sapiens nypotneticai protein r lj i o / 1 o (r lj i o / 1 o), mKNA 


XI\A ft 1 S 1 88 
iNM Uioloo 


Ui^vwi^ ftri«%iz&*^o 1-kimi^4-l«<a^i Ani nv^A'f/a^m CT TIATAA /CT T 1 ATA A\ vviOXT A 

Homo sapiens nypotneticai protein r lj lo /uy (rLJ lo /oy), mKNA 


XT\/f ft 1 CI 07 
INM UloJo/ 


T-Tav^a on-MiAMi^ Vk'v rM a4-V« a4-« An 1 m-wa^-a^m CT TIA^A*? /CT Tl ATA^\ M»T3XTA 

Homo sapiens nypotneticai protein r LJ iO /U / (rLJ 10 /O /), mKNA 


xT\/f ft 1 8 1 8 A 
iNM UloloO 


LJi^m<^ oo«Ni^*^c< l\YrMA4-K£k4-i aaI «^«-A4-a^-n CT T1 A7A/C /CT T 1 A7A/C\ wmOXTA 

Homo sapiens nypotneticai protein rLJ lu /uo (rLJ lO/Uoj, mKNA 


XT\yf ft 1 8 1 8/i 
JNM UJolo4 


Ua-TV^A OnM-IAMO rM A4-t^ a4-« An 1 'AXA4-A4M CT T1 A ^ AO /CT T1 A^TAON XT A 

Homo sapiens nypotneticai protein r LJ l o /UZ (r LJ i 0 /OZ), mKNA 


KTXif ft 1 8 1 7Q 

iNM uiol /y 


XJatma orm<An<r> rM a^K a4'« a a 1 *^*ia4-ai« CT T1A/COO /CT T1A/COO\ vmT^XTA 

Homo sapiens nypotneticai protein rLJiOooo (rLJlUoooj, mKNA 


xiTur ft 1 8178 
JNM Ui 51 fo 


Homo sapiens nypotneticai protem rLJ luoo / (rLJ luoo /j, mKN a 


XTA A ft 1 8 1 AO 

JNM uJoloy 


UTa^^a r>nm«Ano It « a 4-T« a4- < a n 1 moa^-aiw CT Tl A/CCI /CT T1AiCC!0\ vmT!} XT A 

Homo sapiens nypotneticai protein rLJlOoDZ (rLJ iuojZ), mKNA 


XJN/f ft 1 8 1 A 1 
INIVI UloiOi 


l-f/<kW^n c>o«>«Anr> Vki r«%A 4-1^/^4-1 A0 1 M«*A4-Cft«n CT T 1 A/CS 1 /CT T1A/C'^1\ «wD XT A 

Homo sapiens nypotneticai protein rLJ iuoj i (rLJ luoi i mKNA 


XT1V>f ft 1 6 1 ^0 
INM UIoIjV 


LJ^*V«A CiraM«AMO K«/««A4-VkA4l AaI MWA-fAVM CT TIA^OO /CT T1A/COO\ wmDXTA 

Homo sapiens nypotneticai protein rLJ lUoZo (rLJiUoZo), mKNA 


K]\A ft 1 8 1 47 
INM UI0I4/ 


1-lr\rviA on^NiArvo 7n a4V\ A+i An 1 nvA^-Ain CT T1 A^OO /CT T1 ACOO\ vvtOXTA 

Homo sapiens nypotneticai protein rLJiu^oZ (rLJiOjoZ^, mKNA 


XT\yr ft 1 8 1 yi 7 
INM UJol4Z 


Ua'TWA r^n-MiAMf^ 1^1 TMA'fVk a4'« Ani m«>a4-a-!m CT TIAC^A /CT T1AC£A\ -vmDXTA 

Homo sapiens nypotneticai protein rLJlU5oy (rLJlOjoy), mRNA 


XT\yf n 1 Q 1 '5'7 

NM uJo J J / 


Homo sapiens protein arginine N-methyltransrerase o (rRJVlT6), mRNA 


XTA/f ft 1 8 1 lA 

NM UJolJO 


T T ~ — ~ *»n«iA-A«^ tti m a4-1« a4-« An 1 MaaA^-A* CT T1AC1T /CT T1AC1^\ maDXTA 

Homo sapiens nypotneticai protein rLJlOM / (rLJ 1051 /), mKNA 


XTNyf ft 1 8 1 71 

NM Ulolii 


Homo sapiens hypothetical protein rLJ 10546 (rLJ 10546), mRNA 


NM UloiZZ 


LJavMA «AM«AMn Vkv Ma4-1* A4-!AAt «&«>a4'A<« CT T 1 A C 1 >l /CT T1AC1 A\ «m1SXTA 

Homo sapiens hypothetical protem rLJ 105 14 (rLJ 105 14), mRNA 


XT\>T n 1 Q 1 OA 

NM UJolZU 


Uamaa f«A«M.«A*.M tk. a4-U a4-! A»1 ^.a4-^!^ CT T1 Aci 1 /CT T1 AC1 1\ -- rfv t a 

Homo sapiens hypothetical protein FLJ 10511 (r LJ 1 05 1 1 ), mRNA 


XT\>f A1 8 1 10 

NM Ulol ly 


T T i-i j-L. M<«ai>^AMM 1 ^1- _ ^* _ _ 1 T7T T1 Af AA /CT T1 ACAA\ ...^TkXT A 

Homo sapiens hypothetical protein FLJ1050y (FLJ1050y), mRNA 


IN IVl V 1 0 1 1 U 


nomo sapiens misaio (ri-»j iuju*fy, mixiNA 


NM 018112 


Homo sapiens hypothetical protein FLJ 10493 (FLJ 10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ 10479 (FLJ 10479), mRNA 


NM 018101 


Homo sapiens hypothetical protem FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ 10466 (FLJ 10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ 10462 (FLJ 10462), mRNA 
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INIVl UloUy/ 


riomo sapiens nypoineticai protein rLJiU4ou (rLJiU4oUj, mKNA 


iNivi Uiouyj 


riouio Sapiens nypoineiicai proiein rL»j iU4jy ^^rL»jiU4jyj5 mKiNA 


INIVI UI0U7Z 


riouio Sapiens nypouieiicai pFoiein rLfji U4^u \^rL(jiU4^uj, niKJNA 


INJVl UI0U7I 


Homo sapiens nypoineticai protein rLj iU4zZ (rLJ iU4Zzjj mKNA 




oomo sapiens nypoineiicai protein rLj iu4zu ^ri^j iu4zuj, mKNA 


INIVl UloUo/ 


riomo sapiens nypoineiicai protein rLj iU4U / (^rLJ iU4U / j, hikna 


INIVl UloUoO 


Homo sapiens fidgetin (FIGN), mRNA 


INIVl UloU/o 


riomo sapiens nypoineiicai protein rLJ lUJ /o (rLJ lUJ /oj, mKNA 


iNJVl UloU/0 


riomo sapiens nypoineticai protein rLJ lUi /o (rLj lUi /oj, mKNA 


INIVl UloU/J 


T-I/^mrfc c>a*%iAr^c> Ktm/\'fVta-f r\«>r\fAir« UT TIA'37^ /UT T1A'27^N v^OXTA 

nomo sapiens nypoineticai protein rL»j iuj /j \rL,j iuj / d j, itikna - - - 


INlVi UloU/Z 


nomo sapiens nypoineiicai protein rLfJiuj^y ^^rLj lUjDyj, itikna 


INIVI UloU/U 


nomo sapiens nypoineticai protein rLrJiu^jj v^rLj iujjjJ, itikna 


iNIVl UloUOU 


nomo sapiens nypoineticai protein rL^j iujzo yrLtj iujzoj, mKNA 


INIVl uIoUj^ 


riomo sapiens nomoiog ox rat naorin ^^kiL/fii j, mKNA 


INM UIoUjZ 


U^rvi/^ c<miAmo \\^tw^r^4-Vka.i-\r>rk\ *\v>r\¥e%\'r\ UT TIA^AiC /UT TIA'IACN »v«DXTA 

riomo sapiens nypoineticai protein rLjiujUj ^rLJiUjUjj, itikna 


INjVI UIoUjI 


U/>«vi/x e<a*%«A*«ci t%«»MA4-l<t A^-jr^ol «««>r\4-A««<t UT T1A'3AA /UT T1A^AA\ mmOXTA 

riomo sapiens nypoineticai protein rLJ lujuu (rLJ lujuuj, itikna 


INM UloU4/ 


Homo sapiens nypoineticai protein rLJ lUzvu (rLJ iuzvu), mKNA 


INM U1oU4j 


Homo sapiens nypoineticai protein rLJlUzol (rLJiUzol j, mKNA 


INM UloU4U 


Homo sapiens nypotneticai protein rLJiUzjz (rLJiUz^z;, mKNA 


INM UioUJy 


Homo sapiens nypotneticai protein rLJlUiDi (rLJlUzM), mKNA 


XTA/f A 1 QAl 0 

iNM UIoUjcS 


Homo sapiens nypotneticai protein rLJlUZ4o (rLJlUz4o), mKNA 


XTN/t A 1 0 A^ ^ 

INM UIoUjj 


Homo sapiens nypotneticai protein rLJiU24l (rLJlUz41), mKNA 


XTlV/f A 1 QCilA 

INM U1oUj4 


LJ<-k«^/-k on«^«AMr> Vkx r*xA^V« 1 M«<rv4-A<M UT TIAO^'^ /UT T1AOT^\ *««19XTA 

Homo sapiens nypotneticai protein rLJ lUZiJ (rLJlUziJ), mKNA 


INM UioUJj 


T_Tavm^ ortMiAwn V« v rMy^^l* y^n 1 mw^^^aIm UT TIAO'^O /UT TIAO^OX XT A 

Homo sapiens nypotiieticai protein rLJ lUziZ (rLJ iUzizj, mKNA 


INM UloUzO 


LJy%«v«y^ l««rMr«+l«A4«r«n1 m«*a4-aim UT T1AOAA /UT TIAOAAN wmOXTA 

Homo sapiens nypotneticai protein rLJ lUzuy (rLJ luzuyj, mKNA 


INM UloUzj 


1-Ta«ma l^i fMA-fl^ A^-i/^n 1 ««>a4-a««^ UT T1AOA/I /UT T1 AOA/C\ «>m13XTA 

Homo sapiens nypotneticai protein rLJ iuzuo (rLJ lUzUoj, mKNA 


XT\/f A 1 CA1 1 

INM UioUl 1 


Homo sapiens nypotneticai protein rLJluij4 (rLJiui j4), mKNA 


iNM uiouuy 


XJrwMi^ e<AM«AM<> lwr«%/x4-VkA+«/^«^l UT T 1 A 1 /I '3 /UT T 1 A 1 /I ^2 \ •mDXTA 

Homo sapiens nypotneticai protein rLJ lu 143 (rLJiui43j5 mKNA 


vr\4 AlfiAAfi 
INM UloUUo 


Urtrvi/x cot^iAno l-i'»rt-4/^'fU a+I/^o 1 •^••/^'f^i*^ UT T 1 A 1 /I O /UT T1A1/10\ »-»-i"DXTA 

Homo sapiens nypometicai protein rLJiui4z (rLJiui4Zy, mKNA 


XTA/f AlfiAAl 
INM UloUUi 


Homo sapiens nypotneticai protein r lj i u i zu (r lj i u i zu mKNA 


NM 017994 


Homo sapiens hypothetical protein FLJ 10099 (FLJ 10099), mRNA 


XTA>f A 1 TQO^ 

NM ui /yyj 


Umvmm n#*M<A«n l«« mA+KA+!nn1 m«*a4-a!m UT TIAAA/I /UT T1AAAyl\ w.'DXT A 

Homo sapiens nypotneticai protein rLJ 10094 (rLJ 10094), mKNA 


INM Ui /yoo 


Homo sapiens nypotneticai protein rLJiUU/4 (rLJiUU/4), mKNA 


JNM Ui /yo 1 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R), mRNA 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


NM_0 18409 


Homo sapiens nypotneticai protein DKFZp76 1 OO 113 (DKFZp/o 1 OO 113), 

mKNA 


NM U 1 /oUi 


Homo sapiens riypotrieticai protein UKrZp/olHzzl (DKrZp761H221), mRNA 


XTA>f A 1 on 1 '5 

NiVl Uio713 


Homo sapiens hypothetical protein DKrZp547iViz3o (DKrZp547Mz3o), mRNA 


NM_U 17606 


Homo sapiens hypothetical protein DKrZp434KlzlO (DKFZp434K1210), 

mKNA 


INM U 1 /j40 


Homo sapiens hypothetical protein (C40), mRNA 


XT\if A 1 QA tiQ 

INM U1o4jo 


Homo sapiens uncnaracterized bone marrow protem oiVlU4Z (oiVlU4Z), mKNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040), mRNA 


NM Ulo455 


Homo sapiens uncharacterized bone marrow protem BM039 (BM039), mRNA 


XTA A f\ \ 0 A 

NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036), mRNA 


INiVl U1o4jZ 


nomo sapiens cnromosome o open reauing irame (L^oorijjj, mivNA 


NM 018489 


Homo sapiens hypothetical protein ASHl (ASHl), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, See? and coiled/coil domains 3 (PSCD3), 
mRNA 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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/'PRK'Ari'^^ mRMA 
lvN/\OJ )f mivlN/V 


INlVl U 1 /HZQ 


noTTio Sapiens nucicoporin d^ku ^iNUr j^j, rniviN/v 


IN IVl V I KjyDXi 


VIntnn cani^nc f<»cfir>'in ^TJCAT14^4^ mPMA 

noinu Sapiens icsiicaii j ^rio/\J i ), nitviN/\ 


MM 017491 


rioino Sapiens nicinyitransieraSc \^\J\Ij \\^\J\ij ), itlivina. 




numu sdpiens r^sJCLi ^i^ys-/\sp*vjiu-j^cu^ cnuopiasniic reucuiuni proicin 

rptp>ntmn rf»rpntnr 9 /^I^DPT P9^ mPMA 




T-Ir^tnr* CQt^?<*fic cnrfinflr riAvin 7 ^QM^Y7^ mT?M^A 
nuiiiu oapiciib suiiiiig iicaui / ^OiNyv/ iiii\j.n/\ 


NM nifiS77 

i> IVl U 1 O J / / 


OUIilU oapiCIlo ivrVDOD, IIlciIlDCr iVAVo UllCOgCne laniliy ^iVrVijOO J, nixviN/\ 


NM OI^SSQ 


HnmA Ciinifinc PVP9K nrntAiri /'PVP9K^ rviPMA 

oomo sdpicns rj\ivZD proicin ^^rA.ivZD^, mxviNA. 


NM 01 629.7 _ 


Homo sapiens prenylcysteine lyase (PCL 1 ), mRNA 


MM ni/^^9A 


rtouio sapiens d/jv proiein ^L/Ui^j i /ouy, ituvin/\ 


MM niA^n7 


riomo sapiens L/jJuz-reiateQ protein Kinase / (crRKoj, mKiNA 


MM ni^Aj./^ 


tionio sapiens in/\oo proiein ^^lu^j i /ohj, iuIvinA 


MM ni/?'^89 


nomo sapiens naiurai Kiiier ceu recepior zd4 [k^u/,^^^ ), nuviN a 


MM niA^^A 


riomo sapiens soiuie carrier laniiiy zi (^organic anion transponerj, memDer iz 

r^TP91A19^ tnRMA 


MM 01^90^2 


rionio sapiens muscie aisease-reiaxea proiein (^LtL/Uji /zj nuviNA 


NM 016900 


nuinu ddpiciis iciiiiulu A rcLepiur uiieraL/iing proiein ^l^wV-^ji /zuj, mtviN/v 


NM 016980 


nuiuu aapiciid waiouAyicsicradC~rcidivU pruicin ^i^v^^^^i i nir\JN/\ 


NM 016990 


nomo sapiens c-yiocnrome vo reciuciase djIv.z ^l^vjL/DI i\f\))^ itiivIna 


NM 01691'? 


T-Ir»tnr» ccitMATic flrv/rr^iH \\r\TTY\f\r\t^ T^r^t^Tsfr^y if>^"#*rQr»tr**» 4 /^HTPTPA^ mPXT A 

nuiiiu dapieiio uiyiuiu iiuriiiuiie revepior iiiierd.L/Lor rvir^T- )^ imviN/v 


MM 016160 
IN IVl V 1 o i \jy 


nonio sapiens suppressor oi luseQ nomoiog ^i^rosopniia^ ^ouru jj mtviNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASDl), mRNA 


MM 016077 

IN IVl \J I OU / / 


nomo sapiens i^vji-i^/ proiein v^ll^l^j i od i mKiNA 


MM 01609'^ 
INIVI \J lO\Jz.J> 


riomo sapiens Cvji- / / proiein (^l^ul^d i oj J ), mKJN A 


MM 016091 

XNiVl UlOuZl 


riomo sapiens non-canonicai UDquiiin conjugaiing enzyme i (JNUUDtn j, mKiNA 


MM 01600^? 

IN iVl \J I D\J\JJ 


nomo sapiens l/jstZjIt^j^jid'* proiein ^jJivrZ/r^jH-ji itikinA 


MM OI^QRI 


nomo sapiens caicium/caimoauun-oepenueni protein Kinase (uaivi Kinase) ii 

nlnlia /'PAMl<r9 A^ mPMA 


NM 01S040 
iNivi \jijy*Ty 


HnmA Q^niPtiQ Pr^T 90 nmfp»in H OP^160R^ mPMA 

nomo sapiens wvji-zu proiem ^^LrVyL^ j i ouo), mrviN/v 


MM OlSftRI 

INIVI Ul«?001 


nomo sapiens uicKKopi nomoiog j ^^Aenopus laevisj ^^ujvJvj ), mKiNA 


MM 016610 
IN ivi w 1 uu 1 y 


nomo sapiens nypomeiicdi proiein ^^LfVjL/jijiOy, miviN/v 


MM 016^08 
iNivi \ji\jjyo 


nomo sapiens unni^i proiein yLi\j\^jij\j^), mtviNA 


MM 016^80 
iNivi \j isjjoy 


Hnmn conii^nc M^ 14 nrr^t^iiTi {J OP<I1^00\ mPXTA 

nomo sapiens ivij-i'f proiein ^^i^v/V-^^i jUUJ, miviNA 


MM 016^8S 


nomo sapiens neuriiin \Li\j\^jLZyy)y ituvIna 


MM 016S89 

INiVl VlUJOZ 


nomo sapiens pepiiue iransponer j \rrt i z), miviN/\ 


MM 016S70 


Hnmn C5inif»nc PDA 1 4 /'T OP^ 1 900^ mPMA 

nomo sapiens v^urxm \Ju\J\^j i z.y\j ), mtviNA 


MM 01 656S 

IN IVl U 1 %JJ \jD 


T-Tntnrk coni^nc T79T/^9 nrrtfAin fJ OP^19fi7\ mPXIA 

nomo sapiens i^zioz proiein v^i^^i^d izo / miviNA 


MM 016^61 


nomo sapiens dpopiosis reguiaior yLiKji^j i zoj mtviNA. 


MM 016S96 

INIVI vlUJZU 


Hnmn csimVnc P^l ^ H OP^1979^ mPMA 

nomo sapiens oo i d yL/\j\^D iz /z), rnivrN/v 


MM 016^1 ft 


nomo sapiens pipecoiic aciu oxiaase miviNA 


MM 01640^ 

IN iVl \J I Ot^ J 


nomo sapiens nypomeiicai protein \Li\j\^jizjO), miviNA 


MM 01 64S6 

iNiVl v1u*tOO 


nomo sapiens nypomeiicai proiein yLiKjK^DiZ'ty), mtviNA 


MM 016477 
IN iVl U I OH / / 


nomo sapiens lorKneaa oox r^i ^^ruAr i ), nitvJNA 


MM 01646^ 
iNiVl V/iOHOJ 


nomo sapiens nypomeiicai proiein ^^LtUL/jizjo ), nuviNA 


MM 0164^6 


nomo sapiens nypomeiicai proiein [^u\J\^jiZjj), mKiNA 


NM 016350 


Homo QJiniPfiQ nitiPin TOSli^^^R intf»rnrtina nrnfpin^ ^^MFNI^ tnRMA 


NM 016274 


Homo sapiens CK2 interacting protein 1 ; HQ0024c protein (L0C51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (L0C51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBRl), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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XT A if n 1 1 QC 


Homo sapiens hematological and neurological expressed 1 (HNl), mRNA 


NM 016181 


Homo sapiens melanoma antigen (L0C5 1 152), mRNA 


INM Uioljy 


Homo sapiens 16.7Ka protein (LUC51 142), mRNA 


NM^Uiolzy 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 4 
(AraDiuopsis) t\^Uro4), mKNA 


INM UlOlZZ 


tiomo sapiens n Y-KtN-5o antigen tLUU5 1 134), mKNA 


INM__UlOl iy 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (L0C51 131), 

♦^dxt a 
mKJNA 


INM UIDIUJ 


oOmo sapiens kj i r-Dinoing protein oara (^i^uv^j i izo mivN a 


JNM uiouyy 


Homo sapiens HsrC/041 protein (LUC51 125J, mKNA 


INM uiouyo 


Homo sapiens HorL^oJo protein (LU\^5i 123 j, mKNA 


INM UiOUJ/ 


Homo sapiens L/Vji-y4 protein (LUC5 1 1 1 o), mKNA 


XTXyf n 1 /^n 1 /I 
INM UloU14 


Homo sapiens coi-6 / protein (LUCj i io4), mKNA 


INM uioyy/ 


Homo sapiens coi-4i protein (LUL.5iuy3j, mKNA 


INM Uljy/4 


Homo sapiens lamDaa-crystaiiin (LUL.5l0o4;, mKNA 


INM uijy/j 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


INM uijy/z 


Homo sapiens kna polymerase i 16 kJja suDunit (LUC5l0o2j, mKNA 


INM UljyjJ 


Homo sapiens eNOS interacting protein (NO SIP), mRNA 


INM UijyjO 


Homo sapiens L/Oi-04 protein (LUC5 106 / j, mKNA 


iNM UljoVO 


Homo sapiens geminin (LUC5i053j, mKNA 


INM UljooZ 


Homo sapiens KlLr-UKe 5-6 (LUL/5104oJ, mKNA 


INM UOoDJ 


Homo sapiens UKr (LUU5 1035), mKNA 


JNM UloUoU 


U/Nmi^ nna-ki^no /^/^ T 1 ^A « /'T CM^^ 1 A*! 1 \ mT^XT A 

Homo sapiens C(j1- 1 50 protein (LUC5 1 03 1 mKNA 


NM UioU/o 


Homo sapiens L/Ui-i4o protein (LUL.5l030j, mKNA 


JNM UlOU/0 


Homo sapiens ciji-i4o protein (LUC5i02yj, itlkna 


JNM UIoUjZ 


Homo sapiens coi- i 1 5 protein ^LUiw/5 1 o i o mKNA 


INM UloU4y 


Homo sapiens coi-i 12 protein (LUL/5ioi6j, mKNA 


XTXVf A 1 ^QA A 
INM UlDy4U 


Homo sapiens L/Oi- 1 0 protein (LUL/5 1 004 j, mKNA 


INM UIOjUj 


Homo sapiens hypothetical protein (HSPC251), mRNA 


INM l;l04oJ 


Homo sapiens nypotneticai protein (HorC22oj, mKNA 


XTAyf A 1 70 

JNM Uio4/Z 


Homo sapiens nypotneticai protein (HDrC2l0j, mKNA 


XTA>f A 1/^/1/^/1 

JNM Ulo4o4 


Homo sapiens nypometicai protein ^Hi^rdy6j, mKNA 


XTAyf A1/C/l/^0 

JNM Ulo4oz 


Homo sapiens nypotneticai protem (H5>rCiy4j, mKJNA 


XTAyf Al/i^'J^ 

JNM UlOjJj 


Homo sapiens HorUioy protein (HordoVj, mKNA 


XTAyf A 1 /^A A/I 

NM U104U4 


Homo sapiens nypometicai protein (^HorC 1 52 ), mKNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


XTAA AliOAA 

NM oio3yy 


Homo sapiens nypotneticai protein (HSrC132), mKNA 


NM 016395 


Homo sapiens butyrate-inciucea transcript 1 (HSrC121), mKNA 


XTA/f 

NM Ulo3o7 


Homo sapiens nypotneticai protein (HbrC060), mKNA 


NM 016101 


Homo sapiens nypotneticai protein (HSPC031), mRNA 


XT* >f f\tCf\tO 

NM_015918 


Homo sapiens homolog or yeast RNase MRP/RNase P protein Pop5 (POP5), 

•-h->T>XT A 

mKNA 


XTAyf AliCOC? 

NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


XTAyf A1X7 07 
NM 01625/ 


Homo sapiens Hrl-rJr /4 (Hrl-Dr/4), mKNA 


XTAyf A1 COOO 

NM Oljooo 


Homo sapiens iioolci protein (HUUrwi j, mKNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 01 6451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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rNlVl U14UjV 


riomo Sapiens rvvfL/jz proicin (^koL/jZJ, miviNA 




rioiTio Sapiens r I 1 0 proicin ^^r i uv ij), nuviN a 




nonio Sapiens r i uv i z proicin \r i l/u i ^ uuvin a 


XTAyf A 1 /I 1 1 1 


riomo sapiens r kuzUoO proxem (^rKuzuoO j, niiviN a 


In IVl U 1 1 uO 


riomo sapiens rivlJlyl4 proiein ^^rKwl!7l4j, ImvINA 


XT\4 r\ \ A] CiA 
fNJVl U 1411^4 


Homo sapiens rKUiooU protein (rKUiooUj, mKNA 


vTAyf n 1/1 inn 


Homo sapiens rivui / /u protein (^rKUi / /[)), mKiNA 


XTKyf m /1 1 n 
INM U141 J / 


Homo sapiens rKUUojU protein trKUUoDUj, niKiNA 


JNM U141Z/ 


Homo sapiens rKUU43o protein (rKUU4>o;, mKNA 




Homo -sapiens rKUUz4o protein (rKUUz4o J, mKJN A - - - - 




LJnwM/v finM^Awn DD/^AAAT /I5D/^AAAT\ «mDXT A 

Homo sapiens rKUUUV / protein (rKUUUy / ), mKJN A 


INIVl U141 1 J 


Homo sapiens rKUUUJo protein ^rKwuujo^, mKNA 


INM U14U4o 


1-fi^r>i/\ ooni^no VTA A 1 0 /I '2 /VTA A 10/1'5\ «mDXTA 

Homo sapiens kiaaiz4j protein (KiAAlz4ij, mKNA 


INM UIjjOo 


Homo sapiens pannexin 1 (PANXl), mRNA 


XTKyf AI/IQIA 

INM U14yiU 


IJ/xv>-ir« oovxi^vio VTA A 1 AO/1 •%«>yN-f£k««^ /VTA A 1AO/l\ «^DXTA 

Homo sapiens js.iaaiuo4 protein (KiAAiUo4j, mKNA 


INM U14yi0 


lJ/\rvi/\ coniAno VTA A 1 ATQ mv^i^i-Atm /VTA A 1 A'7Q\ vviDXTA 

Homo sapiens jviaa i u /y protein (JvIAA w/yjy mKNA 


INM ui4yo/ 


Urtrvirt co#xJa*^e VTA A 1A10 /VT A A 1 AI 0\ rv^DXT A 

Homo sapiens kiaaiuio protein (KIAAIUIoj, mKNA 


INM U14yjj 


Homo sapiens mitotic control protein dis3 homo log (KIAA1008), mRNA 


INM U14yD4 


U/\«v«/\ eoMiAmo VTA AAOQ< MVi^-fA^M /VTA AAOOC\ mDXTA 

Homo sapiens JviAAuyoj protein (iviAAuyoDj, itlkna 


INM Ul4yi / 


T_Trx*Mrx rmM«AMf> MA^iM 1 /VTA A AA^^\ «mDXT A 

Homo sapiens netrin Oi (JviAAuy/o;, mKNA 


INM U14VjU 


l-Trt»-»-ii-\ coT>i£knc< VTA A AOTO nf^i-t^in /VTA A AQ'70\ »-mDXTA 

Homo sapiens KiAAuy/z protein ^KiAAuy /Zj, mKNA 


iNM vJ14yU/ 


LJ/-\rvii-\ ror-i^ouc VTA A CXOA.I T^rr^i-ck'in /VTA A AO/^'7^ »-irtDXTA 

Homo sapiens KiAAuyo/ protein (KiAAuyo/j, mKNA 


XTXyf Al/iOlO 

iNM U14yiz 


LJrx«-MA nn«%«/ann VTA A AA/1 A m«*a4-aim /VTA AAA/fA\ vmOXTA 

Homo sapiens jviAAuy4U protein (JviAAuy4U j, mKNA 


INM U14UZ1 


I-T^w«/x ooMiAMo VTA AAOO'2 mv^fAim /VTA AAQO'2^ mOXTA 

Homo sapiens KiAAuyzJ protein (KiAAuyzi ), mKN a 


JNM Vl'foyy 


LTrxmrk caniAVic VTA A AOTO •nvrxi-Alvi /VTA A AQ'7Q^ mDXTA 

Homo sapiens JvIAAUo /o protein (Jviaauo /oj, mKNA 


INM U14yjl 


1_T/<v«v«rv eiMMiz^nri VTA A AO/1 /I /VTA A AO/1 /I ^ •'mDXT A 

Homo sapiens jviaauo44 protein (Ki/\AUo44j5 mKNA 


JNM U14/zy 


0^*^/% nn-M^Ann VTA AAOAO nA«^ A M^ArJi-iA^- /VT A A AOAO\ vv^lDXT A 

Homo sapiens KlAAOoUo gene product (KlAAOoOo), mKNA 


XT\yf Al/IQI'2 

NM Ui4olJ 


T T ^ ~ nrk«^«AMn V^ T A A AOAiC y-vA-nA MaiAj-liiA^- / V T A A AOA/C\ *vkDXT A 

Homo sapiens kiaauoUo gene product (KIAAUoOoj, mKNA 


INM Ui4ozy 


T_Ti^*M/-k <-irkM«AMoi T3XTA t^AliAnoA /VTA A A0A1\ vmOXT A 

Homo sapiens kna neiicase (JsJAAUoUI j, mKNA 


XTAit A 1 /f /COO 

INM 1114070 


T T ^ ^ /^rt»%«A»%#^ VT A A A^A'^ ^AMA m«»a^iia4' / V T a a A'7A'^\ m-«DXT A 

Homo sapiens KlAAO /yz gene product (KlAAU /yz), mKNA 


XTAyf AlilQO/1 

INM U14KZ4 


T T -~ — ^ oa*»Ja«o VT A A AT/CO a-a«-ia mv^aaIiia^ /VT A A ATiCAX ^^DXT A 

Homo sapiens kiaau /oy gene product (ivlAAU/oyj, mKNA 


XTAyf AI A/znn 
INM U14o// 


Homo sapiens KiAAU75 1 gene product (K1AAU75 1 ), mKNA 


XTAyf Ai/nA^ 
INM U14/U!> 


T T ^ — ^ or»«-»Iia«o V T A A A*? 1 <-vAM A M«*A^ti A-f /VT A A AT 1 /C\ vmI^XT A 

Homo sapiens kiaau / lo gene product (^JvIAAu / Id), mKNA 


XTAyf A 1/10/^1 
INM U14($01 


T-Tr^*vir^ or>««^A«o VTA A ATAO i-»AMA m«>a>4i«a^ /VTA A ATAT\ ^^DXTA 

Homo sapiens kiaau /Uj gene product ^IvIAAU /uj), mKNA 


XTAyf A 1 yl 1 

JNM U14/Z1 


T — f«n««4AMo VTA A AiCOA MAMA «%«>a#4iia4 /VTA A AiCOA\ «xn.PXT A 

Homo sapiens kiaauooU gene product (JvIAAUooU), mKNA 


XTAyf AI/IO'7 
INM U14oZ/ 


T_T<^*v^<-k c<ovs^/^r^<M VTA A AiC/C^ /va«^a •<»»»Ay4i 1 a* /V T a A A^iC^\ «mT)XTA 

Homo sapiens kiaauooj gene product ^kiaauooj ), mKNA 


XTAyf Al/I/C/I^ 
INM U1404j 


1_Ta*^ A A-ni^ VT A A AiC^ C A AM A MVAi-lii A'l- / V T A A C\ a^DXT A 

Homo sapiens KiAAUoJ!) gene product (ivlAAUoi j), mKNA 


INM U 14004 


T-Ti^t^/^ r>rtrNii^*^r> VT A A A/C 1 ^ rrcknA mvAi^i i a4- / V T A A AiC 1 C\ wmDXT A 

Homo sapiens iviAAUOi!) gene product (^iviAAUoi j), mKNA 


XTAyf A 1/1 01 /I 
INM Ui4oj4 


LJ^*vtA noniA«i<-> VTA \ f\^/Z1 i-vAMA ««««*Ai-1iiA4- /VT A A AC^^\ *<>^I>XT A 

Homo sapiens kiaaudoj gene product (KiAAUjoij, mKNA 


XTAyf A1/I/CO/C 

INM ui4oyo 


T_T/^*v%A oAM«AMo VT A A AC 1 A aa«-ia mvaaTiia^ /VT A A AC 1 A\ *mT)XT A 

Homo sapiens jsjlaauj14 gene product (Jv1AAUj14J, mKNA 


XTAyf Alyl'7'71 

JNM U14/JZ 


T T» — oMM^Awic* VT A A AC 1 ^ A'AMA m«*a^iia4 / V T A A AC 1 '}\ wmOXT a 

Homo sapiens kiaaujU gene product ^kiaaujU), mKNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


T T - ^^^Z^^„ T/^l A A f\ A A i ^^^^ /T/' T A A f\ A A t\ OXT A 

Homo sapiens K1AA0441 gene product (lCiAA0441), mRNA 


XTA vf A 1 >1 O 1 A 

NM 014519 


Homo sapiens K1AA0438 gene product (K1AA0438), mRNA 


XT\ a 1 CO 1 

NM 015216 


Homo sapiens K1AA0433 protein (K1AA0433), mRNA 


XJAA A 1 CO ^ 1 
INM UJDZ31 


T-Trkmr* car»ior>c VT A a A/1'5 1 »>r«/\f oiri /VT A A A/1 "2 1 ^ ml? XT A 

Homo sapiens iviaau4 j i protein (^is.iaau4^ i j, mKiN a 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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INM U1403!7 


Homo sapiens is.lAA03 / / gene product (K1AA0377), mRNA 


INM {JlWjy 


riomo sapiens iviaaoj /z gene product (JvlAAOi ii), mKNA 


INm Ui4/o0 


riomo sapiens jviaaojJ / gene product (R1AA033 mKNA 


NM U14o4D 


Homo sapiens lvlAA02/4 gene product (K1AA0274), mRNA 


INM 


T-TrtTvii-k coniAY^o ITT A A AO'll rranA /VT A A ATION »*«13XT A 

Homo sapiens KlAA0z33 gene product (KJAA0233J, mKNA 


INM u14o4j 


Homo sapiens K1AA0222 gene product (K1AA0222), mRNA 


JNlVl U140/4 


1-T/xn-i/<k «<4r%iamc< VT A A AO 1 O •^^.^^■m'f /VT A A A'^ 1 OX .imT^XT A 

Homo sapiens KlAAOzlz gene product (K1AA0212), mRNA 


INM U14/ZU 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 - 


-Homo sapiens KIAAO 152 gene proauct-(KI A AO 152), mRNA _ . __ _ 


NM 014661 


Homo sapiens KIAAO 140 gene product (KIAAO 140), mRNA 


NM 014777 


Homo sapiens KIAAO 133 gene product (KIAAO 133), mRNA 


XTX jT n 1 yl O 1 C 

NM 014815 


Homo sapiens KIAAO 130 gene product (KIAAO 130), mRNA 


NM_0 14755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 

/'T'r> Tr> .^13 XT A 

( 1 Klr-Br2), mRNA 


NM_014o2o 


Homo sapiens gene predicted from cDNA with a complete coding sequence 

/VTA AA1 1 A\ vv^T^XT A 

(KJAAOl 10), mKNA 


NM 014814 


Homo sapiens KIAAO 107 gene product (KIAAO 107), mRNA 


NM 014752 


Homo sapiens KIAAO 102 gene product (KIAAO 102), mRNA 


XTA iT AlvlTOA 

NM 014780 


T T _ _ Ty T A A AA^^ ^ 1 _ . /xy T A A AA^/'\ ■!-> -v t a 

Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens K1AA0053 gene product (K1AA0053), mRNA 


XTX if A1 Ancn 

NM 014750 


Homo sapiens K1AA0008 gene product (KIAA0008), mRNA 


NM_0 15684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 

\i\ 1 r W), mKNA 


INM U 14 lot) 


Homo sapiens HarCloo protein (HorCloo), mKNA 


NM 014184 


Homo sapiens HbPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens Hard5y protein (HSPC15y}, mKNA 


NM 0141 /y 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


XT"\/f A 1 /I 1 /CiC 

NM 0141OO 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


XTX jf A1 yl 1 CC 

NM 014155 


TT^*i«^ «n«*.«y^««n lLJOT>/^A^'5 /TTOT>/^AZrO\ T^XT A 

Homo sapiens HbPL063 protem (HbPC063), mRNA 


XTXVf A1 Af\'JO 

NM 014038 


Homo sapiens HSPC028 protem (HSPC028), mRNA 


NM 0 1401 / 


TLJ^*«^^ TUCTi/^AA^ /T IOr>OAA'5\ .^DXT A 

Homo sapiens HaPC003 protein (HSPL003), mRNA 


NM 014053 


Homo sapiens rLVLK protein (rLVLK), mRNA 


INM 01D400 


Homo sapiens UKrZF58oN07il protem (DKrZP58oN0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKrZP566K023 protem (DKFZP566K023), mRNA 


XT\>r A 1 /I A>i ^ 

NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


XTXjT a 10 0*7 

NM 015387 


Homo sapiens preimplantation protein 3 (PRE13), mRNA 


XTX if A1 AC\C^ 

NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NM_0 15623 


Homo sapiens putative ankyrin-repeat contaming protein (DKFZP564D166), 

— .>»F> XT A 

mRNA 


XTX >f A1 CCO'^ 

NM 015582 


Homo sapiens DKFZP564B 147 protem (DKFZP564B147), mRNA 


XTXyf A1 C£. 1 A 

NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


XTX/f Al CCAA 

NM 015590 


Homo sapiens DKFZP434F1735 protem (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


XTX>r AlC^AiT 

NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


INM Ui4Ujo 


Homo sapiens UboCl protem (Ubbd), mKNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


VTAyl niAlll 
INJVI UI*fjU 


Homo sapiens small membrane protein 1 (SMPl), mRNA 


NM_014229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (oLCoAl l j, mKNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIPl), mRNA 


NM_0 14402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 
mRNA 


rMJVl_U14JV4 


Homo sapiens growth hormone inducible transmembrane protein (GHITM), 

mKNA 




Homo sapiens protein phosphatase 2 (formerly .2A), regulatory subunit A (PR 

f\'\\ iilnVic* icnfnrtn ^PPP9R 1 A mRMA 

u j^, diprid iboiurni rFZivi/\j, iiiivin/\ 




nomo Sapiens nucicai proicin ^iNrzzuj, hiivinia. 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


iMvi ui'fooy 


Homo sapiens metal loprotease 1 (pitrilysin family) (MPl), mRNA 


fNivi ul'^*^o'^ 


Homo sapiens molybdenum cofactor synthesis 3 (M0CS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


XTK A f\i A1 

NM U14ij0 


Homo sapiens INr-mduced protem (OCrz-l), mRNA 


iNM_U1447o 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


INM U144oz 


Homo sapiens bone morpnogenetic protein 10 (BMP 10), mRNA 


NJVl_U 14474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


XT\>f fw A A on 
NM U144oU 


Homo sapiens zinc tinger protein (Ar0z0591), mRNA 


NM_0 14576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 

Mv^4-A<«-> / A 1-1-1 P XT A 

protein (ACr J, mKJN A 


NM UU!)oo4 


Homo sapiens pzl(CDKNlA)-activatea kinase 4 (rAK4), mRNA 


NM_U1 j4j4 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 

V^V-'OlliN J, mJvTNA 


INlVl vlZH'fO 


nomo sapiens singie-siranaeu l/ina Dinuing proiein z (^ooorzj, mKiNA 


INlVl UlJZJj 


riomo sapiens puiaiive noonuciease iii ^^KiN/\oiij-Lj, miviNA 


INiYl UljJ4y 


riomo sapiens secreiea protein or unicnown nincnon ^^or ur j, mruNA 


INIVl UljJZj 


nomo sapiens soning nexin 1 1 (^oJnai i ), mivJNA 


IN iVl U 1 J J o o 


riomo sapiens proiaciin reguiaiory eiemeni oinaing ^^rxviiD ), rruviN a 


INM UlJJZo 


Homo sapiens pyrroline 5-carboxylate reductase isoform (P5CR2), mRNA 


INiVl U 1 J J /u 


nomo sapiens pregnancy-inauceu growin inn id nor (^ojvl-j oj, miviN a 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAPl), mRNA 


NM UlJZoj 


Homo sapiens nucleolar oi rase (HUMAUAN i lUj, mKNA 


NM UlJjZU 


Homo sapiens nost cell tactor z (HCr-Z), mKNA 


XT\4 Al'J'^Ol 

NM uijjyi 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM UIJZjJ 


Homo sapiens dickkopf homo log 3 (Xenopus laevis) (DKK3), mRNA 


NM_0 1333V 


Homo sapiens aolicnyl-r-01c:Many(jlcNAcz-rr-aolicnylglucosyltransierase 
^Ai mPMA 


iNM UU41ZU 


Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA 


XTA/f AA^^QA 


riomo sapiens aynamin i-iiKe (^uiNMiLrj, iranscripi variani mrvJNA 


NM UlZUoJ 


Homo sapiens dynamin 1-like (DNMIL), transcript variant 2, mRNA 


XTAvf AlO/nA 

iNM U1Z4/U 


Homo sapiens iransponin-bK (IKjn-oKJ, mKNA 


MM 0199^9 
INIVI UiZZJZ 


nomo Sapiens iranscripiion lacior xix^ \ \r\ix^)^ miviNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TCIO), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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VTA 4 m 0 1 flo 


riomo sapiens tiDrousneatnin il (rbr-z;, mKNA 


rNivi_u izuo 1 


l-l4-»r«rv coniano IhT T DI7T A XCr\ DXT A Drf^T VXyfCD A TT ITT i^XT/^ A T'T/^XT 

rlomo sapiens cI^L-KcLA l cU kin A rULlMtlKAob 11, ilLUNvjAllUN 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 

yKjr^J ), uaiiscripi Voriani z, mivlN A 




nomo sapiens grQWui airiereniiauon lacior y \\jsJry), mivJN a 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


INM UUOOo.) 


Homo sapiens proline rich 3 (PR0L3), mRNA 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


MM UU41iJ 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_.003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSRl), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1, 
mRNA 


NM_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 2, 

*nl3XT A 

mKrs A 




Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


INIVI_UUD3U1 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
recepiorj yi i ), iranscnpi varianx d, miviN a 


MM on? 14.4 


nomo bdpicns zmc linger proiem i*t'f ^^iviei-ioj ^ZiiNr m^jj miviNA 




nomo Sapiens synapiopoain (^jviaa i uzy j, mruN a 




nomo sdpiens inicneuKui-i recepior-associaiea Kinase m ^ivAiv-Mj, miviNA 


NM 0077R'^ 


nuiiiu aapiciib iiiunugiyL'criuc iipdoc ^^iviui-d-* rTiiVLN/\ 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


MM 007919 


nomo sapiens ring linger proieui z ^JviNrzj, uikjna 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


JNiVl UU/UOi 


riomo sapiens vascular KaD-UAr/ 1 i>c-containing (VKr), mKNA 


INM UU/Uz/ 


Homo sapiens topoisomerase (UNA) 11 bmding protein (iUrBrl), mRNA 


INM^UUoyio 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPDl), mRNA 


iNM__uuoyj / 


riomo sapiens bM i j suppressor oi mit two i nomo log z (yeast) (oM l iHz), 

mPXT A 

mivINA 


MM 007090 


nomo sapiens siainmin-iiKe z i minz ), miviN a 


xT\/f nn7nA9 

INM UU/U4Z 


Homo sapiens ribonuclease P (141cD) (RPP14), mRNA 


MlV>f 00/%0n7 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCRl), nuclear gene 
encoQmg miiocnonariai proiein, mivNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


XTA4 nmn^o 
INM uu/uoy 


Homo sapiens HKAo-UKe suppressor j (HKAoL&j), mKNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


NM UU /U71 


Homo sapiens HhRV-H LTR-associating 3 (HHLA3), mRNA 


MM UU/Uo/ 


Homo sapiens nistone acetyltransrerase (HBOA), mRNA 


XTAVf AA'TAA^ 

iNM_UU /UUo 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 

^L/rorD), mKNA 


MM 0070 S*? 

INIVI \J\J /\/JJ 


nuiiiu 5apicii2> iiaiurai Kilter wcti rcL/cpioF, iminuiiugiODUiin dupcFiamuy mcmuer 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3 A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


INM UUOoiU 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


NM OUoozu 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


XTA>r f\/\£.0 AO 


Homo sapiens hepatitis delta antigen-interacting protein A (DIPA), mRNA 


NM_00oo7o 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 

6 (B3GNT6), mRNA 


NM_0Uoo53 


Homo sapiens sucl -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (c>N 1-2), mKNA 


NM UUooio 


Homo sapiens nbonuclease F, 40kD subunit (KrF40), mRNA - - - 


XTKyf (\f\A \ 

NM UU41oJ 


Homo sapiens KAB27B, member RAb oncogene tamily (RAB27B), mRNA 


XT\>f (\f\£.n 1 1 

NM_UUo /13 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM UUooUl 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


XTX iff AA^^AI 

NM 006501 


Homo sapiens myelm-associated oligodendrocyte basic protein (MOBP), mRNA 


XTX A f\f\^^ 1 ^ 

NM 006612 


Homo sapiens kinesin lamily member IC (KIFIC), mRNA 


XTA >f (\t\£.C^'n 

NMOOoDoV 


Homo sapiens phenylalanine-tRNA synthetase (FARSl), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 


NM 006621 


Homo sapiens S-adenosylhomocysteinehydrolase-like 1 (AHCYLl), mRNA 


XTA iT AA^ylTO 

NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


XTX jT AA^'^OI 

NM_00628l 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mKNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II sphcmg factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 

/CT /^A A ^\ *^r>XT A 

(SLC9Ao), mKNA 


NM 006325 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) 111 (UNA directed) polypeptide F (39 kD) 

(rUL#KJr ), ITIKN A 


XT\yf (\(\iiACJl 


Homo sapiens polymerase (KNA) hi (una airectea) (jzkli) (KtL/Jz), mKNA 




Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM ooojyu 


Homo sapiens KAN bincting protein o (KANDro), mKNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


TT " A,' \' \ A. A A. 1 /T»XTT Ti>r*r>i\ r>XTA 

Homo sapiens pancreatic lipase-related protein 1 (PNLIPRPl), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


XT* iff t\f\^ ^ A ^ 

NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBFl), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase II, p300/CBP-associated factor 
(rCAr j-associatCG tactor, od ku (i afoL), mKNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCAl), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAATl), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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niKINA 


INM^UUDH- 1 / 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 


rN ivi uuo'f u J 


rionio sapiens iransniemDrane y supertamiiy memoer i ( i Myor l j, itlkjma 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 

(\AJ f^\X\ ml? XT A 


VTA/ r\r\fL\<'^ 


Homo sapiens lympho id-restricted membrane protein (LRMP), mRNA 


iNlVl UU040U 


Momo sapiens riMr>A-inauciDie (riioi j, mKiNA 


INlVl UUOjOj 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


vr\>r A A/: i c 
rNJVl__UU01 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 


INIVI UUOUoO 


nomo sapiens lUDUiin, oeia, 't \i udd^i-j, mKiNA 


iNlVl UK) J tOl 


riomo sapiens piexin c-i v^rL^AiNi^i j, itunJNA 


IN IVl UU J / Z** 


nomo sapiens leuaspan j orAiNo ), miviNA 


XJlVyf 

iNlVl UUjOH'O 


T>l/^mrt coniAnc T'A P /'UT\/\PXTA Vst'rtAtnn vwr\^atr* 1 /'T'APTSDIA mOXTA 

riomo sapiens iak \rii\ ) kin a Dinoing protein i (i AKori ), rnKiviA 


"KIM nn^R 10 


riomo sapiens syniaxin o v^^a AOj, mKiNA 


>jN/f nn^fi/^A 

INiVl UUjoOO 


riomo sapiens sigma receptor (^okj 1/4/ oinoing protein 1 j (^oK-or 1 ), ihkina 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


JNJVl UUjOZO 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


>j\yi nn^77n 


riomo sapiens smaii t/UKK-ricn racior z (atKrzj, mKiviA 


INM UUjoUj 


Homo sapiens 26S proteasome-associated padl homolog (POHl), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


INlVl_UUjooy 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAGIO), 

mKINA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


iNIVl UUj /yz 


Homo sapiens M-pnase pnospnoprotein 6 (MrHObPHo), mRNA 


NMUUjoyi 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 

m t> XT A 

mKiNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


XTIV/T AA^T 1 "2 

iNM_UUj /li 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


XT\yr AACOTO 

rNM UUjo/o 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NM_005o3o 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_0(}5754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


NM_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 1 7 (DD96), mRNA 


NM_005o94 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(C0X17), nuclear gene encoding mitochondrial protein, mRNA 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NM_005881 


Homo sapiens branched cham alpha-ketoacid dehydrogenase kmase (BCKDK), 
mRNA 


XTX Arvc7i O 

NM_005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 

mPXI A 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_00540o 


Homo sapiens Rho-associated, coued-coil containing protein kinase 1 (ROCKl), 
mRNA 


NM_005399 


Homo salens protein kinase, AMP-activated, beta 2 non-catalytic subunit 

(rRKABz), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRATl), 

mRNA 


NM 005154 


TT • ■ £T ^ fT / T T T» \ "VTA 

Homo sapiens ubiquitin speciric protease 8 (uSP8), mRNA 


NM_00506o _ 


Homo sapiens splicing factor prolme/glutamine rich (polypynmidine tract 
bmdmg protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 

-^Tt XT A 

mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum comeum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-Iike kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


T T * X T A TXT TJ1_J 1 1 t 

Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFABl), mRNA 


XT\>f t\f\AC\A\ 

NM_004y41 


Homo sapiens DbAD/H (Asp-ulu-Ala- Asp/His) box polypeptide 8 (RNA 
neiicase) (UUAo), mKNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


XTA jT f\f\A O 1 O 

NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3 A (STX3 A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (ISkD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


T T * — "K M A TX a1_ 'aJ 1 /TX 1*1 \ 

Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase 1 subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RINl), mRNA 


NM 004815 


Homo sapiens PTPLl -associated RhoGAP 1 (PARGl), mRNA 


NM 004772 


T T • T>^ 1 < A " /T^^ < i \ T^ X T A 

Homo sapiens P31 1 protein (P311), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 

/XT A TXT T ^X J J. \ /XTTXT TW*Cy J'\ T^ X T A 

(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 

/ \ A ^\ TX ¥X \ A ^1 \ /~V TTXT T¥^y^^ \ T* X T A 

(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NM_004672 


Homo sapiens mitogen-activated protem kinase kinase kinase 6 (MAP3K6), 
mRNA 


NM_004828 


TT • 1 t A A * ^ A * A * ^TT^ A ^ TT ^ A A \ /T^r^\^\ 

Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mKNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIPl), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase. 
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acidic calcium-inaependent pnospnolipase A2) (KIAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 (KCNB2), mRNA 


XTXvf f\f\AOAO 

NM UU4o4o 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


NM_UU47o3 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1 A), 
transcript variant 1, mRNA 


xr\>f f\f\A o 1 >i 
iNM_UU4ol4 


Homo sapiens U5 snRNP-speciiic 40 kDa protem (hPrpo-bmding) (HPRP8BP), 

mKNA 


INM UU4<>jy 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCLl), mRNA - - 


XTlVyf CifXAO'J'^ 

NM U04o32 


Homo sapiens glutathione-S-transferase like; glutathione transferase omega 
(OS 1 1 Lp2o), mKNA 


JNM UU44oO 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (G0LGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNGIO), mRNA 


NM_0044o3 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 (ET(B)R-LP-2), mRNA 


XTHVI nnAAAfx 

NM U04440 


Homo sapiens EpnA7 (EPHA7)5 mRNA 


NM_004757 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 

monocyte-activating) (bCYLl j, mRNA 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mKNA 


NM UU44ZZ 


Homo sapiens disnevellea, dsn homolog 2 (Drosopnila) (DVL2), mRNA 


NM UU4410 


Homo sapiens deltex homolog 1 (Drosophila) (DTXl), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM_0043o5 


Homo sapiens centrin, EF-hand protein, 3 (CDC31 homolog, yeast) (CETN3), 
mKNA 


NM UU400U 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDYl), mRNA 


XTIVyf Art/I 001 
NM UU4zyi 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NM_UU4J jU 


oomo sapiens bCLz/auenovirus bit) lyicL) interacting protein 2 (BNlrz), 
mRNA 


NM UU4UZ4 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM UUl 1 / / 


Homo sapiens ADr-nbosylation tactor-like 1 (AKLl), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICTl), mRNA 


XTA>f AA1 CIO 

NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


NM_001509 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(vjrA5), transcript variant 1, mRNA 


NM UUlj4y 


Homo sapiens aspartyi-tKNA synthetase (DAKS), mRNA 


NM_00132y 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 

mKNA 


XTlVyf AAAACO 
NM UUUUoZ 


Homo sapiens Cockayne syndrome 1 (classical) (CKNl), mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


XT"\>r AAIAOT 

NM OOlOo/ 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNLl), mRNA 


INM_UUjj4o 


Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 



197 



(400/104) 



XTlV/f AA*? lie 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAPl), mRNA 


INJV1_UUjJUj 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

J \ livrl^j )f mivINA 


>j\/f nni^QA 
iNM uujjyo 


Homo sapiens tyrosylprotein sulfo transferase 1 (TPSTl), mRNA 




riomo sapiens lanKyrase, i Kr i -mteracung anicyrm-reiateci AUr-rioose 
polymerase i iniv& j, mtviN a 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


XTXyf AAO 1 /T/l 

iNM UU J 1 04 


Homo sapiens syntaxin 5A (ST7C5A), mRNA 


INlVl UUJ /04 


Homo sapiens syntaxin 1 1 (alAl Ij, mKNA 


XTNvf 1 '2 'J 
fSiVl UUJljJ 


Homo sapiens signal recognition particle 9kD-(SRP9), mRNA 


INiVl UUJIjO 


Homo sapiens signal recognition particle j41cu toKr04j, mKiNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 

iranscnpiion laciorj ^^oKr j, mKiNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


INM uujuyo 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


XTXvT AA^AOA 

NM_0030oO 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute earner family 22 (organic cation transporter), member 4 
(bLL22A4), mRNA 


XTlV>r AA'^AOI 

NM_003Ui3 


Homo sapiens sialyltransferase 4 A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


Nm_\)\)3yjl 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCDl), mRNA 


inm uuzy3 / 


Homo sapiens nbonuclease, RNase A lamily, 4 (RNASE4), mRNA 


XT\>f AA'3 0A/1 

rMM__UU3oU4 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPKl),mRNA 


XT\>r AAOOOO 

NM_U02o9o 


Homo sapiens RNA binding motif, single stranded interacting protein 2 

(KoMoZj, mKINA 


JNM UUZooO 


riomo sapiens KArzo, memoer or KAa oncogene ramily (KArzDj, mKNA 


INM UUjVJJ 


Homo sapiens myelin protein zero-like 1 (MPZLl), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 

(^roMUJ )^ mKJNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


INM UUz/j / 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


XTX iT AA'^^^O 

NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


XTX JT AA^^IO 

NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isororm and (PR 130), beta isoiorm (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(rrrlBrl), mRNA 


NM_003o2o 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(r irKrj, interacting protein (liprmj, alpna 1 (rrrlAl), mRNA 


INM UU20($y 


Homo sapiens polymerase (UiN A-directed), alpha (7UkU) (rOLAz), mKNA 




numo sapiens puiymyusiiis/scicrouciiiia auiuaniigen z ^iuukjl^^ ^r^Mdv^i^z^, 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLSl), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 
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(rirjiS^D ), mKINA 


IN ivi_uu J ozy 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide 3 (p55, 

oamm^l^ /'PTK"^1?1^ mPMA 
gallillla^ llvJrv^ J, nil\JN/\ 




nomo sapiens pnospnoinosuiuc-j -Kinase, caiaiyiic, gaiiiiua poiypepiiue 
(P1K3CG), mRNA 


"KIM nn9A0A 

1>I IVl Ul/ZOZH 


rioino sapiens preioiain j ^FrLiiNjj, nuviNA 


INIVI UUJO'fO 


riomo sapiens peroxisoniai Diogenesis lacior i it> ^^riiAi id), niKJNA 


MM nnoAi7 


Homo sapiens peroxisome biogenesis factor 10 (PEXIO), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


iNJVi_uuuy/j 


Homo sapiens phosphodiesterase 4C, cAMP-specific. (phosphodiesterase El- 
dunce homolog, Drosophila) {PDE4C), mRNA 


iNM uuzoyy 


Homo sapiens pnospnodiesterase zA, cOMr-stimulated (rUbzA), mKNA 


>JM nno^HA 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFXl), mRNA 


"MM nno/ifto 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


MM nnico/? 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 




Homo sapiens myosin binding protein C, slow type (MYBPCl), mRNA 


INIVI UUz4ol 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


JNM^UUJO /O 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 

V^LIr/VloJ, mivlNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 

mRMA 


MM 009071 


riomo sapiens Karyopnerin ^importinj oeta i (KJ^indj ), mKJNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


MM onooiA 

rNlYl UUZZ 14 


riomo sapiens integrin, oeta o (IIUdoj, mKiNA 


INjVI_UUZZU4 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA''3 
recepiorj \i i oaj j, iranscnpi vanani a, nuviNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (IL13RA1), mRNA 


MM nno 1 

XNJYI__UUZ10J 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBPl), 
mRNA 


MM nnoi^/; 

INIVI UUZIjD 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPDl), mRNA 


xiM nno 1 AQ 
iNM uuzi^y 


Homo sapiens hippocalcin-like 1 (HPC AL 1 ), mRNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 

antigen) (rCNjj, mKJNA 


INM UUUo4z 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


iNJVl^UUzUji 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBPl), 
mRNA 


INM_UU14oz 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


INM U0zU44 


Homo sapiens galactoKinase 2 (OALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM_00375o 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(blr3ol), mRNA 


MM (\(\}Af\A 

IN IVl U U 1 *T V*T 


nomo sapiens euKaryoiic iransiaiion eiongaiion lacior i gamma v^ccrr 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEFID), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDFl), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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INIVI uujjoo 


Homo sapiens aouDie cz-iiice aomains, alpna (UUL/ZAj, mKJNA 


INM UUiOOJ 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


XTXyf AAI TOO 


Homo sapiens CD72 antigen (CD72), mRNA 


XTlVyf AAI 'T/CO 

rMM_uui /oz 


Homo sapiens chaperonin containing TCPl, subunit 6 A (zeta 1) (CCT6A), 

•mOXT a 

mKNA 


rMM UUj / 10 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


XTXiff AAIQO/; 

NM_UUJyoO 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
DutyroDeiaine nyoroxyiasej i (ddUAi mKJNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


INM_UU1 1 / J 


Homo sapiens Kno U 1 rase activating protein 5 (ARHCjAP5), mRNA 


INM UZDUOD 


Homo sapiens KNA processing lactor I (RFr 1), mRNA 


JNM uz4yu/ 


XJi-k«Mrv f |i«Av m«*a4-a<m L*L>/^ y1 /T7D/^/l\ •m'DXTA 

Homo sapiens r-oox protein rr)U4 (rDCj4), mKJNA 


INM Uzjiy4 


Homo sapiens inositol 1,4,5-tnsphospnate 3-Kinase L (ITPKC), mRNA 


INM_U14ZUJ 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 

mDXT A 
mKINA 


iNlVl IjU/oO 


Homo sapiens alpha- 1-B glycoprotein (AlBG), mRNA 


JNM Uji4oZ 


Homo sapiens nypometicai protein URrZ,pDoolU4lo (UivrZr5ool041o), mRNA 


fMIVl Ulj4iy 


Homo sapiens aaucan (UJ\TZpDo4ii7zzj, mKJNA 


iNlVl UIjOoj 


Homo sapiens nypomeiicai protein (CLUNtz4y4jj, mKJNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


XTAif AQATIT 

INM UoU/J/ 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM UoU/zJ 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM UoUO/o 


Homo sapiens NhDDo-conjugating enzyme (NCE2), mRNA 


NM UoUOOo 


Homo sapiens similar to R1K±,N cDNA 2olUU3oLI3 (MuC163oo), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001A1 1 gene (LOC112840), 
mKNA 


NM UoUooi 


Homo sapiens similar to RIJCEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM UoUOOl 


Homo sapiens similar to RlKbN cDNA OolOOOoPlo gene (MGC15937), mRNA 


NM UoUOJo 


TTA«»h%A aamIa«%>i mI«m<1a« ^a 1!>TT/'"C?XT *.."r\XT a 1 AAAZTT ¥ 1 a ~_ /X A/^/^AT >t A\ nVTA 

Homo sapiens similar to RlKbN cDNA OolOOOoHlO gene (MGC9740), mRNA 


NM_UoUopo 


T-Tam* A^ MAM* M!«M«lAaa D TVT?XT ^T^XT A AA'YAIAI Tl AZ" ^ /X A/^/^ 1 O A 1 T\ 

Homo sapiens similar to RlKbN cDNA A430101B06 gene (MGC 130 17), 

mKINA 


INM UoUOjI 


oomo sapiens similar to KiisJiiN cuna loiuuioiNUj gene (MGC9o9U), mKJNA 


NM UoUOjU 


Homo sapiens similar to KiivbiN cuna j /3U4zlblo gene (MOd479o), mKNA 


NM UoUDU4 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM UoU4zy 


TLJawMA AAM<AMn A^«mMA»r«> 1 A / A Tl 1 A\ ...^ X T A 

Homo sapiens aquaponn 10 (AQPIO), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protem 1 (KIAA0442), mRNA 


XTX A n 1 t 1 '^O 

NM 015132 


Homo sapiens sorting nexm 13 (SNX13), mRNA 


XTX if AO'^il^T 

NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(rLJ1041o), mRNA 


NM_UjOo5o 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mKf^A 


XT\/f n<COOQ 
NM UDoZZy 


Homo sapiens r-oox only protein 3Z (roAUiz), mKJNA 


NM UjoIoS 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


INiVl WJ'O 1 o / 


riuiiiu oapiciia wiiiuiiiuouiiic zi upcii rcauing irarnc uj ^L^zioriojy, miviN/\ 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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INIVI UJ*flUo 


riomo Sapiens ri-reviu /-iiKe proicin j (^riivL»rj ), uunjna 


iNivi uzu/yH 


nonio Sapiens uensin-iou ^^iviaai jOjj, nu\jN/\ 




nomo Sapiens o pFC}icin-*coupi6Q rccepior iviivwA.H> v,iviivuA.4 )y iwsisrx 


JNIVI \)JWj I 


rtonio Sapiens o proiein-coupicu recepior mkvjaj v.mivoaj ), ulkn a 




nunio Sapiens vj proiein-coupiea recepior ivirvOA.z ^iviivoaz ), mrviN/\ 


fNIVl \JO*r\JZO 


riomo Sapiens uierogioDin-reiaiea proiem i ^^uoivr^i ), nuviN/\ 




noino Sapiens meianuina inniDiiory aciiviiy protein z ^ivii/\z ^, nuviNA 


iN lYl U J 1 y^O 


riomo Sapiens ceniaurin, gamnia j y\^c,is ikjj ), nir\jN/\ 




rioino sapiens Knippei-iiKe zinc linger proiein yZji>iro\)\j), mivNA 


NM 053054 - 


Homo sapiens cation channel of sperm (CATSPER), mRNA - - 




T T ^ — . «r»**i*»**o CDTTO f>e^n^nlr%4-AA ^rk>->4-^v yl O /OT^ ACTION *v«DXTA 

Homo sapiens or i j -associated lactor 4z i Ar4z j, mKN a 




Momo sapiens nypoineticai protein MLrdo3o4 ^MvjdoJo4j, mKN a 




Homo sapiens nypoineticai protein MLrdouo3 i^Mvjdouo3j, mKN a 


INM Uj3U4U 


TJ^™.^ eor>;c»«^c DXT A C 1 0 '7 H OO0^A0C\ rviDXTA 

Homo sapiens rNAo-lz3 (LUUoDUZoJ, mKNA 




Homo sapiens uur giycosyitransierase z tamiiy, poiypepiiae dZo (Ukj izdZo), 

mRXI A 
mKNA 




liOmo sapiens oaa-SKippeu-reiaiea za proiem ^^uokz^, lu rv in a 


XNJVl VDZyy / 


rtomo sapiens oreasi cancer aniigen n i -dk- i ^^n y -dk- i ), itikn a 


XJlVyf 0^*5071 

rNivi uDzy/i 


riomo sapiens iiver-expressea aniimicroDiai pepnae z v^LrCSAr-z ^, iiikjn a 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS!), mRNA 




Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


NM [jjZyji 


Homo sapiens activating NK receptor (KALI), mRNA 


INM UDZo /y 


Homo sapiens c-Mpl binding protein (LOCI 13251), mRNA 


INM UiUyzo 


Homo sapiens DNA replication factor (CDTl), mRNA 


NM__025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 

mKNA 


NM UlDl /y 


T T ^ . ^ r»*»»%i«*%*>i A A AiCAA /VTA A AiCAA\ vmOXT A 

Homo sapiens kiaaUoVU protein (iviAAUoyu j, mKNA 


NM UJJoZo 


Homo sapiens jmi i protein (JMI i ), mKNA 


NM Uzz/Jj 


Homo sapiens goigi pnospnoprotein i (OULrHi j, mKNA 


NM_U3Jj4/ 


Homo sapiens nypotneticai gene mlfL/Io/jj similar lo cuizi i j ^mocio/jj;, 

mPXT A 

mKNA 


NIVl UJZzOo 


Homo sapiens nerve injury gene zoj ^^iniinzoj ), miviNA 


NM UlOlO/ 


Homo sapiens reiinoic aciu repressioie proiein ^^kako-i j, mKNA 


NM Ujj414 


Homo sapiens nypomeiicai proiein moU/I ijjz \^mo\^i /djZ), mKiMA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBEl), mRNA 


NM UJJJ 1 / 


Homo sapiens nypotneticai gene ZjUjZr lu {z.ujZr luj, mKNA 


NM UiJZOO 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


NM VJlyjD 


Homo sapiens n iLi-or iz protein ^n y u-or iz^, itikjna 


NM UiizlU 


Homo sapiens nypotneticai protein rLJi4ojj ^rLJi4ojjj, mKNA 


NM_UJJzl 1 


Homo sapiens nypotneticai gene supportefl Dy ArUioioZ; ticuuyzuj 
n r%nQ(\'^«\ tnDxiA 


NM Ujjiy4 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM KjjZiZZ 


Homo sapiens dystrobrevin binding protein 1 (DTNBPl), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo sapiens nypotneticai protein MOCloloy (MUClolov), mKNA 


NM 033117 


Homo sapiens nypotneticai protein MCjCz734 (MUCz7i4), mKNA 


NM UjjIUj 


riomo sapiens rnopnuin-iiKc proiem ^Lrv/v^o^4i^j, mjviN a 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_0 14001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM_032937 


Homo sapiens AD038 (LOC85026), mRNA 
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XTKvf A'JOQTO 
INM UJzyJZ 


Homo sapiens nypotnetical protein MuCl 1316 (MGCl 1316), mRNA 


iNM UJzyjU 


Homo sapiens nypotnetical protein MOd3040 (MOC 13040), mKNA 


INIVl Ujzyio 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM ujzy lO 


Homo sapiens nypotnetical protein Mud627y (MOC 16279), mKNA 




Homo sapiens nypotnetical protein MU\^ 14421 (MOC14421), mKNA 


JNM UjZyU4 


Homo sapiens nypotnetical protein MUC14433 (M(jC14433), mKNA 


INM ujzyuu 


Homo sapiens nypotnetical protein MUC14258 (MCjC1425o), mKNA 


JNJVl UJZoVj 


Homo sapiens nypotnetical protein MUC14376 (MGCl 4376), mKNA 


NM U3zoo5 


Homo sapiens jC1AA1870 protein (K1AA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC 1 591 2 (MGC 1 59 1 2), mRNA - - 


NM 032884 


Homo sapiens hypothetical protein MGC 15882 (MGCl 5882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC 15563 (MGC 15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC 1 5482 (MGC 15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC 15438 (MGC 1543 8), mRNA 


NM_032872 


TT • VTA T*NT^T T "J 1^1 ^^r\. % • j • • j • /'TT^y^'l X 

Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFCl), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 

(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


TT i 1 jA X* 1 T^T T1 AC\f\f\ fT^T T -i A r\f\r\'\ T^ V T A 

Homo sapiens hypothetical protein FLJ 14909 (FLJ 14909), mRNA 


XTX if AO'^O^O 

NM 032858 


TT • 1 a* T^T T i A e\t\ A /'T^T T -1 A e\t\ "VTA 

Homo sapiens hypothetical protein FLJ 14904 (FLJ 14904), mRNA 


NM032852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTLl), 
mKNA 


NM Ujz546 


Homo sapiens nypotnetical protein FLJ 14827 (FLJ 14827), mKNA 


INM UjZo4j 


Homo sapiens nypotnetical protein FLJ 14816 (FLJ14ol6), mKNA 


NM UJZoij 


Homo sapiens hypothetical protein hLJ 14761 (FLJ 14761), mRNA 


NM UjzoZ4 


Homo sapiens nypotnetical protein FLJ 14681 (FLJ 14681), mKNA 


NM UJZoZJ 


Homo sapiens nypotnetical protein rLJ 14675 (FLJ 14675), mKNA 


NM VjZoZZ 


Homo sapiens nypotnetical protein FLJ 14668 (FLJ 14668), mRNA 


NM UiZolo 


Homo sapiens nypotnetical protein rLJ 14642 (rLJ 14642), mKNA 


NM 032804 


Homo sapiens hypothetical protein FLJ 14547 (FLJ 14547), mRNA 


NM U3Z/yj 


TJ j-t. .-.-« n t AM n ■ ■* 1 _.4.i _ _ 1 _«,_.4._.i^ l^T T 1 A AC\ A /T^T T 1 ^ >1 A y( \ T^ XT A 

Homo sapiens hypothetical protein rLJ 14494 (FLJ 14494), mRNA 


NM 032783 


Homo sapiens hypothetical protem FLJ 14431 (FLJ 14431), mRNA 


NM U3z/oo 


Homo sapiens hypothetical protein MUC16179 (MuC16179), mRNA 


NM Ujz/o3 


Homo sapiens hypothetical protein MGC 16142 (MuC 16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC 15668 (MGC 15668), mRNA 


NM UJz/44 


Homo sapiens hypothetical protein MGC 12335 (MGC 123 3 5), mKNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mKNA 


NM 032723 


TT_.___ .1-..— ^ t.. ^ aa1> >>a: >,.A 1 ^_a4.^i„ X yf/^/^ 1 orr^A /x a/^o i '^t/tax -„r>xT a 

Homo sapiens hypothetical protein MGC 12760 (MGC 12760), mRNA 


NM 032720 


LJamaa. #^am!ami» L.. PM..»At. aa 1 m^aAaIm X A/^rf^ 1 A'TO yl /X >f 1 ATO A \ .^nXT A 

Homo sapiens hypothetical protein MGC 10724 (MGC 10724), mKNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


TT A. »am!a__ _ ^a1_ _a1 1 A_^^ A A/^ 1 1 T A /X A/^ 1 '7 1 O A\ ,.-^T* VT A 

Homo sapiens hypothetical protein MGC 1 3 1 70 (MGC 1 3 1 70), mRNA 


NM 03271 1 


1 T 1 .r».^_ru frnM^AM^ 1 ^^-^x^!^ XA/^/^I'^AAA /X A/^^^ 1 ^ AAA\ .- - V t a 

Homo sapiens hypothetical protein MGC 13090 (MGC 13090), mRNA 


XTX if A'iOTAiC 

NM 032706 


Homo sapiens hypothetical protein MGC 12966 (MGC 12966), mRNA 


NM 032705 


T T I-. .^n n nmmLm. 1. ■ .M .-. 411 hA * t n 1 ^^>.^A^» XA/^/^1 AOA1 /XA/^/^1 A O A 1 \ OXT A 

Homo sapiens hypothetical protein MGC 14801 (MGC 14801), mRNA 


XTX>f A^OiCAyl 

NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


iNJVi ujzoyj 


riomo sapiens nypoineiicai proiein moL/Iuoho (^jviov^ i uo4o j, mKiNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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INM UjZOjI 


Homo sapiens nypotnetical protein MOCZo4l (MOU2o4l j, mKNA 


INIYI UjZOUX 


rtomo sapiens Hieinyimaionyi coA epimerase ^MCiiiij, mKNA 


INIYI UjZJ70 


rtomo sapiens testes aeveiopment-reiatea w YU-or22 (NYLi-or22j, mKNA 


XTA/T niKQl 
INiVl UjZjVJ 


Momo sapiens rKCl-i -related Hi l protein (Hi l - l / J, mKNA 


iNlVl UjZDoO 


Homo sapiens testis transcript Y o (l l Yoj, mKNA 


XT\/f fi'JO^OO 

NM UjZOoz 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


iNM UjZDoU 


Homo sapiens nairy ana ennancer ot split / (Urosopnilaj (Hbo/J, mKNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo sapiens nypotnetical protein FLJ14753 (FLJ14753), mRNA 


NM U3z557 


Homo sapiens HP43i8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CKYr 1 IC), mRNA 


NM_020yo3 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV 10), 

mKNA 


NM 03Z5ZZ 


Homo sapiens nypotnetical protein MCjL2o2y (MCjC2629j, mRNA 


NM 03ZjO/ 


Homo sapiens cerebral protein-4 (HUCEP-4), mRNA 


NM 03Z4yy 


Homo sapiens nypotnetical protein HHl 14 (HHl 14), mRNA 


NM 0324^4 


Homo sapiens zinc finger protein (LOC84524), mRNA 


NM 0324^2 


Homo sapiens nypotnetical protein ULOoy (ULOoy), mKNA 


NM U324o / 


Homo sapiens actin related protein Ml (AKFMl), mKNA 


NM U324oO 


Homo sapiens aynactin 4 (MOC324oj, mKNA 


XTAvr A10/l>1< 

NM 032445 


Homo sapiens MEGFl I protein (MEGFll), mRNA 


NM U3U(5yo 


Homo sapiens hypothetical protein FLJ21673 (FLJ21673), mRNA 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


XTA A A'5 0>l 1 1 

NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


NM 01524/ 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM 032330 


Homo sapiens hypothetical prote 


n MGC12536 (MGC12536), mRNA 


NM 0323o4 


Homo sapiens hypothetical protei 


in FLJ23 1 83 (FLJ23 1 83), mRNA 


NM \j5Z5I1 


Homo sapiens hypothetical protei 


m MGC 1 6 1 86 (MGC 1 6 1 86), mRNA 


NM 03230/ 


Homo sapiens hypothetical protei 


in MGC15435 (MGC15435), mRNA 


NM 032354 


Homo sapiens hypothetical protei 


n MGC10744 (MGC10744), mRNA 


NM 03234/ 


Homo sapiens hypothetical protei 


in MGC13250 (MGC13250), mRNA 


NM 032344 


Homo sapiens hypothetical protei 


in MGC13045 (MGC13045), mRNA 


NM 032342 


Homo sapiens hypothetical protei 


n MGC 12992 (MGC 12992), mRNA 


NM 032340 


Homo sapiens hypothetical protei 


in MGC14833 (MGC14833), mRNA 


NM 032330 


Homo sapiens hypothetical protei 


in MGC14817 (MGC14817), mRNA 


NM 032333 


Homo sapiens hypothetical prote 


n MGC4248 (MGC4248), mRNA 


NM \)5Z3Z/ 


Homo sapiens hypothetical prote 


n MGC2993 (MGC2993), mRNA 


NM 032325 


Homo sapiens hypothetical prote 


in MGCl 1 102 (MGCl 1 102), mRNA 


NM 032324 


Homo sapiens hypothetical protei 


m MGC 1 3 1 86 (MGC 1 3 1 86), mRNA 


NM 032323 


Homo sapiens hypothetical protei 


in MGC13102 (MGC13102), mRNA 


NM 032320 


Homo sapiens hypothetical prote 


in MGC 13007 (MGC 13007), mRNA 


NM 0323 lo 


Homo sapiens hypothetical prote 


m MGC 12945 (MGC 12945), mRNA 


NM 032317 


Homo sapiens hypothetical prote 


inMGC12943 (MGC12943), mRNA 


NM 032316 


Homo sapiens hypothetical prote 


in MGC12936 (MGC12936), mRNA 


NM 032305 


Homo sapiens hypothetical prote 


in MGC3200 (MGC3200), mRNA 


INM ujzzyj 


Homo sapiens hypothetical prote 


in DKFZp761J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical prote 


in DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical prote 


in DKFZp76 1 C 1 2 1 (DKFZp76 1 C 1 2 1 ), mRNA 


NM_032288 


Homo sapiens hypothetical prote 
mRNA 


in DKFZp76 1 B 1 5 1 4 (DKFZp76 1 B 1 5 1 4), 


NM 032273 


Homo sapiens hypothetical prote 


in DKFZp586C1924 (DKFZp586C1924), 
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mKNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKFZp434El69), mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 

mKNA 


NM_U32246 


Homo sapiens hypothetical protem DKFZp434F1719 (DKFZp434F1719), 

mKNA 


JNM UjZZ4o 


Homo sapiens nypotnetical protein DKrZp434J0617 (DlvrZp434J0617), mKNA 


NIYl UiZii4!) 


Homo sapiens nypotnetical protein UKrZp43411916 (DKFZp43411916), mRNA 


NM Uizizi 


Homo sapiens nypotnetical protein rLJ22427 (rLJ22427), mRNA 


NM UJzZUV 


Homo sapiens nypotnetical protein rLJ21777 (rLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


XTX >f ATI 1 

NM 032177 


Homo sapiens hypothetical protein FLJ13193 {FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


TT ' T^T A A 1 0^7/% a * /T^T A A 1 0'^/\\ "r»"VT A 

Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L0718), 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp434E2318 (DKFZP434E2318), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 

mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


XTX if A'^'^I'^A 

NM_032120 


Homo sapiens hypothetical protein DKFZp5o4O0523 (DKFZP564O0523), 

mKNA 


XTA if AO AAO 1 

NM 020921 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


XTH 4' AO A >l ill 

NM 020441 


Homo sapiens hypothetical protem DKFZp7o2I166 (DKFZP76211o6), mRNA 


XTX if AlO^tA 

NM_018719 


Homo sapiens hypothetical protein DKFZp762L0311 (DKFZp762L031 1), 
mKNA 


XTX if Al CiOA 

NM 015630 


Homo sapiens DKFZP566F2124 protem (DKFZP566F2124), mKNA 


XTX A A 1 1 

NM 015621 


Homo sapiens DKrZP434C171 protein (DlvFZr434C171), mKNA 


XTX if Al CCAC 

NM 015595 


Homo sapiens DivFZP434D146 protein (DlvFZP434Dl46), mKNA 


XTX X Al CAC\/1 

NM 015496 


Homo sapiens DKrZF43411 16 protein (DKrZr43411 16), mKNA 


XTXyf ni<il71 

INM U1j4/1 


riomo sapiens iJivrZ(rDoouio40 proiein mivJNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens K1AA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032U30 


Homo sapiens rlCb083 (FKSG83), mRNA 




Homo sapiens serine/tnreonine kinase rK.5>Cjol (rlvbCjol), mKNA 


INM K)jZ\jZj 


Homo sapiens cuAOz protein icuAOz), mKNA 


iNIVl UJzUzl 


Homo sapiens AD03 1 protein (AD03 1 ), mKNA 


iNM UJiy44 


Homo sapiens Mix-like homeobox protein 1 (MILDl), mRNA 




Homo sapiens AKUyy protein (AKCj99J, mKNA 


XTAyf A'2 1 A OA 

iNM Uj14oU 


Homo sapiens nypotnetical protein AD034 (AU034), mKNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 


Homo sapiens nypotnetical protein MGC 10500 (MGC 10500), mKNA 


NM 031476 


Homo sapiens nypotnetical protein DKFZp434B044 (DKFZP434B044), mRNA 


XTA A AO 1 ^ 'TO 

NM 031472 


Homo sapiens hypothetical protein MGCl 1 134 (MGCl 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC 10966 (MGC 10966), mRNA 


XTAA A^i 1 A CT 

NM_031457 


Homo sapiens membrane-spanning 4-domains, subfamily A, member SB 
(MS4A8B), mKNA 


XTA A f\'J ^ A CA 

NM 031450 


Homo sapiens nypotnetical protein p5326 (r5326), mKNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


XTX A A'O 1 /I O O 

NM 031438 


Homo sapiens hypothetical protein DKFZp7611172 (DKFZP76 1 11 72), mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC5442), mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


NM 015497 


Homo sapiens DKFZP564G2022 protem (DKFZP564G2022), mRNA 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mRNA 


NM 031295 


Homo sapiens hypothetical protem PP1226 (PP1226), mRNA 


NM_031291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235), 
mRNA 


NM_031290 


Homo sapiens hypothetical protem DKFZp434Kl 172 (DKFZP434K1 172), 

XT A 

mRNA 


NM 031270 


Homo sapiens PRO 1596 protein (PRO 1596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mKNA 


XTX >r AlO'>CO 

NM 013358 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


XTIi rV^AAOA 

NM 030980 


Homo sapiens hypothetical protem FLJ 12671 (FLJ 12671), mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM_030953 


Homo sapiens hypothetical protein DKFZp761E21 10 (DKFZP761E21 10), 
mRNA 


XTX >f AOAAyll 

NM 030941 


Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 


NM 030939 


Homo sapiens hypothetical protem FLJ 126 19 (FLJ 126 19), mRNA 


XTX J' AOAAOO 

NM_030938 


Homo sapiens likely ortholog of rat vacuole membrane protem 1 (VMPl), 

•^r> XT A 

mKNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


XTX >f AOAAO^ 

NM 030927 


Homo sapiens hypothetical protein MGCl 1352 (MGCl 1352), mRNA 


XTX if AOAA-^C 

NM 030925 


Homo sapiens hypothetical protein FLJ 12577 (FLJ 12577), mRNA 


XTX JT AOAAI O 

NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


XTX X A'^AOAA 

NM 030899 


TT • 1 A.\ A.' \ A* T^T T'^ A /T^T T/^ ^ A T> XTA 

Homo sapiens hypothetical protein FLJ23407 (FLJ23407), mRNA 




Homo sapiens myoneurin (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mPM A 

miviN/\ 


iNlVl UJUoUZ 


oomo sapiens wtiiJr-inouceu protein (LUCKI jDo), mKlNA 


>jiv>f H'^nsnn 

IN iYl_U J V/OUU 


nomo Sapiens nypoineucai proiein LiJvr^p30*i'Liioo4 ^jjJvriL/r jo4Uioo4j, 

mRMA 


iNivi yjjv/yy 


nouio sdpiens nypoineucai proiein Ar ih-uzzj ^^/\r i^uzzj ), miviNA 




noulo Sapiens nypouieTicai proiein orjzy [prozy), miviNA 


iNivi yjjv /yZ 


nonio sapiens nypoineucai proiein rriooj ^^rrloo^j, itikina 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 




riomo sapiens soiuie earner lamuy jo, memDer i (oLL.jc>Aij, mKNA 


NM UJUO/Z 


Homo sapiens nypotneticai protein r LJ 1 03 1 z (r LJ 1 03 12), mKNA 


INM UZ4y4 / 


Homo sapiens nypotneticai protem rLJ 12729 (rLJ 12729), mRNA 




Homo sapiens nypotneticai protem rLJl 14o7 (rLJl 1467), mRNA 


XTKyf f\ 1 'TAnn 


Homo sapiens nypotneticai protem DlvrZp434M0331 (UivrZp434M0331), 

TwPMA 
miviNA 


JNIVI UjUODZ 


Homo sapiens NG3 protein (NG3), mRNA 


INIVI UjUDjI 


riomo sapiens cnromosome o open reauing rrame j i ^uoorij i ), mKJNA 


NM 020444 


Homo sapiens KIAAl 191 protein (KIAAl 191), mRNA 


INJVl UZWjj 


Homo sapiens nypotneticai protein JViLrCj4yy ^mucj499), mivNA 


INJYl 


Homo sapiens jviaauoIU protein (KIAAUoIU), hirna 


INM Ul /3 1 J 


Homo sapiens novel protein (HSNOVl), mRNA 


JNIVI UZ4yZ4 


Homo sapiens nypotneticai protein rLJ iz9o!> ^rLJ izyoj), mKNA 


]NiVI_UjUj ly 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 

\A\ rrtPMA 
IVl ^, miviNA 


INlVl UZZUDO 


riomo sapiens nypomeiicai proiein rLjZj4Uj (^ri^JZj4Uj), mKiNA 


INIVI UZJ 1 /!7 


riomo Sapiens piexin az ^^rivAiN az miviNA 


iNlVl UI^Ujj 


nomo sapiens uivrz>rjoOAUDZZ protein (^uivrZ/rDooAOjZZ), itUvIna 


IN IVl UvU*tOO 


tiomo sapiens polymerase ^ruNAj iii v.L'ina airecieoj ydZYJD) v^KrCOZj, mKNA 


IN IVl UZ3ZOJ 


Homo sapiens v^a i jo protein \ i jo ), niKiN a 


IN IVl UZDZOZ 


riomo sapiens ksjk^ protein j, itlkin a 


MM n7^7Al 
IN IVl UZ^ZOl 


Homo sapiens vjoi^ protein ^^ool^ ), mKiN a 


MM n7<7An 


Homo sapiens odd protein (Ood), mKNA 


MM 07^7^0 
INM UZDZDy 


Homo sapiens noz3 protein (NOzi ), mKNA 


XTM n7<I7^C 


Homo sapiens NU3 / protein (O/C), mKNA 


>vTlV4^ HOMO'S 1 
INM UZDZji 


Homo sapiens nypotneticai protein rLJzzl9l (rLJzzi9l), mRNA 


MM n7^77A 
INM \JZjZz.O 


Homo sapiens Mo i rUJZ protein (Mo l r03z), mKNA 


MM 07^7 1 1 
INM KjZjZ 1 1 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


MM n7^7Al 
INM UZOZUI 


Homo sapiens nypotneticai protein rr lozo (rrioZo), mKNA 


MM n7^1Q7 
INM UZ3i7Z 


Homo sapiens nypomeiicai protein rLjzju/ 1 (rLJZJU/i), itikna 


MM n7^1ftft 
INM UZjIoo 


Homo sapiens nypometicai protein r L J u i o i (r L J 1 3 1 o l ), mKN A 


MM n7 ^ 1 7/1 
INM UZj 1/4 


Homo sapiens nypoineucai proiein rLjzjU4U ^rijJZjU4U), imviNA 


MM 07^ lA^ 
INlVl uZjIOJ 


oomo sapiens nypoineucai proiein rbjzzoj / (^ri^jzzoj i), imviNA 


MM 07^1 AH 
INM UZjIOU 


Homo sapiens nypomeiicai proiein rLJZiuio (^rLrJZiuio), itlkin a 


MM 07^1^^? 
INM UZjIjJ 


l-I/^«vki^ eov\«A«^o lmr*>/\'fViA'fir»o1 CT TO 1 y1 OO /CT TO 1 /I 0'7\ vmDXTA 

Homo sapiens nypomeiicai proiein rL»JZi*f / / (rLJzi'i' / /), mKNA 


MM n7^i^i 

INM UZjlDl 


Homo sapiens nypotneticai protein r lj zzozz (rLJZzoZz), mKNA 


MA4 n7^1/lQ 
INM UZD14y 


1-T^*v\A cnn\£^9\et \\imr\4\\£^4-\nn\ CT TOAAOA /CT TOAAOA\ v^DXTA 

Homo sapiens nypotneticai protein rLJZOvzo (^rLJzoyzo), mKNA 


INM UZD144 


U/^«^#x oo««iAmci t^«rt>i^4-l%A4'ir>ot CT TOOXOA /CT TOOiCOA\ smDXTA 

Homo sapiens n3ipometicai protein rLJZZo/u vrLJZZo/U), mKNA 




riuiiiu dopiciid iiypuuivUi/ai pruicin fl/J izooi v^r^L^j izuui ^, miviNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ 13263 (FLJ 13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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Miv/f m^rtoo 
INM UzjUyo 


Homo sapiens nypotnetical protein rLJ22o44 (FLJ22o44), mRMA 


XT\/f AO^AQT 

iNM UzjUy/ 


Homo sapiens nypotnetical protein rLJ21 106 (FLJzl 106), mRNA 


INM UZjUVD 


Homo sapiens nypotnetical protein rLJ2355o (rLJ23558), mKNA 


INM UzjUoO 


Homo sapiens nypotnetical protein rLJ22596 (FLJ22596), mRNA 


iNM UzjUoU 


Homo sapiens nypotnetical protein rLJzzilo (rLJ2231o), mKNA 


iNM Uz jU 


Homo sapiens nypotnetical protem rLJ23231 (FLJ23231), mRNA 


INM \)Zj\J / / 


Homo sapiens nypotnetical protein rLJl3y4y (rLJ 13949), mRNA 


lNM_UzDU /O 


Homo sapiens nypotneticai protein rLJz3j9l (rLJ23j9i), mRNA 


MM UzDU/z 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5), mRNA 


XTX/f AO < ATA 

INM UzDU/U 


Homo sapiens nypotnetical protem rLJz2242 (rLJ 22242), mRNA 


XT\>f AOCACO 

INM UzDUjo 


Homo sapiens nypotnetical protein rLJ23229 (FLJ232z9), mRNA 


INM UzjUjj 


Ua«<MA OAMlAWf^ l«« rM a4-1« a4-4 AA 1 M'Ma4-A««» "CT TO 'J 1 / T? T T'T^ 1 Tl X T A 

Homo sapiens nypotnetical protein rLJ231oo (FLJ23168), mRNA 


iNM UzjU44 


Homo sapiens nypotnetical protein FLJ2247o (FLJ2247o), mRNA 


INM Uz!)U4j 


I_Ta«ma nAM^AMn r«->^A4-L. a4-I aaI •.k«>A4-Al.. 17T TT^/IAil /r^T TO'^>IAyl\ _ r> x T A 

Homo sapiens nypotnetical protein rLJ22404 (FLJ22404), mRNA 


XT\>f AO < A/1 1 

INM UzjU41 


HJavma nAM«A«<kn l%«rMA4-lM>A4-«AAl •^••a4>a<»« I?T too 1 /T?T T00 1'7^\ .^nXT A 

Homo sapiens nypotnetical protein rLJ22173 (FLJ22173), mRNA 


XTA>I AOCA'iyI 

iNM UzjUJ4 


Homo sapiens nypotnetical protem rLJ21290 (FLJ21290), mRNA 


INM UzjUJZ 


LJawma onM«AMr^ l«« r««^ A^-lx a4-I An 1 m.ma4-a<*« "CT TO 1 O^O /T?T to 1 O'TOX ..^TIXTA 

Homo sapiens nypotnetical protein rLJ21272 (rLJ21272), mRNA 


INM [jZjyjZy 


Homo sapiens nypotnetical protein rLJ 14346 (rLJ 14346), mRNA 


"KJXM AOCAA^ 

INM UzjUUj 


Homo sapiens nypotnetical protein rLJ 133 15 (rLJ13jl5), mRNA 


XTAyf AO /I A AO 

INM uz4yyo 


1-Ta«hma nnM«AMn Vk « A4-t« a^-^ a n 1 CT TlOOA/l /CT F 1 O O A >< \ .-^niXTA 

Homo sapiens nypotnetical protein r LJ 1 2704 (FLJ 1 2704), mRNA 


INM Uz4yy4 


Homo sapiens hypothetical protein FLJ12595 (FLJ12595), mRNA 


XTAif AO /I AT? 

MM Uz4y// 


Homo sapiens hypothetical protein FLJ 12078 (FLJ 12078), mRNA 


XTlV/f AO/IAO/C 

MM uz4y/o 


Homo sapiens hypothetical protein FLJl 1996 (FLJl 1996), mRNA 


xT\jr AO/IAC/C 

MM Uz4yjo 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


MM Uz4y44 


Homo sapiens chromosome 21 open reading frame 68 (C21orf68), mRNA 


XT\yf AOilA/lO 

MM Uz4y4z 


Homo sapiens hypothetical prote 


in FLJ13490 (FLJ13490), mRNA 


XTA>r AOii A/l 1 

MM Uz4y41 


Homo sapiens hypothetical prote 


in FLJ13611 (FLJ13611), mRNA 


MM Uz4y3o 


Homo sapiens hypothetical prote 


in FLJl 1383 (FLJl 1383), mRNA 


MM Uz4y3j 


Homo sapiens hypothetical prote 


in FLJ13687 (FLJ13687), mRNA 


XTAyf AO /I AO A 

MM Uz4yzU 


Homo sapiens hypothetical prote 


in FLJ14281 (FLJ14281), mRNA 


MM Uz4yiy 


Homo sapiens hypothetical prote 


in FLJ22615 (FLJ22615), mRNA 


MM Uz4yi7 


Homo sapiens hypothetical prote 


in FLJ12687 (FLJ12687), mRNA 


XTA/f AO /I A 1 /I 

MM Uz4yi4 


Homo sapiens hypothetical prote 


in FLJ13262 (FLJ13262), mRNA 


XTA>f AO/1A1 1 

MM Uz4y 1 1 


Homo sapiens hypothetical prote 


in FLJ23091 (FLJ23091), mRNA 


XTAyr AO /I Q AO 

MM Uz4yuy 


Homo sapiens hypothetical prote 


m FLJ 1 3 1 5 8 (FLJ 13158), mRNA 


XTlV/f AO/IOAO 

MM Uz4yUc> 


Homo sapiens hypothetical prote 


n FLJ 12973 (FLJ 12973), mRNA 


XTlVif AO/IAA^ 

MM Uz4yU0 


Homo sapiens hypothetical prote 


in FLJ21032 (FLJ21032), mRNA 


MM Uz4oy/ 


Homo sapiens hypothetical prote 


in FLJ22672 (FLJ22672), mRNA 


XTAjt AO /I 0 OA 

MM Uz4ooy 


Homo sapiens hypothetical prote 


n FLJ23537 (FLJ23537), mRNA 


MM Uz4ooo 


Homo sapiens hypothetical prote 


in FLJ14280 (FLJ14280), mRNA 


NM 0z4oo2 


Homo sapiens hypothetical prote 


in FLJl 3 1 89 (FLJl 3 1 89), mRNA 


XTAyf AOylOOA 


Homo sapiens hypothetical prote 


n FLJ23556 (FLJ23556), mRNA 


NM 0z4oo4 


Homo sapiens hypothetical prote 


n FLJ22578 (FLJ22578), mRNA 


NM 024853 


Homo sapiens hypothetical prote 


n FLJ13385 (FLJ13385), mRNA 


NM 024840 


Homo sapiens hypothetical prote 


n FLJ13941 (FLJ13941), mRNA 


INIVI UZf 0*t / 


Homo sapiens hypothetical prote 


n FLJ21240 (FLJ21240), mRNA 


NM 024841 


Homo sapiens hypothetical protei 


n FLJ 142 13 (FLJ 142 13), mRNA 


NM 024839 


Homo sapiens hypothetical prote 


in FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sapiens hypothetical prote 


n FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZKl), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA 
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INIVI KJZholj 


riomo sapiens nypotneticai protein rLJ u i jO (fLJ i j ooj, niKNA 


Tsjiv/f noAfi 1 1 


Homo sapiens nypotneticai protein rLJiZDzy (rLMZjly), mKJNA 


VTiuf (\OAH 1 n 
INJYl UZ4olU 


rionio sapiens nypotneticai protein rLJZJUio trbJzJOloj, nriKNA 


INM Uz4oUy 


Homo sapiens nypotneticai protein rLJ 12975 (rLJ 12975), mRNA 


INM 


Homo sapiens nypotneticai protein rLJ2ZoZ4 (rLJ 22624), mKNA 


{NM UZ4oU / 


Homo sapiens hypothetical protein rLJ1369J (rLJ 13693), mKNA 


iNlVl UZ4oUo 


Homo sapiens hypothetical protein rLJ23554 (rLJ23554), mKNA 


INM uz4/yy 


Homo sapiens hypothetical protein rLJ 13224 (rLJ 13224), mKNA 


■VT\if AO/lTOiC 

NM uz4/yo 


Homo sapiens hypothetical protein F LJ22639 (rLJ22639), mKNA 


INM UZ4/oy . 


Homo sapiens hypothetical protein rLJ22529 (rLJ22j29), mKNA 


INM UZ4/o4 


On«M^ »rkM«A<»n U« rMrv4-Ur<w4-^ r^^l •.^A't-r-t^M r?T TO '5 AO /"TTT TO'5'5AO\ ^mDXTA 

Homo sapiens hypothetical protein rLJ23392 (rLJ23392), mKNA 


INM UZ4/oU 


Homo sapiens hypothetical protein rLJ 13593 (rLJ 13593), mKNA 


INM UZ4//J 


Homo sapiens hypothetical protein rLJ 13 /9o (rLJ 13 /9o), mKNA 


INM \JZ^//Z 


Homo sapiens hypothetical protem rLJ23l5l (rLJ23l5l), mKNA 


rSM UZ4//1 


Homo sapiens hypothetical protein rLJi3o4o (rLJl3o4o), mKNA 


NM UZ4/03 


Homo sapiens hypothetical protein rLJ23129 (rLJ23129), mKNA 


NM UZ4/j4 


Ur\.*irtr\ ooniA*^o U« r«%<n.4-U 1 m«><^4-a!« CT TIOCAO /CT TIOCAON .^T^XTA 

Homo sapiens hypothetical protein rLJl259o (rLJl259o), mKNA 


XTAyf AO /1 7/1 0 

NM UZ4/4y 


Homo sapiens hypothetical protein rLJ 12505 (rLJ 12505), mKNA 


NM UZ4/40 


Homo sapiens hypothetical protein rLJl3o40 (rLJ13o40), mKNA 


XTA>f AO/IT'lO 

NM UZ4/3Z 


Homo sapiens hypothetical protem rLJ 14351 (rLJ 14351), mKNA 


NM UZ4/j1 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


XTA>r A0/1707 

NM UZ4/Z/ 


Homo sapiens hypothetical protein rLJ23259 (rLJ 23 25 9), mKNA 


XTA/f A0y1700 

NM UZ4/ZZ 


Ui^«^r% nriMiAMO V>t T^r^4\-i a4-l nn} ^tmr^^aim CT T 1 ^ "5 O O /CT TI^^OON m»T)XTA 

Homo sapiens hypothetical protein rLJ 13322 (rLJ \ mKNA 


XT\>f AO/1717 

NM UZ4/1/ 


LJ^m<^ Uvmi-k-fVkA'fCi^nl ^■mfs.4-e%l-ms. CT TO0 1/1 /I /CT TOO'2/lyl\ .^^DXTA 

Homo sapiens hypothetical protein rLJ22344 (rLJ22344), mKNA 


XT\yf AO/171 c 

NM UZ4/1J 


Homo sapiens hypothetical protein rLJ22o25 (rLJ 2262 5), mKNA 


XTAA AO /1 7 AO 

NM uz4/uy 


T T ^ ^ MrmM«AMM t«« rMA'i-l« A^-I 1 m-ma'^-/^* m CT Tl A 1 >4 /CT Tl A 1 mmTDXT a 

Homo sapiens hypothetical protein rLJ 14 146 (rLJ 14146), mKNA 


NM U24/Uj 


Homo sapiens hypothetical protein rLJ 13639 (rLJ 13639), mKNA 


NM UZ4/UJ 


Homo sapiens hypothetical protein rLJ22593 (rLJ22593), mKNA 


XT\>r AO/17A1 

NM UZ4/U1 


Homo sapiens anKyrin repeat and oUCo box-containing 13 (ASol3), mKNA 


XTA/f AO/IOHA 

NM UZ4/UU 


Homo sapiens Smad nuclear interacting protein (SNIPl), mRNA 


XTX/f A0/1^0^ 

NM UZ4oy-) 


Homo sapiens hypothetical protein rLJ 13993 (rLJ 13993), mKNA 


NM UZ4oyj 


TUmmaa mmmIamm Ik. f«»m4'1.«a4'I^m1 M«.M4>;n.I« CT TOAAAA /T?T T0AAAA\ .-rtOXT A 

Homo sapiens hypothetical protein rLJ20909 (rLJ20909), mRNA 


NM UZ4000 


Homo sapiens hypothetical protein rLJ 1303 1 (rLJ 1 303 1), mKNA 


XT\>f AO/f/^Q/C 
NM UZ40oO 


Homo sapiens hypothetical protein rLJ23033 (rLJ23033), mKNA 


XT\>f A0/I^7Q 

NM UZ40/o 


T T — — — rm«^<AMO V%ir««r>4-V« A^ii^nl CT TOO/1/1 1 /CT T01/1/1 1\ vmDXT A 

Homo sapiens hypothetical protein rLJ2344l (rLJ2344i ), mKNA 


XT\yf AO/l/^7^ 
NM UZ40/D 


Homo sapiens nypotneticai protein rLJ2ioio (rLJ2ioi6), mKNA 


XTXA A0/1^70 

NM UZ40/Z 


\^n.*v%r\. ^riM^AMO rM/x-fVk j^nl M«>y^4'AiM CT T0110A /CT TOHOA\ •mT>XTA 

Homo sapiens hypothetical protein rLJ23320 (rLJ23320), mKNA 


XT\4 AO/1/%/^/% 
NM UZ4000 


Homo sapiens nypotneticai protein rLJ 1 1 50o (rLj 1 1500), mKNA 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


XTX/I AO/liCCA 

NM 024650 


Homo sapiens hypothetical protem rLJ22531 (FLJ22531), mRNA 


NM 024649 


Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 


NM 024647 


Homo sapiens hypothetical protein FLJ 13287 (FLJ 13287), mRNA 


XT\ >r AO /I ^ /I A 

NM 024640 


Homo sapiens hypothetical protein FLJ23476 (FLJ23476), mRNA 


NM_024636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 

*>a\n*-a.A Morx-fAi*^ /CT TOOl v^T^XTA 

related protein (rLJ 23 153), mKNA 


INIVI UZH-OZO 


nomo sapiens nypomciicai proiem ri^jzjioo (rL»JZjiooy, miviN/\ 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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INlVi UZ'fOlJ 


1-l/\rvirk co«^iAnci v\Vko-^n O /'CI Til IOTA rv^DXT A 

riomo sapiens pnaiin z ^^ri^j 1 3 1 o / mKiN a 


iNIVl UZ^OIU 


rionio Sapiens nypoineiicai proiein rL«Jzzozj (rLJzzozjj, niiviNA 


MM nOAAHO 
INIVI UZ*IOU5r 


riouio sapiens nypoineiicai proiein rLrJZio4i (rLJzio4i hikina 


INlVl UZhOUO 


ooino sapiens nypoineiicai proiein rL»j 1 1 / jO (rLJ 1 1 /joj, hikina 


IN IVl UZHOU J 


nomo sapiens nypoineiicai proiein rL»jzufiyo (rLJZUoVOj, itikjna 


MAyf nOAAHO 
rNivi uzHOuz 


nomo sapiens nypoineiicai proiein rL»jzi i jo (^rLJZi Ijo), mJviNA 


IMIVI U^'rjjrj 


nonio sapiens nypoineiicai proiem ruj izooo (^rLJ izoooj, itlkina 




l-lnmrt cani<»nc h\/nrkfK^fir»Ql rtrrvf^in FT TOO 1 AA /FT T0O1 AA^ ml? XT A 

rtouio sapiens nypoineiicai proiein rL«jzziou ^rLtJZZiouj, nuvfNA 


MM nOA^HA 


rionio sapiens nypoineiicai proiem rLrj i jo4o (rL#J uo4oj, niKiNA 


MM 094^80 


T-Trkmrk cartionc Vlt/t^/^fVlaf«/<»o1 vM*/-k^Airk FT T1 1 1 10 /FT T1 1 1 1 0\ *vmDXT A 

riomo sapiens nypoineiicai proiein rL-j i j i ly (^rL»j i j i lyj, nuviNA - - 


"MM 074^70 

iNivi v^'tj /yj 


1-Trtmrk coniAnc ViimrktViAf ir>o1 nt^i-kf-Ain FT T1 lOlO /FT T1 1'710\ tmI^XTA 

nonio sapiens nypoineiicai proiein rLrJii / iz trL»Jii/iZj, mruNA 


MM flOA^A^ 


riomo sapiens nypoineiicai proiein tlj 14100 ^rLj 14100^, mKiNA 


MM noA^^^ 


TJ/^*^^ ooMlA-no ly%rr^d^4\\£^4-t/>n\ nfn+r^t'n T7T TO 1 1 Al /1?T TO 1 1AO\ mm T) XT A 

Homo sapiens nypotneticai protein rLJzl lUi (rLJzl lUJ), mKlviA 


MM noA^^o 


TJi^tv^y^ nrm«A«^r> Vi«r«><-k4-Vk A4-i/>n1 «^«>/-^4-£&i*^ T7T 1 1 O AOA /'C*T T10A0A\ m«iDXTA 

oomo sapiens nypoineticai protein fLJ izUoy (rLJ izUoy), mKiNA 


iNM UZ4j40 


jiomo sapiens nypotneticai protein fLJ i344y (rLJ 1 j44y), mKNA 


MAA nOA^'JA 


riomo sapiens nypotneticai protein fLJ izoo4 (rLJ lzoo4j, mRNA 


MM noA^io 

INIVI 


TJrx*v*^ c7o»x«A«^o V»-«y*N<^'fl«»ii+J/^ol M-ta^f-^in CT TOOOO^ /CT TOOOO>i"\ MA T) XT A 

Homo sapiens nypotneticai protein rLJzz /z4 (rLJzz /z4j, mKNA 


MM nOA^OA 
INM UZhjZO 


LJj-kw«i-k ooMiAMo l«-(n<k<^4-l«^4«^n1 n«>y%4-A«M T?T TOICOO /CT TO 1 COO\ Mi^OXTA 

Homo sapiens nypotneticai protein rLJzi jzz (rLJzl jzzj, mKiNA 


MM nOA^O'l 


Homo sapiens nypotneticai protein rLJzzuio {tLijzzvjj), ihkna 


INIVI UZH-jZZ 


TJ^«v^<-k r>o«>«£kno Vt^rMr%4Tk/^'f«^nl CT T10/CCA /CT T10£CA\ maOXTA 

Homo sapiens nypotneticai protein rLj izojU (fLJ IzojU), mKNA 


MM nOA^lA 
INM Uz4j 10 


Homo sapiens nypotneticai protein mvjv^40U0 (MLrL40U0j, mKiNA 


MAA nOA^ 1 A 
INIVI UZ^J 14 


HOmo sapiens nypoineiicai proiein mol^400J (MUC4oO-) ), mKiNA 


MM noA^ai 

INM UZ4jU/ 


Homo sapiens nypotneticai protein Mociu/yi (MUv^iu/yi j, mKiNA 


MM ni^Oftft 
INIVI UiJZoo 


Homo sapiens JviAAUz^y protein (iviAAUZjyj, hikina 


MM no AA 1 0 

INIVI uz'i'ny 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS 1 ), mRNA 


MM nOA'lA^ 
INIVI UZHJ'fD 


Homo sapiens nypoineiicai protein mltL/IU/od (MvjL/IU/Ojj, mKiNA 


MM nOA'^AH 
INIVI UZ'fjW 


Homo sapiens nypoineiicai protein MLrL/4i /y (moi^4 i /yj, mKiNA 


MM 004*5 '^n 


Homo sapiens nypoineiicai proiem mij\^4joj (moc4jod j, niKiN a 


MM CiOAIOf^ 
iNiVl UZf jZO 


oomo sapiens nypoineiicai proiein ivioi^i iz/y (mol^i iz/y), mKiNA 


MM nOA'^Ol 
INIVI UZ'fjZl 


Homo sapiens nypoineiicai protein mvji^iu4jj (mljl.iu4jj ), mKiNA 


MM nOA'? 1 9 
INIVI UZH-JlZ 


Homo sapiens nypoineiicai protein mvjl^4i /u (ivioL/4I /uj, hikina 


MM noA'inc 


Homo sapiens nypotneticai protein mljL/41 /z (MUC41 /Z), hikina 


MM noA'inT 

INIVI UZ'f jU / 


Homo sapiens nypoineiicai protein moi^4 i / 1 (MvjC4 i / 1 hikina 


MA^ nOAOQ^ 
INIVI UZhZVD 


Homo sapiens nypotneticai protein mijUjUo/ (MvjL/jUO/j, hikna 


MAA nonn/io 


XJ/\W1A PAM4AMC4 CT /^O A ^ «*A<^1l1n4'/<k<« /CT /^O A ^ D VV«I>XTA 

Homo sapiens oLL/zA4 regulator (oLCzA4KOj, mKiNA 


MA/T nifiAQI 
INM UlOH^yi 


Homo sapiens cuts w-iiKe protein (LUCjjo / 1 ), mKiNA 


INM UZ4 110 


Homo sapiens nypotneticai protein MOCjiUo (MOCjJUo), mKNA 


INM UZ4I 14 


U/-vr>-»/-v r'Ot-*i^:»»-»fi r»-\/^<-l^ia+»/^o I nvi^-fz^in AA/^/^/1000 /A4^/^/^^ OO 0\ wwDXTA 

Homo sapiens nypotneticai protein MO\^4oz/ (MUC4oz/j, mKNA 


XT\/f no/i 111 
iNM Uz41 1 J 


LJa*^^ ortMiAMn l«irMA4-l-k A4-ir<mt M«>n4-A«M AA/~'/^/10A0 /A O >4 O AO\ m»T3 XT A 

Homo sapiens nypotneticai protein MLrC4 /u / (M(jC4 /u /), mKNA 


MAA fiOAnOQ 

INM uz'Hiyy 


Homo sapiens n3^otneticai protein mvjCz4 / / (MUL'Z4 / / j, hikna 


XTM noAfioo 
INM UZHUyZ 


Homo sapiens nypotneticai protein mvjCj duo (MUCj jUo), hikina 


iNM Uz4Uo4 


Oy^vMr^ c«n«%«AMO U«fMr^'fU<^'f«i-»r>1 M«>y^4-A«M A >r/^/^'2 1 A/C /A>f/^/^'3 1 A/C^ m^T>XTA 

Homo sapiens nypotneticai protein MOC3 lyo (MOCi lyoj, mKNA 


M\A nOAfi^O 
INM UZ4U /Z 


Homo sapiens nypometicai protein moczoJ^ (MUL^zoJDj, hikna 


INM UZ4UO/ 


1-Tyx*Mrx nrtw%«i^M<« K« TM^4-l* rvnl M«*r«4-A«M A>r/^/^001 O /A^/^/^OOl 0\ MiDXT A 

Homo sapiens nypotneticai protein mocz / 1 o (MUCz / 1 o j, mKNA 


INM UZ4U0J 


Homo sapiens nypotneticai protein MOCji4/ (JV1CjCjj4/j, mKNA 


MM noAnAD 


t4r\TYin CQniAnc li\mntli#*tircil nrnfAin AAnr^OAQl /AA/^POAQl^ mPXJA 

nomo sapiens nypoineiicai proiein ivi\jv-/Z4yi (iviov-^Z4yi ), iTirviN/\ 


NM 024036 


Homo sapiens hypothetical protein MGC3 103 (MGC3 103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POTl), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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riomo sapiens uivrz,jt'jo4L/iy40 protein (UisxZ-rDo4dy40), niKNA 


iNivi yijjjj 


oomo sapiens ujvrZ*rjoODiozi protein ^uivrZrjooiilozl j, mKNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


iNM vZjyZj 


Homo sapiens nypotnetical protem rLJ13171 (rLJ13171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens nypotnetical protein (LOC65z43), mRNA 


rsm OzJOIj 


Homo sapiens nypotnetical protein FLJ21919 (FLJ21919), mRNA 


NM_02zoyy 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ 12934), mRNA 


NM_022o3o 


Homo sapiens DN A cross-link repair I B (PS02 homolog, S. cerevisiae) 

^UULlvblDy, mKJNA 


INM U22oJl 


Homo sapiens nypotnetical protein rLJ12o0o (FLJ 12806), mRNA 


JNM UzzoZo 


Homo sapiens nypotnetical protein rLJ21940 (FLJ21940), mRNA 


XTXyf moon 
JNM_02Zo22 


Homo salens hypothetical protein FLJ 123 87 similar to kinesin light chain 

\^rl^J 1 Z Jo / J, miNJN A 


INiVl UZZ/o't 


riomo sapiens nypometicai protein rLJ 1Z4 /o (FLJ 1Z4 /o), mKNA 


INM UZZ/oJ 


rtomo sapiens nypotnetical protein rLJiz4Zo (rLJlZ4zo), mRNA 


INIVI UZZ / /4 


Homo sapiens nypometicai protein fLJZI 144 (FLJZI 144 j, mKNA 


rNJYl UZZ/Oj 


Homo sapiens nypometicai protein rLJi ivi / (rbJl 1937), mKNA 


rNlVl UZZ /Oh 


Homo sapiens nypotnetical protein rLJizyyo (FLJ 12990), mKNA 


XT\>r n777^fi 

JNM UZZ /Do 


Homo sapiens nypotnetical protein rLJZzl9j (rLJ2219j), mKNA 


NM 022753 


Homo sapiens hypothetical protein FLJ 12903 (FLJ 12903), mRNA 


INIVI UZZ /4y 


Homo sapiens retinoic acid induced 16 (RAI16), mRNA 


INM UZZ /40 


Homo sapiens nypotnetical protein rLJ22390 (FLJ 223 90), mRNA 


INM \)Z.ZIjLo 


Homo sapiens neurogenic differentiation 6 (NEUR0D6), mRNA 


NM UZZ4yo 


Homo sapiens nypotnetical protein FLJ 13433 (FLJ 13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 


INM UZZ4o4 


Homo sapiens nypotnetical protein FLJ 13 576 (FLJ 13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 
(FLJ 13057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 

"5 nl^lx^ »^^1x..«l4- /lUTTT"' O A \ _^T1XT A 

3, alpha subunit (HiF-3A), mRNA 


NM_0224ol 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene2(FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protem 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protem FLJ 12541 similar to Stra6 (FLJ 12541), 

•mOXT a 

mKNA 


NM_0223o7 


Homo sapiens hypothetical protein FLJ 1 2287 similar to semaphorins 

/'ITT TIOOOOX mDXTA 

(rLJ iZZo /), mKNA 




nuiiiu aapiciio 2>iiiiuar lu vox iiiyuincgaiin ^j^v^v^OH i oz ^, nuvXN/\ 


NM 022356 


Homo sapiens growth suppressor 1 (GROSl), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATAl), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (1FRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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Momo sapiens ZoKU mterieron responsive protein (irKOzo), mRNA 


NM_022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


InM vZZiJj 


Homo sapiens sorting nexm 16 (SNA 16), mRNA 


INJYl_UZzlzO 


Homo sapiens phospho lysine phosphohistidine inorganic pyrophosphate 
pnospnatase (Lrirrj, mKNA 


xT\>r mono^ 
iNiYi uzzuy/ 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 




Homo sapiens nypotneticai protein rLrJZUo/l similar to rorZl (rLJzOovl), 

ml? XI A 

mKNA 


fNivi uzzuyu 


Homo sapiens transposon-denved Buster3 transposase-like (LOC63920), mRNA 


XTA/f ^00/17/1 


hiomo sapiens nypotneticai protein rLJZZ./y4.(rLJZZ/y4), mKNA - - 


INIVI \JZZ,\J / 1 


oomo sapiens nypotneticai protein rLJZuyo/ (rLJZuy6/j, mKNA 


INJVl UZZUOj 


riomo sapiens nypotneticai protein r lj 1 3 1 oo (r Lj 1 3 1 ooj, mKNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


NM \)ZZ\)jH 


Homo sapiens estrogen regulated gene 1 (ERCj-1), mRNA 


XTAyf no 1 CkA c 

NM Uziy4j 


Homo sapiens hypothetical protein FLJ2zl74 (FLJ22174), mRNA 


NM Uzly44 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM Uzly4l 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


NM_UZiyZo 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 

CPr^OO/O^ /"TJT TOO/C/IQ\ mDXTA 
orCZZ/Z3 (rL«JZZ04yj, mKJNA 


NM uziyz/ 


riomo sapiens nypoineticai protein rLj i jzzu yrLij i jzzuj, mKNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM UZIoZj 


Homo sapiens nypotneticai protein MDS025 (MDS025), mRNA 


NM UIjDZZ 


riomo sapiens UOl-43 protein (LUC516ZZJ, mKNA 


XTA/f mi /CIO 

NM uziojy 


Homo sapiens nypothetical protein ^Hlvz (orlyz), mRNA 


XTA^ nOIAT? 
NM UZlOj/ 


Homo sapiens nypothetical protein rLJ 14Uo4 (rLJ14Uo4), mKNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 

/^t^rtnM^I /'■iiW.-fVkn<i«1vr XT avmI^ am O /l/'i^XTXTO\ *mDXT A 

Channel, suDiamily N, member z (IvCNNZj, mKNA 


XTA/f AO 1 1 OO 

NM Uzl loZ 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


XT\>f AO 1 1 OA 

NM UZl 1 /U 


Homo sapiens dhlh lactor Hes4 (LUC5 /oOl mKNA 


XTA A AO \ \ AH 

NM UZll4o 


Homo sapiens angiopoietin-like ractor (CD 1 6), mRNA 


XTA>r AAC 1 yfiC 

NM_UUj 14o 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SARTl), 

mKNA 


XTN/f AO 1 AOO 

NM uziu/y 


Homo sapiens N-myristoyltransferase 1 (NMTl ), mRNA 


NM UZIU^O 


riomo sapiens una iveriD /ojuj, itikna 


XTA/f AO 1 A1 0 
NM UZiUlo 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


XTlV/f AA/^A/II 
NM UU0O4J 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


XT\/f Aio^/;^ 
NM Ul iJOy 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


NM UlJZjy 


Urkmrk oonionc VTA A 1 A7< nvrx-fatm /"VTA A lAI^A wiDXTA 

riomo sapiens jviaaiujd proiem (^iviaaiujD^, mKNA 


XTA/f A 1 AQin 

NM U14y / / 


Homo sapiens kiaauo/u protein/acmus (KiAAU6/0), mKNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


XTA A A 1 >1 1 A 

NM 014610 


Homo sapiens KlAAOOoo protein (KiAAOOSo), mRNA 


XTA A A 1 C C 1 

NM 015516 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


NM 01536O 


Homo sapiens DKFZP566C243 protem (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


XTX A f\ \ A A AO 

NM_0 14409 


Homo sapiens TAF5-like RNA polymerase II, p300/CBP-associated factor 
(PCAF)-associated ractor, 65 kD {TAF5L), mRNA 


1>I1V1 UIHJDO 


nomo sapiens i^ijvi nomeooox proicin o ^L>nAO ^, mivN a 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
siaiytransterase) (blA l4rJj, mKNA 


NM OOOoOl 


Homo sapiens KABij, member RAb oncogene lamily (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamine binding protem 1 (PQBPl), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan bmdmg protein 2 (HABP2), mRNA 


NM_004492 . 


Homo sapiens. general transcription factor IIA, 2 (I2kD subunit) (GTF2A2),- 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM__003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 

(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEXl 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (famesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class II, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 

DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 

m V 'VTA 

DRB5), mRNA 


NM_021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 

DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXIl), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXIl), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_130386 


Homo sapiens coUectin sub-family member 12 (C0LEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant II, 
mRNA 


NM_1 30778 


Homo sapiens collagen, type XVII, alpha 1 (C0L17A1), transcript variant short, 
mRNA 


NM_UUU4y4 


Homo sapiens collagen, type XVll, alpha I (COL17AI), transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (C0L16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (C0L15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1 , mRNA 


NM_1 30390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3, 
mRNA 


NM_1 30389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 
mRNA 


NM_021616 


Homo s^iens tripartite motif-containing 34 (TRIM34), transcript variant 1 , 
mRNA 


NM UjU950 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


NM_1 30785 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP), 

mRNA _ _ _ . 


INIV1_1 jU /o4 


Homo sapiens nypotnetical gene supported by AY027807; AY027808 
(LUCyi4zo;, mRNA 




Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


XJIVA 1 1 ATOO 

INM IjU/OZ 


Homo sapiens regulator of G-protein signalling 18 (RGS18), mRNA 


rMM ljU/ol 


riomo sapiens lRArJz4), mRNA 


JNM 13U//Z 


Homo sapiens MOOZ protein (olOUZ), mRNA 


JNM iju/oy 


riomo sapiens glycoprotein alptia z (Or Az), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


JNM 13U/00 


Homo sapiens OASZ (OASZ), mRNA 


NM 1jU/0/ 


Homo sapiens cytosohc acetyl-CoA hydrolase (CACH-1), mRNA 


NM 1jU//j 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens major histocompatibihty complex, class II, DP alpha 1 (HLA- 
UrAl), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


XTH A A'^'^A'>C 

NM U32035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


XTIW >r AITOC^ 

NM_017<>o2 


Homo sapiens ceroid-lipofuscinosis, neuronal 6, late infantile, variant (CLN6), 

mRNA 


NM UUoyoj 


Homo sapiens matrix metalloproteinase 23 B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(rlrRCArj, mRNA 


NM UU4o!)y 


Homo sapiens matrix metalloproteinase 23A (MMP23A), mRNA 


NM [jZjvyi 


Homo sapiens nypotnetical protein rLJ 13330 (rLJ 13330), mRNA 


NM 13U/Dy 


Homo sapiens immunity associated protein 1 (IMAPl), mRNA 


XTXif A1 00>l 1 

NM_Uiyo41 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5 (TRPV5), mRNA 


NM Ul /jo4 


Homo sapiens aldehyde reductase (aldose reductase) nke 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1,4-galactosyItransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


NM 013357 


Homo sapiens purine-rich element binding protein G (PURG), mRNA 


XTX M nt^tcc 

NM_016155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
mRNA 


XTXyf AAOO 1 T 

NM_UUzol J 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 9 
(PSMD9), mRNA 


XT\>f A0/IC/10 

NM UZ454y 


Homo sapiens nypotnetical protein rLJ21 127 (rLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


XTXyf A 1 CAfiQ 


riomo sapiens liiA Dmoing protein p4uu (rii'4UU), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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fMM UUjo/3 


Homo sapiens regulator or u-protein signalling 19 {RGS19), mRNA 


INM ljU4oy 


Homo sapiens Jun dimerization protein 2 Gdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


INM IJU4o/ 


Homo sapiens rAOh-5 protein (PAGE-5), mRNA 


NM_,1 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(A i rOCj), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (T0R2A), mRNA 


XTX/f no 1 ATA 

NMUz 107U 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 

mKJN A 


INIVl_UZUoup 


Homo sapiens UbAU/H (Asp-ulu-Ala-Asp/His) box polypeptide 36 (DDX36), 

mRXJA 


INiVl UIOjU^ 


Homo sapiens ouo noosomai protein lju isoiog (LUCjI lo /j, mKiNA 


iNiVl 1 ^W^hJ 


Homo sapiens aipepiiayipeptiaase 111 (Urri j, transcript variant z, mRNA 


iNlYl UUj /uu 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


INM UUOUZ/ 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 13039o 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRADl parathyroid adenomatosis 1) (CCNDl), 
mRNA 


NM_0 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript 
variant 1 , mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_0 15839 


Homo sapiens iicolin (collagen/fibrmogen domain containing lectin) 2 (hucolin) 
(rCN2), transcript variant SV3, mRNA 


NM_015o3o 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NM_0 15837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SVl, mRNA 


XTA jf AAOAA'? 

NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCNl), mRNA 


NM U1oj27 


Homo sapiens ureidopropionase, beta (UPBl), mRNA 


NM„016328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1 , mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 

/r/^XTO\ 4-^^^ n '.>n.I<«^4- OA/A .^T>XT A 

(rLN2), transcript variant SVO, mRNA 


NM 0023 lo 


Homo sapiens lysyl oxidase-like 2 (L0XL2), mRNA 


NM_1 30396 


Homo sapiens WNTl inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003880 


Homo sapiens WNTl inducible signaling pathway protein 3 (WISP3), transcript 
variant 1 , mRNA 


NM 003881 


Homo sapiens WNTl inducible signaling pathway protein 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNTl inducible signaling pathway protein 1 (WISPl), transcript 
variant 2, mRNA 


XTKA AA'JOOO 

NM_UU3ooZ 


Homo sapiens WNTl inducible signaling pathway protein 1 (WISPl), transcript 
variant 1 , mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CRl), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CRl), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVIl), transcript 

variant 1 , mRN A 


NM_1 30385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVIl), transcript 
variant 2, mRNA 


XTAA n 1 Q/100 

INM Ulo4yz 


Homo sapiens 1 -LAiC cell-onginated protein kinase (TOPK), mRNA 


iNM_UUz4oz 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p/o (mouse j (MAI;, mKNA 


NM 015920 


Homo sapiens ribosomal protein S27-like {RPS27L), mRNA 




Homo sapiens ribosomal protein, large, PO-like (RPLPOL), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPLIOL), mRNA 


NM 032236 


Homo sapiens FLJ23277 protem (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondm (FLJ 14440), mRNA 


XTXjT AOAT5 1 

NM_08073 1 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 3, mRNA 


NM_U8073U 


Homo sapiens mtermediate rilament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOVl), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protem (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containmg 1 (SCANDl), transcript variant 2, 
mRNA 


XTX if AI^CCO 

NM_0 16558 


Homo sapiens SCAN domain containing 1 (SCANDl), transcript variant 1, 
mRNA 


XTX jT a 1 C >I ^ O 

NM_015438 


Homo sapiens mtermediate iilament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


XTX jf AAT^TI 

NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain contammg ion transport regulator 1 
(phospholenmian) (FXYDl), transcnpt variant a, mRNA 


XTX M A^ 1 AA^ 

NM_021902 


Homo sapiens FXYD domain contammg ion transport regulator 1 
(phospholemman) (FXYDl), transcript variant b, mRNA 


XTX iff t\ t A 1 ^ A 

NM_014164 


Homo sapiens FXYD domain-contaming ion transport regulator 5 (FXYD5), 
mRNA 


XTX jff AA'*\ A 

NM 002463 


Homo sapiens myxovirus (mfluenza virus) resistance 2 (mouse) (MX2), mRNA 


XTX >r A1 A 

NM 014577 


Homo sapiens bromodomam contammg 1 (BRDl), mRNA 


XTX >r A'^IAAvl 

NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 


XTX A'^AOAA 

NM_020399 


Homo sapiens PDZ/coiled-coil domam bmding partner for the rho-family 
uTPase TClu (PIS 1 ), mRNA 


XTX JT a 1 "^AO r 

NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


XTX A A 1 O-^ A A 

NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


XTXiT A 1 ^ 1 AA 

NM_016100 


Homo sapiens N-acetyltransferase 5 (ARDl homolog, S. cerevisiae) (NATS), 
mKNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


XTX >f AAT^^O 

NM 007363 


Homo sapiens non-POU domam contammg, octamer-binding (NONO), mRNA 


INIVI UUZ*fJO 


Homo sapiens mannose receptor, C type 1 (MRCl), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMGl), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


NM_U02o3o 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM023915 


Homo sapiens G protem-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 

(SHCl), mRNA 


NM 0l64y0 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mKNA . . - 


NM^ 01 4475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protem beta 1 (SIRPBl), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protem 1-like (HSPAIL), mRNA 


NM_004o48 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(rlPNbl), mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fiicosyltransferase) (FUT8), 

,^T> XT A 

mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript vanant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQAl),mRNA 


NM_006442 


Homo sapiens DRl -associated protein 1 (negative cofactor 2 alpha) (DRAPl), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1 , nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcnpt variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 17, 

mRNA 


NM_080812 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 14, 
mRNA 


XTX iT AOAOAA 

NM_080809 


Homo sapiens collagen, type XIII, alpha 1 (C0L13AI), transcnpt vanant 13, 
mRNA 


NM__080808 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 1 1 , 
mRNA 
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NM_080806 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcnpt variant 10, 
mRNA 


NM_080805 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcnpt vanant 9, 
mRNA 


NM_080804 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 8, 
mRNA 


NM_080803 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 7, 
mRNA 


NM_080802 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcnpt variant 6, 
mRNA . . . _ 


NMOSOSOl 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript vanant 5, 

mRNA 


NM_080800 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcnpt vanant 4, 
mRNA 


NM_080799 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 3, 
mRNA 


NM_080798 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcnpt vanant 2, 
mRNA 


XTHif AA^'^AI 

NM__005203 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcnpt variant 1, 
mRNA 


NM 004395 


T T • Jl 1 • < /'T"^ T^ ^T1\^ • A ■% ^ T A 

Homo sapiens drebrin 1 (DBNl), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBNl), transcript variant 2, mRNA 


XT* M AOATA*** 

NM_080792 


TT _ _ • I'* 111* I'l 1 1 "jI a • 1 1 

Homo sapiens brain-immunoglobulm-like molecule with tyrosme-based 
activation motifs (BIT), mRNA 


NM_080816 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 
mRNA 


NM_0 18556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1, 
mRNA 


XTX A AAAOCTf 

NM_000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


XTX >r AOA>IO^ 

NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000516 


T T • >^ "V T A €^ 1 1 ✓.^^'V T A \ - • j • - ■« T A 

Homo sapiens GNAS complex locus (GNAS), transcnpt variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NM_080926 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610), mRNA 


NM_080924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA 


NM_080925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) III beta (H. 
sapiens) (LOG 129020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


NM_080913 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2', 

mRNA 


NM_UU1 lol 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1 , 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGRl), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SELIL), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SOROS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTDl), mRNA 
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NM 052500 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM_032782 


Homo sapiens hypothetical protein FLJ 14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NM_021o25 


Homo sapiens transient receptor potential cation channel, sub&mily V, member 

4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 

/T TT"\ TT^ri'^ \ nVT A 

(HIVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM__0.15192- 


Homo sapiens phospholipase C, beta 1 (phGSphGinositide-specific)(PLCBl), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domams-contammg protem 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_0 13305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B ( WDR5B), mRNA 


VTX M A 1 ^ 1 TA 

NM_01ol79 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


XTX K A 1 ^ ^ A*^ 

NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_0 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NMO 12459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPCl), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class II, DR beta 1 (HLA- 

TXT* T* 1 \ T A 

DRBl), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_1 30384 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 6, 
mRNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 5, 

mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFGl), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 4, 
mRNA 


NM_033628 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript vanant 3, 

'O XT A 

mRNA 


NM_016381 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript vanant 1, 
mRNA 




riomo sapiens orij-aomain Kinase oinamg proiein i (^onjivDr i itlkjna 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant delta, mRNA 


NM_0 13997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant gamma, mRNA 


NM_0 13996 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant alpha, mRNA 


NM_U 16235 


Homo sapiens G protein-coupled receptor, family C, group 1 , member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SFl), mRNA 


XTIkX AAA'T^A 

NM 000230 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


XTX^r AA'^ 1 oc 

NM_0031o5 


Homo sapiens TAF4 RNA polymerase II, TATA box bmdmg protem (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


NM_0031b2 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

gamma) (TACl), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


NM_005857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


XTXvr AAZri AO 

NM 006103 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 1 , 
mRNA 


XT\ jT A0AT5^ 

NM_0o0736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 
mRNA 


NM_080735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 
mRNA 


N MO 8073 4 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4, 
mKNA 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

ml? XT A 




Homo sapiens WAr lour-disulriae core domain 1 (WrUCl), mRNA 


XTA>f nnT IOC 
INM UU/lZo 


Homo sapiens pre-B lymphocyte gene 1 (VPREB 1 ), mRNA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM_UUj1Uj 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 

(^avJlvLl J, mKJNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (S0RCS2), mRNA 


NM xjjZyio 


Homo sapiens Vrbiu domain receptor protein bUKCo l (oUKL/ol), mKNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSXl), mRNA 


NM_080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1, mRNA 


NM_006711 


Homo sapiens RNA binding protein SI, senne-nch domain (RNPSl), transcript 
variant 1, mRNA 


NM_080594 


Homo sapiens RNA binding protein SI, senne-nch domain (RNPSl), transcript 
variant 2, mRNA 


NM_ 100486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM^l 00264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NMO 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant I, mRNA 
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MM UU!>/U1 


Homo sapiens RNA, U transporter 1 (RNU 1 1), mRNA 




Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo salens KIAA0943 protein (Apg4B), mRNA 


MM UzUzjj 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM Olojiz 


Homo sapiens WW domain binding protein 1 1 (WBPl 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


NM_0 15542. 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENTl), mRNA 


NM_002833 


Homo sapiens protem tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 1 , mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_0 14369 


Homo sapiens protem tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo salens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 

(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


TT • X * A • \ \ X X A T*.^*V A r\. r' 

Homo sapiens protein tyrosine phosphatase, non -receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


TT ' X ^ A ^ \ \ A A A -tfl /T%rnTW T 4 4 \ 

Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPNl 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPNl 1), 
transcript variant 1 , mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 

NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (B AT4), mRNA 


NM_004639 


T T • T TT A T^ * a \ a • j ^ /'T^ A 9 1 \ .■ •a • ^ ■« 

Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


rMM_UU4o4U 


Homo sapiens HLA-B associated transcript 1 (BATl), transcript variant 1, 
mRNA 


X1K>f AOACOO 

NM_0o0598 


Homo sapiens HLA-B associated transcript 1 (BATl), transcript variant 2, 
mRNA 


NM_0o0797 


Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 
3, mRNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 

2, mKJNA 


NM_022105 


Homo sapiens de^h associated transcription factor J (DATFl ), transcript variant 

1, mKiNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DABl ), mRNA 


NM_0607oO 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


NM_050759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1 , 
mRNA 


NIVl_0U43y2 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 

«-iD XT A 

mKNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mKNA 


NM_0 16569 


Homo sapiens T-box 3 (ubar manmiary syndrome) (TBX3), transcript variant 2, 

mKNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_0 80701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 
mRNA 


XTX Jf AOA^AA 

NM_080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


XTX jT AAT^AC 

NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 
mRNA 


NM_080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 

mRNA 


XTA >f AO'?A1A 

NM_023010 


Homo sapiens similar to yeast UpD, variant B (UPF3B), transcript variant 2, 
mRNA 


XTA >r AOA^OT 

NM_080687 


Homo sapiens similar to yeast UpG, variant A (UPF3A), transcript variant 2, 
mRNA 


XTX it AO'iAl 1 

NM_023011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


XT\ Jf AOA^'^A 

NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COLl lAl), transcript variant C, 
mRNA 


NM_0 80629 


Homo sapiens collagen, type Xl, alpha 1 (LOLI lAl), transcript variant B, 

__T>XT A 

mKJNA 


iNM_UU1oj4 


Homo sapiens collagen, type Xl, alpha l (COLl 1 Al ), transcript variant A, 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_0 14481 


Homo sapiens apurmic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NJVl_0Ulo41 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1 , mRNA 


fNM UoUoJy 


Homo sapiens similar to gamma-glutamyltransferase 1 (L0C9 1 227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 

protein (^boUN j, mKNA 


NM_030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM UoOvzU 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOG 129026), mRNA 


NM_0314oO 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 

(^JvCNJvl /J, mKNA 


NM UJiUjo 


Homo sapiens protocadnenn 15 (rCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM Uj3j1o 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BATS), mRNA 


NM 002279 


Homo sapiens keratm, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


NM_016310 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


XTIk M AO 1 l\t\ 1 

NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 

O — T>XT A 

3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protem 1 (PTBPl), transcript variant 

1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM__022454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX 17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 

Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


XTH K AOO 1 OO 

NM 022122 


Homo sapiens matrix metalloprotemase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protem (CHERP), 

.^OXT A 

mRNA 


XTX AA^AI O 

NM_00o918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 

IIKC ^o^j1-^L»J, miviN/v 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPMl), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PR0L4), mRNA 


NM_006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


•v T'fc # t\t\ ^ f\ C C 

NM_006055 


Homo sapiens LanC lantibiotic synthetase component C-hke 1 (bacterial) 
{LANCLl).mRNA 


NM_005716 


Homo sapiens regulator of G-protem signalling 19 interacting protein 1 

(RGS19IPl),mRNA . . 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2). mRNA 


NM_001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1, (angioedema, hereditary) (SERPINGl), mRNA 


NM_003307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

r\ /TTl T*Tk Jff'^\ _^T>XT A 

2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(INrSF 14), mRNA 


JNM UUzyo4 


Homo sapiens small mducible cytokme A4 (SCY A4), mRNA 


NM 002105 


Homo sapiens H2A histone lamily, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, tneta 1 (HBQl), mRNA 


NM 00055o 


Homo sapiens hemoglobin, alpha 1 (HBAl), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM \iYilK>2 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM_0 16732 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1, mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBEl), mRNA 


NM_007367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript vanant 2, mRNA 


NM 005332 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


XT* Jff r\c\c A^Q 

NM 005438 


Homo sapiens FOS-like antigen 1 (FOSLl), mRNA 


NM_000158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branchmg 
enzyme, Andersen disease, glycogen storage disease type IV) (GBEl), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBGl), mRNA 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NO UUUUUO 


Homo sapiens genomic alpha globin region (HB A@) on chromosome 1 6 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCMIO minichromosome maintenance deficient 10 (S. 
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cerevisiaej (^ml-miuj, niKNA 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
memDer lu (^oLri-^iOAiu^, mKiNA 


INIVI UloZ'fU 


riomo sapiens Kin oi iivivc iikc v^urosopniia^ ^iviKiviiLj, nuvNA 


iNiVl UiOUU*f 


riomo sapiens cnromosome zu open reaoing trame y (i^zuorivj, mKNA 


INM UU0o4i 


Homo sapiens solute carrier ramiiy 38, member 3 (bLC3oA3 j, mKNA 


iNjyi_uuj /Zj 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
aenyurogenase, j-nyaroxysieroiQ epimerase (^KUUrij, mrviNA 


vjri nnnnnQ 
iNo uuuuuy 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


INIVI UoUo/O 


oomo sapiens enaomeiiai leciin riL»-z (riL-z j, mKiN a 


INJVl UoUo /O 


Homo sapiens protein pnospnaiase (^oRKr i j, mKNA 


INJVl 


riomo sapiens anKyrin repeat ana buco Dox-containmg j (Abo j j, mKNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASBl 1), mRNA 


fNM UoUo/Z 


Momo sapiens iviaai / / / protein (UncMi4j, mKNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM UoUoo4 


Homo sapiens relaxm 3 (H3) (RLN3), mRNA 


NM 080563 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASBl 6), mRNA 


NM_UoUooz 


Homo sapiens SrKY aomain-containing SOCS box protein SSB-4 (SSB-4), 
mKNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM UoUooU 


Homo sapiens testes speciiic A2 nomolog (mouse) (TSGAz), mRNA 


XTA A A1 ^1 CA 

NM UIoIjU 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


XTXA AA>I 1 TA 

NM_0u4 1 70 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLCl Al), nuclear gene encoding 

mitochondrial protein, mRNA 


XTIV jf A 1 n/i 1 1 

NM Ul /ol 1 


Homo sapiens hypothetical protein DKrZp762Az27 (DKrZp762A227), mRNA 


XT\>r AO coo A 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 

*viDXT A 

mKNA 


XTA A A 1 O C /I O 

NM U1oj4o 


Homo sapiens down-regulated m lung cancer (HLCDur 1), mRNA 


NM_UoU/4U 


Homo sapiens similar to Ovis aries Y chromosome repeat region OYl 1.1 

mKNA 


XTAyi ni71A'^ 
NM UiZIOj 


riomo sapiens r-DOx ana leucine-ncn repeat protein y (rDALy j, mKNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


XT\>I A 1 O 1 /J A 
NM UlZlOU 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


XTA >f A 1 O 1 CO 

NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protem 6 (FBXL6), transcript 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 

variant 2, mRNA 


NM_0121ol 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variani i , miviN a 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHAl), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 




Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


NM_032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NM_032952 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 

transcript variant 2, mRNA 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1 , mRNA 


XT/^ f\f\r\f\f\Q 

Mvj^UUUUUo 


Homo sapiens genomic cytochrome P450,. subfamily IIA (phenobarbital- _ 
inducible) (CYP2A) on chromosome 1 9 


JNJVl \jj\Jo\Jy 


Homo sapiens chromosome 12 open reading frame 22 (C12orf22), mRNA 




Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDRl), 

mDXJA 

rriiviN/\ 


VTAyf n9n?AA 
rNiVl yJZVZ^H 


riomo sapiens cnoime pnospnotransierase i ^i^rir 1 1 j, mKJNA 


VTAyl n 1 Qn7A 
INIVI yJlyyj/'t 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


>j\A n 1 fioon 
iNiYi uioyyu 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


JNJVl Ul /ojj 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


INiVl UloZDD 


riomo sapiens eiongaior proiein z \ \i,\^rL j, mrUN a 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


JNJVl uiH-yz/ 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


INM UJzz4/ 


Homo sapiens selenium donor protein (SPS), mRNA 


NM Ulzloj 


Homo sapiens r-box ana WD-40 domain protem 3 (FBXW3), mRNA 


NM_007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


NM_000646 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
6, mRNA 


NM_000645 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


NM_000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
2, mRNA 


NM_000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


NM_000642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
1, mRNA 


IN JVl_U U vUZ O 


Homo sapiens amyjo-i, o-giucosiaase, 4-ajpna-gJucanoiransrerase (^gjycogen 
debranching enzyme, glycogen stomge disease type III) (AGL), transcript variant 

4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_0 17662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6). mRNA 


NM_0s0744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 

domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COLlOAl), mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 

mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NM_020708. 


Homo sapiens. solute carrier family 12, (potassium-chloride transporter) member 

C /OT I'^A^X nXTA 

5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens nbosomal protem L26-like 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3 A43), transcnpt vanant 2, 
mRNA 


NM_022o20 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 {C20orf72), mRNA 


NM 021029 


Homo sapiens nbosomal protem L36a (RPL36A), mRNA 


NM_001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM_033645 


Homo sapiens F-box and WD-40 domain protein IB (FBXWIB), transcript 
variant 1 , mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXWIB), transcript 

— * _ A. ^ ¥^X1 A 

variant 2, mRNA 


NM_0 12300 


Homo sapiens F-box and WD-40 domain protein IB (FBXWIB), transcript 
variants, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20ori81), mRNA 


NM_0 14958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 

_0 XT A 

mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (0R5V1), 
mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protem (APBA2BP), transcript vanant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 1 , mRNA 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


NM031228 


Homo sapiens chromosome 20 open reading fi^me 18 (C20orfl8), transcnpt 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


M\/f H'J 1/10/1 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair IC (PS02 homolog, S. cerevisiae) 
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INM VZZyjyy 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADHIB), 
mKNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sapiens chromosome 20 open reading frame 77 (C20orf77), mRNA 


X TA /f A 1 O 1 yf 1 

1NIVI_012141 


Homo salens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 
mRNA 


NM 021225 _ 


. Homo sapiens prolmetnch 1 (PROLl), mRNA - 


XTiv>r f\r\/i^f\o 
NM_00oD0o 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic thread protem-like (rat) (REGL), mRNA 


iNM 0203jO 


Homo sapiens chromosome 20 open reading frame 32 (C20orf32), mRNA 


NM_0203oy 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
(Mrongyiocentrotus purpuratusj (rbCNJ), mKNA 


rNivi uzui^j 


Homo sapiens bHJ-aomam uKD2-liKe enaopnilm B2 (SH3GLB2), mRNA 


NM_020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM Uiy02j 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCPl 1), mRNA 


NM 01 fjoy 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


NM 015092 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


NM_Uiooy / 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 

(LANCL2), mKNA 


NM_01oO / / 


Homo sapiens acetyl-Coenzyme A synthetase 2 (ADP forming) (ACAS2), 

«««DXT A 

mKNA 


jNJVI U1o4j1 


Homo sapiens chromosome 20 open reading frame 180 (C20orfl80), mRNA 


JNiVl UIo/Zj 


Homo sapiens interleukin 17B receptor (IL17BR), mRNA 


NM 01o4/4 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orG5), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


NM 017o74 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


XTX Jf AITOCA 

NM 017o59 


Homo sapiens uridine kinase-like 1 (URKLl), mRNA 


NM 017798 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


NM_0 17789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4C (SEMA4C), 

mKNA 


XT\^ A 1 77 1 A 

INJVI Ul / / 14 


Homo sapiens chromosome 20 open reading frame 13 (C20orfl3), mRNA 


INM Ul /O / 1 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


XTAyf niS'ifi/l 

rNlVl UloJo4 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 


INiVl U1ojj4 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA 


XTllyf ftlfi'2/17 
INM UloJ4/ 


Homo sapiens cnromosome 20 open reading irame 29 (C20ori29), mRNA 


m Q177 


Homo sapiens chromosome 20 open reading frame 38 (C20orG8), mRNA 


W\A A 1 COCO 
NM 0Io2o2 


Homo sapiens paraspeckle protein 1 (PSPl), mRNA 


NM Ulo2/U 


Homo sapiens cnromosome 20 open reading frame 20 (C20ort20), mRNA 


XTA>f A 1 00<7 

NM 01o2j/ 


Homo sapiens chromosome 20 open reading frame 36 (C20orf36), mRNA 


XTAjf Aid 07 

NM 01ol9/ 


Homo sapiens zinc finger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


nuiiiu i>dpienb ebirogen-reidLca receptor oeia iiKe i (^c&IxJvdl*! j, miviNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15 -dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orC4), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orO4), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM^016319 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COra7A), mRNA 


NM 0159o5 


Homo sapiens angiopoietm 4 (ANGPT4), mRNA 


NM_0 15834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (REDl homolog rat) 
(ADARBl), transcript variant DRADA2c, mRNA 


NM_0l5o33 


Homo sapiens adenosine deaminase, RNA-specific, Bl (REDl homolog rat) 
(ADARBl), transcript variant DRABAzb, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-liKe GTP-bindmg (REM), mRNA 


NM_014841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 

/OXT A T»/>1 \ "OXT A 

(SNAP91), mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHXIB), mRNA 


NM_015313 


Homo sapiens Rho guanme nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_0 14784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEFl 1), 
mRNA 


NM_0 14862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 

mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


XTn jt ai e^^f\ 

NM_0 15629 


Homo sapiens PRP3 1 pre-mRNA processing factor 3 1 homolog (yeast) 

(PRPF31), mRNA 


XTX M f\ \ C A \ ^ 

NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20ori28), mRNA 


XTX iT Al A^^C 

NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


XTX Jf A 1 yl cm 

NM 0145^2 


Homo sapiens Kv channel interacting protem 1 (KCNIFI), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

cnromatin, suDiamiiy a-like 1 (oMAKCALl), mKNA 


XTAvf A 1 1 /I /I O 

NM 013442 


Homo sapiens stomatin (brB72)-like 2 (b 1 UMLz), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXTl), mRNA 


XTX A r\ 1 O O 1 ^ 

NM 013316 


Homo sapiens CCR4-N0T transcription complex, subunit (CN0T4), mRNA 


NM_0 13348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14), mRNA 


XTX j1 AI'^'^^A 

NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lor©), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLGl), mRNA 


NM 000519 


TT^ 1 11* JIa XT TT^T~V\ T^ X T A 

Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


TY— * 1 /'TXX T A J* J. J\ • /T^XXT 0\ ¥*XT A 

Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actm bindmg LIM protem (ABLIM), transcript variant ABLIM-m, 

mRNA 


NM_002313 


¥ T ' J.* 1 • I* ¥ X"fc M A ^ / h. ¥^ ¥ ¥'k ^\ a * a * j A T% ¥ ¥^ # \ 

Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 

XT A 

mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischann (NISCH), mRNA 


NM_00o720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (C0PS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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oi Ldy ^^\-/riL(i ), mrviN A. 


fNjyi uuo*fiu 


riomo sapiens rii v-i i at interactive protein 2, jo ku (H l a l lr2j, mKNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


iNM UUoj4o 


Homo sapiens golgi transport complex 1 (90 kD subumt) (uOLTCl), mRNA 


INM UU04Uo 


Homo sapiens anterior gradient 2 homo log (Xenepus laevis) (AGR2), mRNA 


INM UUOlUO 


Homo sapiens Yes-associated protein 1, 65 kD (YAPl), mRNA 


xTiv/f nrt/^r\o/c 
iNM uuouyo 


Homo sapiens N-myc downstream regulated gene 1 (NDRGl), mRNA 


MM_UUoU / I 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


fNivi uuouyz 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA - 


NM 005748 


Homo sapiens YYl associated factor 2 (YAF2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM 005622 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM_005733 


Homo sapiens RAB6 interacting, kinesin-like (rabkinesin6) (RAB6KIFL), 

mKNA 


NM_005ooo 


Homo sapiens sialyltransierase oD (alpna-2, o-polysialytransierase) (S1AT8D), 

ml? XI A 


JNJVl UU30U0 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


INM UVJHOy 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTEl), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMIl), mRNA 


XT\>f AAC 1 AO 

NM 005 lOo 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 

(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-binding region (RNPl, RRM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 

protein 47), member 1, (collagen binding protein 1) (SERPINHl), mRNA 


NM_004317 


Homo sapiens arsA arsenite transporter, ATP-bmding, homolog 1 (bacterial) 
(ASNAl), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
lunction) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBPl), mRNA 


XTX JT AA'>AA0 

NM_003098 


Homo sapiens syntrophm, alpha 1 (dystrophm-associated protem Al, 59kD, 
acidic component) (SNTAl), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransierase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


XTX vT AA'^ CTA 

NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 




Homo sapiens pleiotropic regulator 1 (PRLl homolog, Arabidopsis) (PLRGl), 

mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLKl), mRNA 


NM 003653 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (C0PS3), mRNA 


XTAvf riAAAOl 

NM_U000o3 


Homo sapiens chloride channel 1 , skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCNl), mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


XTX M A A 1 1 1 O 

NM_001 1 12 


Homo sapiens adenosine deaminase, RNA-speciflc, Bl (REDl homolog rat) 
(ADARB 1 ), transcript variant DRADA2a, mRNA 


NM_004370 


Homo sapiens collagen, type XII, alpha 1 (C0L12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type XII, alpha 1 (C0L12A1), transcript variant short, 
mRNA 


NM_060681 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcript variant 1, 

™.T~> XT A 

mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


XTXif AAA^'^O 

NM_000o38 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S-protem) (VI N), mRNA 


XTWr AOAiCOO 

NM_050o82 


Homo sapiens vascular cell adhesion molecule 1 (VCAMl), transcript variant 2, 

m IV IN A 


INJV1_UU1U /o 


Homo sapiens vascular cell adhesion molecule 1 (VCAMl), transcript variant 1, 

mivINA 


INM UUOl I J 


Homo sapiens preferentially expressed antigen in melanoma (FRAME), mRNA 


INM UUUl /j 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


INJYI UZUjZO 


riomo sapiens iipn/\o (^lir rlAo ^, mrviN a 


INM uuziuy 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


xT\/t r^ioonc 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


INIVI UV/'fOUo 


tiomo sapiens i-dox o ^^irsAoj, iranscnpL variant i, miviN/v 


iNJVl VoV/JO 


riomo sapiens i -dox o yi u ao ), iranscripi variani z, mKiN a 


INIVI UoU/lo 


nomo sapiens i -dox j \ i oa j ), iranscnpi variani z, miviN a 


INJVl UoU / 1 / 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


xixyr AAA 1 00 
INM UUUIVZ 


Homo sapiens i -dox j (i dAD transcript variant i , mKJN A 


xT\>i ncnc^o 
INM UoUojZ 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


INM UoUoZ4 


Homo sapiens chromosome 20 open reading frame 1 06 (C20orfl 06), mRNA 


INM UoUoZZ 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


XTA/r A0AC71 
fNM UoUoZI 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


XT\>f ncncoA 

INM UoUoZU 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


xTA>r ncnfi 16 

INM UoUolO 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


XTA/f Acnci7 
iNM UoUo 1 / 


Homo sapiens G protein-coupled receptor 82 (GPR82)5 mRNA 


INM UoU/y4 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


XTAyf A7AQ7'2 

INM uzuy / J 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


XTA4^ f\^A 117 

iNM Uj41 IZ 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


XTA>f f\ \ A i A C 

NM 014145 


Homo sapiens chromosome 20 open reading frame 30 (C20orG0), mRNA 


XTAyf (\'X'yA(\Q 
INM VjjWy 


riomo sapiens cnromosome zu open reaoing irame o*t v.^zuorij4j, miviN a 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 




oomo Sapiens cnromosome zu open re^Ging irame 4o v.>-"^uori4oj5 niKJNA 




riomo sapiens cnromosome zu open reaamg irame 3y v^zuortivj, mKNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


MM UZ4U// 


Homo sapiens bbCib binding protein 2 (SBr2), mRNA 


NM__022730 


Homo sapiens C0P9 constitutive photomorphogenic homolog subunit 7B 
( AraDiaopsis; (CUro/Dj, mKJNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQl), mRNA 


NM_Uz2!)0o 


Homo sapiens aldenyde denyrdogenase 8 lamily, member Al (ALDHoAl), 

mKINA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM U220o2 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 

*v«am^Ua«> 1 A /CT i^A A 1 A\ mDXT A 

member 10 (aLC4A10), mKNA 


NM U2123U 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM__021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTFl), 

mDXT A 

mKNA 


NM_005235 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETSl), mRNA 


iNM U2U40J 


Homo sapiens NDKu lamuy member 4 (NDKCj4), mKNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affmity glucose cotransporter), 
member 4 (bLC5A4), mKNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_0 15665 


TT_ 1 1 J I.* 1 • • 1 '■/'All 

Homo sapiens achalasia, adrenocortical insufficiency, alacnmia (Allgrove, tnple- 
A)(AAAS),inRNA 


NM_021950 


Homo sapiens membrane-spannmg 4-domams, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) {MS4A1), mRNA 


XTAiT AACCOA 

NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


XTXif AAACOl 

NM_U 00533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLPl), mRNA 


NM vioZdZ 


Homo sapiens baculoviral lAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4 A, member 1 (SULT4A1), mRNA 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


XTX jf r\r\ /' z' r\f\ 

NMOOooOO 


Homo sapiens nuclear distnbution gene C homolog (A. nidulans) (NUDC), 
mRNA 


XTH K f\t\£. \ AC 

NM_006145 


Homo sapiens DnaJ (Hsp40) homolog, subnnaily B, member 1 (DNAJBl), 
mKNA 


XTX if Arte 1 OA 

NM_005120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
kJJ subunit; ( 1 NKU 1 1 ), mKJNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosyntnesis-liKe 1 (o. cerevisiae) (DrH2Ll), mKNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CFAGl), mKNA 


XTlV>f AOATCA 

NM O0O75O 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


iMM U32olV 


T T i-t.-Li-l.J-. ««nM«AM« n^MA f*mr^r^W MMy^4-A«M /''7XT^^>I 1 \ «mDXT A 

Homo sapiens zinc linger protein 341 (^Nrj41), mKNA 


JNIYI_U1 loyj 


riomo sapiens ucAi/zri ^Asp-oiu-Aia-Asp/riis ) oox poiypepiiae / / ^jjliaz / 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


NM UoU/jy 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_050732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_05304o 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 

"n XT A 

mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, o (hDuo), mRNA 


NM_oioOoy 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


INM UzizUD 


Homo sapiens Wnt-l responsive Cdc42 homolog (WRCH-1), mRNA 


XTA/T n'20/10^ 

JNM KjjZWj 


Homo sapiens nypotneticai protein oMArJ l (bMArilj, mKNA 


INM Uizjjo 


Homo sapiens mterleukm-l HY2 (1L1HY2), mRNA 


JNM_U14j31 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
systemj memoer 1 1 ^olL//ai i ), mKNA 


iNM Ul /J04 


Homo sapiens staDilin-z 1 Adz), mRNA 


NM 020924 


Homo sapiens bioref (bioreO, mRNA 


XTTV/f r\ 1 ^'J ^/C 

NM Uljjjo 


Homo sapiens scriDble (oCKlb), mKNA 


NM UiUo4o 


Homo sapiens bb 1 domain-containing protein 7 (SET7), mRNA 


NM Ulo4oo 


Homo sapiens 1 -box 4 ( 1 dX4), mRNA 


NM U104/U 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_UoU722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromDosponam type i motii, 14 (AL/AM1o14), mKNA 


NM UoUO/O 


oomo sapiens cnromosome zu open reading trame ioj (Czuorriijj, mKNA 


XTA^ ACAA'7/1 
NM UoUO /4 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


INM UoUOZl 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM UoU/iy 


Homo sapiens nypotneticai protein MijC44 /j (MOL/44 /3 ), mKNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VlR-like 1 (VlRLl), mRNA 


XT\ Jf AA'70CA 

NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_0o0o3 1 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 

mKNA 


NM_U14jyo 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 

mPXT A 

mKINA 


NM UloOOo 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM UZ/y 10 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAEl RNA export 1 homolog (S. pombe) (RAEl), mRNA 


XIA X A 1 >l A/C 1 

NM 014051 


Homo sapiens AFR-1 protein (MAuEHl), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_0Uloo7 


Homo sapiens cytochrome c oxidase subunit VIIc (C0X7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit Vllb (C0X7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM_001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


TT • A 1 "J 1 T FTT 1 J.* 3 ^ IX 

Homo salens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(C0X7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens coUectin sub-family member 10 (C-type lectin) (COLECIO), 
mRNA 


NM_080544 


Homo sapiens collagen-hke tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant.VII, mRNA 


NM_080542 


TT • 11 1*1 J*1 1 '^/"l M 1 {* t A ' "V 

Homo sapiens collagen-hke tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


TT ■ 11 1*1 j*i 1 '^/'i A 1 r* 1 . • \ 

Homo sapiens collagen-hke tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-hke tail subunit (smgle strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


TT " 11 t"l A*1 1. 'a/* I A. J \ A • \ ^ 

Homo sapiens collagen-hke tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


NM_080538 


TT • 11 1 '1 A '\ 1 * A / ' 1 A 1 /* I A * \ /» 

Homo sapiens colIagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NM_005677 


TT * 11 l*t A *\ 1 'a / • « A 1 « A * N 

Homo sapiens collagen-hke tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


TT • A. * \ A. ^ A. * A TWi '\ / k. T^T» 'W. a 'a. "a/^ 

Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_016085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


FT • 1 * J 1 A* 1* 1 /"/^ A m *T T^'VT A 

Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 

1 1*1 1 A / k. 1 !• 'jII'Ij* 

and dihydroorotase (CAD),, nuclear gene encodmg mitochondrial protein, 
mRNA 


NM_032493 


Homo sapiens ad^tor-related protem complex 1, mu 1 subunit (API Ml), 

mRNA 


NM_001128 


TT * % A 1^1 A * l« \ \ * A ^ k. TX 4 I X 

Homo sapiens adaptor-related protem complex 1, gamma 1 subunit (APIGI), 

mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protem complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


NM_080549 


TT • A * A^ * % \ A^ A^ A^ ^ ^TV 1 ' ■ fc'V T ^ X 

Homo sapiens protem tyrosine phosphatase, non-receptor type 6 (PTPN6), 

transcript variant 3, mRNA 


NM_080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_00283 1 


TT • A * A * 1 t A A A ^ fTSf 1 < 1 T ^ X 

Homo sapiens protem tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTrN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 

transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_0U2o2o 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1, mRNA 


NM_002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type I (PTPNl), 
mRNA 


NM_0 14241 


Homo sapiens protein tyrosine phosphatase-like (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


XTX A AAO A ^A 

NM_003479 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4 A2), 
transcript variant 1 , mRNA 


NM_0803.92. _ 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3, mRNA 


XTX A AOA'^AI 

NM_0o0391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


NM_U60591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGSl), transcript variant 2, mRNA 


NM_0009o2 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGSl), transcript variant 1, mRNA 


NM 00405o 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


XTA >r AA/T'^OA 

NM_00o380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


XTX >r AA'^AAC 

NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBPl), mRNA 


XTX A A A C T O 

NM_005763 


Homo sapiens ATP binding protein associated v^ith cell differentiation 

/aha/^tw maDxt a 
(ArACD), mRNA 


XT\>f AOAiCAA 

NM_U60oOO 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mKNA 


NM_UU2J0l 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1 , 

ml? XT A 


fNlVl 


riomo sapiens i -dox z da.z j, mKJN a 


iNiVl UoUO'f/ 


riomo sapiens i -dox i lUAi transcript variant c, mKJN A 


NM 080646 


Homo sapiens T-box 1 (TBXl), transcript variant A, mRNA 


INM UoUO/j 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like I (CBLNLl), mRNA 


XTA A AOA/C 1 1 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 0806 10 


Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 


XTl >f AOA^AO 

NM_080602 


Homo sapiens actin related protein 2/3 complex, subumt 3B (21 kD) (ARPC3B), 

mRNA 


XT/^ AAAA 1 1 

Nu_0000 1 1 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


NM 080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPLIA), mRNA 


XTA A AOA^Af 

NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3uAL 1 6), mRNA 


NM_0j8169 


Homo sapiens loss oi heterozygosity, 12, chromosomal region 1 (L0H12CR1), 
mRNA 


INiVl UjoIOh 


riomo sapiens oiiaciomeQin z (^vjL»rJVizj, mKNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSLl), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPLIA), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG_000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 
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NM (JzU9o7 


Homo sapiens nuclear receptor coactivator 5 (NC0A5), mRNA 


lNlVl_UJiU44 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript 
variant 3, iukjna 


iNM_UjjUZ4 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript 
variant 2, mRNA 


INvJ UUUU 1 / 


riomo sapiens genomic proiocaanenn oeta cluster (rCUHo(ifl^j on cnromosome d 


INIVI UlJOOH 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 


iNiVl UjZIoo 


Homo sapiens nistone aceiyuransierase myoI i (MYol ij, mKisiA 


INM UJU / /O 


Homo sapiens chromosome 20 open reading frame 183 (C20orfl83), mRNA 


XTTV/f nOAQ 1 fi 
INM UZffyio - 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl 72), mRNA 


INM VZ'fOlZ 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


INM VZ'f / f / 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


JNM Uz4/jo 


Homo sapiens agmatinase (rLJz3384), mRNA 


INM UZ404i 


Homo sapiens mandaselin (FLJ 12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


INM UZ4jU1 


Homo sapiens fukutin-related protein (FKRP), mRNA 


NM UUj /o3 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


INM UZjyjj 


Homo sapiens cnromosome 20 open reading frame 116 (C20oril 16), mRNA 


xixvi no 1 DO'S 

INM Uziyyj 


Homo sapiens r UlS interacting protein (senne-arginme nch) 2 (FUSIP2), mRNA 


NM_014555 


Homo sapiens fransient receptor potential cation channel, subfamily M, member 
5 (lKrM5), mRNA 


NM UUUDJ / 


Homo sapiens renin (RbN), mRNA 


XTliiT At £iCO 
NM OlOODZ 


Homo sapiens Cm, crooked neck-like 1 (Drosophila) (CRNKLl), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZl), mRNA 


NM_0019o7 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 

mRNA 


NM 018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015146 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIFl AN), 
mRNA 


N MO 18285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM Ulozo/ 


Homo sapiens Hz A nistone tamily, member J (HzAr J), mRNA 


NM__017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

mKNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE71P5), mRNA 


NM_014016 


Homo sapiens SACl suppressor of actin mutations 1-like (yeast) (SACMIL), 

-«-.r> XT A 

mRNA 


XTH A A 1 ^ 1 

NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM_013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


XTX if A1'*»'%^'^ 

NM_0 13233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 

^^olfv^yj, nfmJNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (APIS), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(breieldm A-mnibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBXl), transcript variant B, mRNA 


NM_005834 


Homo sapiens translocase of mner mitochondrial membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


NM_000385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQPl), 
mRNA - 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRFl), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEFl Al), 

^OXT A 

mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (HI 773 9), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

/T^/^XTT"" i< \ — .OXT A 

(KCNE4), mRNA 


NM 060670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


XTX >r AOA^^T 

NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC 15407), mRNA 


NM_080665 


T T^..^ ^ ^^^1 >. ^l-^lt^^ A.^ n Tl/" T^XT ^T^XT A A ■O A 1 1 O/^ 1 T /X Af^^ 1 A^ A jI \ 

Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM UoOoo4 


riomo sapiens similar to KiK±,N cUNA 4VJ05 /or06 gene (MCjCyylz), mRNA 


NM 080662 


Homo sapiens similar to RlKbN cDNA 1810022F 1 1 gene (MCjC4281), mRNA 


NM UoOooU 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC 14289), mRNA 


NM OoOoDV 


Homo sapiens similar to RlKbN cDNA 2310030u06 gene (MGd4839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


XTX if r\of\£.e.A 

NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


XTX jT AOA^O 

NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


XTX JT AOA^C^ 

NM 080652 


T T - ^ • _ • • t J _ 'OTT^T^XT _'rNX T A ^^^A^TOXTAO /■» C'^f\^\ T\ T A 

Homo S£q3iens similar to RIKEN cDNA 5730578N08 gene (MGC15397), mRNA 


XTXiT AAil'^A^ 

NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


XTX K A 1 >l O'i yl 

NM_0 14234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(b. coll) (rABCjL), mRNA 


NM 024775 


T T _ — - - - — - -- ^ /"/^ TTX if TXT^\ "V T A 

Homo sapiens gemin 6 (uEMIN6), mRNA 


XTX if AOA^O^ 

NM 080626 


Homo sapiens BRI3 binding protein (BR13BP), mRNA 


NM 0o062j 


Homo sapiens chromosome 20 open reading rrame 160 (C20oril60), mRNA 


XTX >r AOAz; 1 ^ 

NM 080616 


Homo sapiens chromosome 20 open reading frame 1 12 (C20orfl 12), mRNA 


NM O0O6I2 


Homo sapiens DUb/uab tamily member 3 (uAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


INM UoUDUJ 


riomo sapiens cnromosome 2U open reading trame 102 vczuorriozj, niKNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDACIO), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (0SBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKINl), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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riomo sapiens cnromosome zu open re^aing irame o / v^zuorio / j, niKJN a 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


XTK^ ni 1 1 
iMM Ui jj] i 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


XTA>f HA*^ 1 1 a 

INlVl UUzl lo 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 


NM 020933 


Homo sapiens zinc linger protein 317 (ZNF317), mRNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, ganuna (PPARG), 
mRNA 


NM 016206 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


NM__0 14003 - 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 38 (DDX38), 
mRNA 


NM_00o445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


XTX if t\t\A^^ A 

NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (C0X6C), nuclear gene 
encoding mitochondrial protein, mRNA 


XT\ if AAIOZ"^ 

NM_001863 


Homo sapiens cytochrome c oxidase subunit VIb (C0X6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (C0X6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GATA bindmg protem 5 (GATA5), mRNA 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DPBl), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mRNA 


VTA # t\t\A^^C 

NM_004375 


Homo sapiens COXl 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COXl 1), nuclear gene encoding mitochondrial protein, mRNA 


NM_0013O3 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/famesyltransferase (yeast) (COX 10), nuclear gene encoding mitochondrial 

protein, mRNA 


INIVl UjhUZo 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


iNM Uj24o!) 


Homo sapiens chromosome 20 open reading frame 1 54 (C20orfl 54), mRNA 


NM 033342 


Homo sapiens tripartite motit-containmg 7(1 K1JV17), mKN A 


INM U33421 


Homo sapiens chromosome 20 open reading rrame 161 (C20orilol), mRNA 


IMM U331V/ 


Homo sapiens chromosome 20 open reading frame 114 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHLl), mRNA 


NM 032oo3 


Homo sapiens chromosome 20 open reading rrame 100 (C20oril00), mRNA 


JNM UjZjZj 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-l),mRNA 


NM 030801 


Homo sapiens MAGE-El protein (MAGE-El), mRNA 
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XTA iff no ^ 1 0 fi 


riomo Sapiens muooi enoonuciease (^muooi mKiNA 


xTA/f noziQ^R 

iNiVl UZHVjo 


rionio Sapiens cnroiTiosomc zu open icaaing iraine vo ^C/Zuorn/oy, niiviN a 


INJYl UZH-OOJ 


noinu sapiens oniinopepiiaase-iiKe i (^£NFcrL>i )y ituvina 




xioiTio sapiens oxysieroi Dinaing protein-iiKe y v^woorLyj, itikna 




rioino Sapiens cnroniosoiTie zu open reaaing irame / \y.z\)Oii / ), miviNA 


INiVl UZZ / /O 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPLl 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


JNM UZZUoo 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


xTx jf no 1 1 CO 
NM UZilDo 


Homo sapiens cnromosome zu open reading irame y7 (Cz0oriv7), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PR0DH2), mRNA 


NM UzlzzU 


Homo sapiens zinc imger protein 339 (ZNr339), mRNA 


NM_0zlU39 


Homo sapiens SI 00 calcium binding protein A14 (calgizzarin) (S100A14), 
mRNA 


NM vZVojy 


Homo sapiens tweety nomolog 1 (Urosopnila) (1 1 YHl), mKNA 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 

(vjUAr 1 J, mKNA 


XT\>f A 1 TAI 1 

NM Ul/yzl 


Homo sapiens nypotnetical protein rLJz0o57 (NPL4), mRNA 


XT\>f A 1 nno A 
NM U177o4 


Homo sapiens oxysterol binding protem-like 10 (OSBPLl 0), mRNA 


XT\>f A 17711 
NM Ul / /J 1 


Homo sapiens oxysterol binding protem-like 7 (USoPL7), mRNA 


XlXif A1 OOAA 

NM_Ulo209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 

^AKr lUAr), mKNA 


XT\>r A 1 Q 1 A7 

NM UiolUz 


Homo sapiens zinc imger protein 334 (Z.Nr334), mKNA 


NM UlJ07l 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MY0Z2), mRNA 


NM U14yoz 


Homo sapiens bib (rUZ) domain containing 3 (^b lbJJ3j, mKNA 


XTXyf A 1 AQI^ 

NM U14ojj 


Homo sapiens oxysterol bmdmg protem-like z (USoPLzj, mRNA 


NM U14/ZJ 


Homo sapiens syntapniiin (SNPH), mRNA 


XTAiff A 1 >l 1 Ol 

NM U14ioj 


Homo sapiens dynein light chain zA (DNLCzA), mRNA 


XTXif A 1 /I ACC 

NM_0 14055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 

(C^TWJ \\ mDXTA 

^CUV-iy, mKNA 


XTXif A 1/1 /1 77 

NM Ul44// 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), niRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


XT\yf A 1 1 1 /CO 

NM UiJJoy 


Homo sapiens UNA (cytosine-j-)-methyltransrerase 3-like (DNMl 3L), mRNA 


XTAyf A 1 7/1 /CO 

NM Ulz4oy 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPLl), mRNA 


XTX Jf A A^A AO 

NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRMl), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 

.^nxT A 

mRNA 


NM 006813 


Homo sapiens proline rich 2 (PR0L2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM_080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SbRPlNBlz), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1), 

mRNA 


XT\/I A 1 OOOO 

NM Uiyooo 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
transcript variant 3f, mRNA 


NM_079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
transcript variant If, mRNA 
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INM [)[){) /y J 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1 , mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NM_07yo37 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NM_017o69 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_U7y424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


lNM_U/y4z3 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mFlNA 


XTX>f AO 1 A 1 O 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1 , mRNA 


iNiVl uUHjuy 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript variant a, mRNA 


XTA/f AftA/lOA 
INIVl UoU'fZ'l- 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript variant c, mRNA 


XJ\^ AA/1C1A 

fNlYl UU'fjiU 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript variant b, mRNA 


xjiVyf AAA^T/l 
INM UU'fj /4 


Homo sapiens peanut-like 2 (Urosopnilaj (rNU 1 L2), transcript variant 1, mRNA 


XT\>f ACn/117 
INiVl UoUh 1 / 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 




Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


XTA/T AAO 1 1 T 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


Xl/^ AAl OAT 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


XfHiT AAIAA^T 

NM_001997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


XTXyr AA1AAQ 

INM UUlUUo 


Homo sapiens ribosomal protem S4, Y-lmked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein 84, X-linked (RPS4X), mRNA 


XTAif AAC1 A'^ 

NM_005192 


Homo sapiens cycl in-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclm-dependent kmase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


XTA yf AAl OAA 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 

(CDKN2D), transcript variant 1, mRNA 


NM_078o26 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


XTX jT AAl 

NM_001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pl8, inhibits CDK4) 
(CDKJN2C), transcript variant 1, mRNA 


XTX jT ATO/IOI 

NM_0784s7 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKJNzd), transcript variant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CuKJNib), transcript variant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 




riomo sapiens t>Arr receptor (tJArrKj, mJviNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 2, mRNA 
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NM_0l)4740 


Homo sapiens TGFBl -induced anti-apoptotic factor 1 (TIAFl), transcript variant 

Z, mKNA 


NM_078471 


Homo sapiens TGFBl -induced anti-apoptotic factor 1 (TIAFl), transcript variant 

1 rnUXI A 

1 , mivJNA 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM U/o4oD 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcnpt variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (C0L9A1), transcript variant 1, mRNA 


NM_05402o 


Homo sapiens CCR4-N0T transcription complex, subunit 7 (CN0T7), transcript 
variant 2, mRNA 


NM_0 13354 - 


Homo sapiens CCR4-N0T transcription complex, subunit 7 (CN0T7), transcript 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-dependent kmase inhibitor IB (p27, Kipl) (CDKNIB), 
mRNA 


XTX A AAA^ OA 

NM_000389 


Homo sapiens cyclm-dependent kmase inhibitor lA (p21, Cipl) (CDKNIA), 
transcript variant 1 , mRNA 


NM_0784o7 


Homo sapiens cyclin-dependent kinase inhibitor lA (p21, Cipl) (CDKNIA), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

mKJNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


VTA if AT0/I01 

NM 07o481 


Homo sapiens CD97 antigen (CD97), transcript variant 1 , mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcnpt variant 1, 

mRNA 


XTA A AOA/I 1 A 

NM_u8u414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mKNA 


NM_0o0413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 

mKNA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mKNA 


XTA>f All TOO 

NM U21 /Zy 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS 1 1 ), mRNA 


NM UU5oUo 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


NM 012106 


Homo sapiens bmder or An Two (BARTl), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
memoer i (AiroAi), mKNA 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


XTA >f A A 1 O /I 1 

NM UUiZ41 


Homo sapiens cyclin 12 (CCN 12), transcript variant a, mRNA 


XTX A AA 1 /< A 

NM 001240 


Homo sapiens cyclm Tl (CCNTl), mRNA 


XTX A AAA AHA 

NM_000474 


Homo sapiens twist homo log (acrocephalosyndactyly 3; Saethre-Chotzen 
synorome) (Drosopnila) ( 1 Wlb 1 ), mRNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 1 (SERPINBI I), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


XTX if A1 A e ct\ 

NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


XT\yf n 10097 
NM UlZZo/ 


Homo sapiens centaurm, beta z (CbN l oz j, mKNA 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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INM UU444J 


Homo sapiens bpnB3 (EPHB3), mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1 , mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYTl), mRNA 


NM__006800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


NM_078o29 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1 , mRNA - - 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled cotransporter RKSTl (RKSTl), mRNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NC0A6IP), 
mRNA 


XTIi if AO'^OAO 

NM_032803 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (SLC7A3), mRNA 


NM 080365 


Homo sapiens carboxypeptidase A5 (CPAS), mRNA 


NM_0 16476 


Homo sapiens APCl 1 anaphase promoting complex subunit 1 1 homolog (yeast) 

/ A XT A T%r^ 1 1 \ ..^TkXT A 

(AN APCl 1), mRNA 


INM UoUJsy 


Homo sapiens derensm, beta 4 (DEFB4), mRNA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SILV), mRNA 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC 17528), mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM_080284 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 6 
(ABCA6), mRNA 


NM_080283 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 9 
(ABCA9), mRNA 


NM_080282 


Homo sapiens ATP-binding cassette, sub- family A (ABCl), member 10 
(ABC A 10), mRNA 


NM_006549 


TT * 1* / I 11*1 1^ ^'l* 1* ^ t X 

Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta 
(CAMlvKz), mRNA 


XTX>f AAT^AA 

NM 007200 


Homo sapiens A kmase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1 , mRNA 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBAl), mRNA 


NM_004376 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COXl 5), nuclear gene encoding mitochondrial protein, transcript variant 2, 
mRNA 


XTAyf Ci'^AAfVl 

INJVl_UZ'f4U / 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1 , mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4 A (VPS4A), mRNA 


iNM_Ujoz4U 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
^oLUoAJj, iranscnpi variant D, mKNA 




Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
^oL»\^o/\j j, iranscripi variani a, mKJNA 


xjwr no/ifi^o 
INIYI w^ooy 


riomo sapiens suppressor oi Jv't transport aetect i (oKJJ i j, miviM A 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


XTXyf f\^C 1/11 


Homo sapiens DDr-iike protem 2 (BLr2), transcript variant 2, mRNA 


XT A A CilQ Ani 

INM_U /o4 / J 


Homo sapiens BBr-like protein 1 (BLPl), transcript variant 1, mRNA 


NM Ujiy4U 


Homo sapiens BBF-uke protein 1 (BLPl), transcript variant 2, mRNA 


JNiVl uzu/4y 


Homo sapiens AT2 receptor-interacting protein 1 (ATIPl), mRNA 


INM_U1!>0 /Z 


Homo sapiens Alr-binaing cassette, sub-iamily A (ABCl), member 5 
(^AdL^Aj nuviN a 


INM UZUl / / 


Homo sapiens feminization 1 homolog a (FEMl A), mRNA 


INIVI UUZUoo 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), mRNA 


NM 006835 


Homo sapiens cyclin 1 (CCNl), mRNA 




Homo sapiens cychn H (CCNH), mRNA 


NM U14Z00 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLXl), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 

.^DXT A 

mRNA 


NM 001850 


Homo sapiens collagen, type VllI, alpha 1 (COL8A1), mRNA 


NM_000094 


TT • 11 A. TT'TTIII/'*! 1*111 1^ 1* 

Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (C0L7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kmase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclm-dependent kmase inhibitor 2A (melanoma, pi 6, inhibits 

CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cyclin-dependent kmase inhibitor 2A (melanoma, plo, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM_0 14800 


Homo sapiens engulfinent and cell motility 1 (ced-12 homolog, C. elegans) 

(bLMUl), mKJMA 


NM 0/yoJ4 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protem Pi p373co (Plr373Co), mRNA 


NM_0220oo 


Homo sapiens engulfinent and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


XlXif ACO 1 

NM 05olo3 


Homo sapiens SON UNA binding protein (SUN), mRNA 


XTXvf AA'? 1 A'? 

NM 003103 


Homo sapiens SON UNA binding protem (SON), mRNA 


XTli 4 A^A'T^T 

NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


XTK A ACO 1 A 1 

NM 058191 


Homo sapiens chromosome 21 open reading fi*ame 66 (C21orf66), mRNA 


NM_0 15657 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 12 

(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


fNM UZlOJo 


riomo sapiens acun luameni associaiea protein \/\r/\r)y misJNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombma vanegata 8 kDa); prokmeticm 2 
precursor (BV8), mRNA 


NM 015399 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMSl), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (EVES), mRNA 


NM_0 17726 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 
(PPP1R14D), mRNA 


NM_00o451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIPl), 
mRNA 


XTA jf A10AT5 

NM 018073 


Homo sapiens SSA protein SS-5o (SS-56), mRNA 


NM- OizoiZ- 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), mRNA - 


NM 0zz/4o 


Homo sapiens tumor enaotnelial marker 6(1 EMo), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NM_022779 


Homo sapiens DbAD/H (Asp-ulu-Ala-Asp/His) box polypeptide 3 1 (DDX3 1 ), 
mRNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 01o4o9 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPHl), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAATl), mRNA 


X T* ;r f\\c\/'t\/' 

NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, mRNA 


NM_058238 


Homo sapiens wingless-type MMTV integration site family, member 7B 
( WNT7B), mRNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


X T Ik jI f\f\C c c c 

NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant E, 
mRNA 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant B, 

mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant C, 
mRNA 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant H, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant D, 
mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant G, 
mRNA 


NM_016512 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant A, 
mRNA 


NM_057180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 


XTX jr AI^OO^ 

NM_0 16226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-like(GNBlL), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBPl), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3,mRNA 


NM_058216 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 1 C), transcript variant 
l.mRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcnpt variant 
2,mRNA 


NM_058179 


Homo sapiens phosphosenne aminotransferase (PSA), transcnpt vanant 1 , 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKNIA interacting protein (BCCIP), transcript- 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKNIA interacting protem (BCCIP), transcript 
variant B, mRNA 


NM_0 16567 


Homo sapiens BRCA2 and CDKNIA interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcnpt vanant 2, 
mRNA 


NM_058l7o 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1 , 
mRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


XT% K A 1 1 O 1 

NM 012181 


Homo sapiens FK506 bmdmg protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 bindmg protem 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcnpt vanant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 bmdmg protem 2 (13kD) (FKBP2), transcnpt variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPIB), transcript variant 
l,mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPIB), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBPl A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBPl A), transcript variant 
12A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript vanant 1, 

.^T> XT A 

mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kmetochore associated 1 (KNTCl), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFMl), transcnpt variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 1, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis ractor 16 (PEXlo), transcnpt vanant 2, 
mRNA 


NM 033118 


Homo sapiens myosin hght chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM oiyiw 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1 , mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDRl), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDRl ), transcript varizmt 1 , mRNA 


XTX A AA 1 

NM__00l6o2 


Homo sapiens cytochrome c oxidase subunit Vb (C0X5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_UU4255 


Homo sapiens cytochrome c oxidase subunit Va (C0X5A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NM_001799 


Homo sapiens cychn-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 

activating kinase) (CDK7), mRNA 


NM_057089- 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (APIS!), 
transcript variant 2, mRNA 


NM_001283 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 1 , mRNA 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNC119), transcript variant 1, 
mRNA 


NM_054035 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM_002401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (IJNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTLl), mRNA 


NM_054016 


Homo sapiens FUS interacting protem (serme-arginine rich) 1 (FUSIPl), 
transcript variant 2, mRNA 


NM_006625 


Homo sapiens FUS interacting protein (senne-argmine rich) 1 (FUSIPl), 
transcript variant 1 , mRNA 


NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


XTX # t\'\ t\G A^ 

NM_0 19847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcnpt 
variant 1, mRNA 


NM_006363 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcnpt variant 1, 

XT A 

mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM_032985 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKTl), mRNA 


XTX M A 1 O >l >l A 

NM_0 18440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 

microdomains (PAG), mRNA 


NM 014479 


T T * A T*X AILjTI*'! 1 • 1/A T^ A tT^S. 1^ i \ 'VTA 

Homo sapiens ADAM-like, decysin 1 (ADAMDECl), mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (C0R02A), transcript variant 
2, mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (C0R02A), transcript variant 
1, mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM_052ol4 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 

transcript variant 1, mRNA 


NM_.022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 05297o 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM U1j1o3 


Homo sapiens tripartite motif-containing 9 {TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 

mKNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NMO 16601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGG 19595 (MGC 19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 

mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (OTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (OTP binding protein, 25kD) (CDC42), 
transcript variant 1 , mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 

1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


XTIV Jl A 1 O 1 1 C 

NM 0121 15 


Homo sapiens CASro associated protem 2 (CASP8AP2), mRNA 


XTA X A 1 1 T? 

NM 012173 


Homo sapiens F-box only protem 25 (FBX025), mRNA 


NM 0j3o24 


Homo sapiens F-box only protem 21 (FBX021), transcript variant 1, mRNA 


XTX >f A1 CAAO 

NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


XTX >r A'^'^^OC 

NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM uuuyyj 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM 033540 


Homo sapiens mitofiisin 1 (MFNl), transcript variant 1, mRNA 


NM 005612 


Homo sapiens Rcl -silencing transcription tactor (REST), mRNA 


XTK>r AA^AOC 

NM 007085 


Homo sapiens rollistatin-like 1 (FSTLl), mRNA 


XTA VT AAAAAO 

NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1 ), mRNA 


XTlV>r A 1 O 1 OA 

NM OI2I0O 


T T r-. ■ ^ 1 I-. 1-.^'.. ^^1.. O /I'll '\/' /^0\ .- - T'\'v T A 

Homo sapiens r-box only protein o (FBXOo), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


XTX M A'^O A 

NM 033406 


TT_„ ! T^ 1^ ^ 1 J. • ^ /T^T> ^\ J. * A^ ■ a/* ^ Y a 

Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


XTX X i\ t ^ 1 

NM 012175 


Homo sapiens F-box only protem 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA 17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOSl), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UBA52), mRNA 


XTA if AlAOAvl 

NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NM__033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 14 A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


NM_005786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM_003ol8 


Homo sapiens mitogen-activated protem kmase kmase kmase kmase 3 
(MAP4K3). mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 

1 (B3GNT1), transcript vanant 1, mRNA 


NM_02098 1 


Homo sapiens UDP-Gal:betaGlcNAc beta 1, 3 -galactosy transferase, polypeptide 
1 (B3GALT1), mRNA 


XTlV>f Allocs 


Homo sapiens ypP-GlcNAc:betaGal beta- 1,3 -N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 2, mRNA 




Homo sapiens ribosomal protein S27a (RPS27A), mRNA 


NM_000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 3, 
mRNA 


NM_033219 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 2, 
mRNA 


NM_014788 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 1, 

-^FJ XT A 

mRNA 


XTX jf f\C\/if\nA 

NM UUoU/4 


Homo sapiens tripartite motif-containing 22 (TRJM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


NM_007276 


Homo sapiens chromobox homolog 3 (HPl gamma homolog, Drosophila) 
(CBX3), mRNA 


XTX iT A'^^in 

NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM_0 17838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


XTX iT A^^AA^ 

NM__032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLAl ), transcript variant 2, mRNA 


xrx jt ai oao^ 

NM_0 18983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLAl), transcript variant 1, mRNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

T^ X T A 

mRNA 


NM_033066 


Homo sapiens membrane protein, pahnitoylated 4 (MAGUK p55 subfamily 

■1 A\ /Ik. jTTkT* A\ T> X T A 

member 4) (MPP4), mRNA 


NM 033030 


Homo sapiens bol, boule-hke (Drosophila) (BOLL), mRNA 


XTX Jf AAjIAI^ 

NM_00421o 


Homo sapiens death effector domam-containmg (DEDD), transcript variant 2, 

TiXT A 

mRNA 


NM_032998 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1 , 
mRNA 


NM U33U1U 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


XIAX A'5'5AAO 

NM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


INIVI \JjJ\J\JO 


nomo sapiens poiy^^rv^j Dinaing proiein *f \y\^Qr*\)^ iranscripi variani mKiNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1 ), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 3 1 (STK3 1 ), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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XTAyf ni 1/111 


Momo sapiens teinering lactor ocCi4 (oiiCj4J, mKJNA 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


NM_004oy2 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 


INiVl u jzy /U 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1 , mRNA 


NM uuuyoy 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (T.OkD) 
(rULK2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDHIO), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDHIO), transcript variant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protem kinase kmase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protem kinase kmase 6 (MAP2K6), transcript 
variant 1 , mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (D0M3Z), transcnpt vanant 1 , 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP bmding protem (BLRl), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLRl), 
transcript variant 1 , mRNA 


JNM_UU4yjl 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM UU4o/4 


Homo sapiens isULz-associatea atnanogene 4 (dA(j4), mKiNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM_0 18995 


TT * "KM l/VII'&irl 11 * * 1/\1*1 11- 1 / \ 

Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV 1 OLD, mRNA 


NM_032510 


XT * A' • J ^ J.' 1 1 1 \ 

Homo sapiens par-6 partitionmg defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKPl , S. cerevisiae, homolog of 
(SGTl), mRNA 


XTX jT AO 1 fV^O 

nM_0319o8 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_U1233o 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 

l,mRNA 


XTXjT AA'^AOA 

NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


XTXiT A'5'^'^OA 

NM 032380 


Homo sapiens elongation lactor u2 (bru2), mRNA 


XTX /T AOO'>1 A 

NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHLl), mRNA 


XTii r\r\cc\ \ ^ 

NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(ivlCM7), mRNA 


XTXvf AA/1AAO 

NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


XTX >r AACOO^ 

NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


IN JYl_U 110416 


riomo sapiens ainerennaiiy expressea in nemaiopoieiic lineages w i i^jt 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBPl), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1 , mRNA 


iNIV1_UU4jU1 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


XTlV>f AO 1 ITA 

NJV1_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1 , 37kD) (HNRPD), transcript variant 1 , mRNA 


NM_U313oy 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1 , 37kD) (HNRPD), transcript variant 2, mRNA 


XTXJl AAOl'3 0 

NM_00213o 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 

KNA bmamg protem 1, 37kUj (HNRrDj, transcript variant 3, mRNA 


XTAvl AAIQA'J 

lNM__UUjyU3 


Homo sapiens CUL/lo cell division cycle lo nomolog (o. cerevisiaej (CUClo), 
mRNA 


I>IM_U3 14o3 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


XTA/l AIIOA'7 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


XT/^ f\f\f\nn A 

Nu_000004 


Homo sapiens genomic cytochrome P450, subfamily IIIA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


NM_00178o 


Homo sapiens CDC 10 cell division cycle 10 homolog (S. cerevisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABPl), transcript variant 
2, mRNA 


NM_031205 


Homo sapiens calcium bmdmg protem 1 (calbrain) (CABPl), transcript vanant 
l.mRNA 


XTA if A A AT O A 

NM_00u764 


Homo sapiens cytochrome P450, subfamily XX VII A (steroid 27-hydroxyIase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


XTA/f A1 1 /i Q 1 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 

mKlNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


NM_007242 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 19 (DBP5 
homolog, yeast) (DDX19), mRNA 


XTH Jf A A^TTi 

NM_00o773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc- 
regulated) (DDX18), mRNA 


NM_030655 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDXl 1), transcript variant 3, mRNA 


NM_030o53 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDXl 1), transcript variant 1, mRNA 


xrx M f\f\f\i^t\ 

NM_000770 


Homo sapiens cytochrome P450, subfamily IIC (mephenytom 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


XT\ jf A'^AOTO 

NM_030878 


Homo sapiens cytochrome P450, subfamily IIC (mephenytom 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


INM_U122jy 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 

cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_0 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S, 
cerevisiaej (I^IK 1 1 j, miCN a 


jnjvi_uj 1 juy 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRTl), 

mPXIA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRDl), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


XTA>f 1 O'Til 

INM UJIz/o 


Homo sapiens testis expressed sequence 1 1 (TEXl 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX 14), mRNA 


NM_00oo36 - 


- Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydroiolate cyclohydrolase (MTHFD2), nuclear gene encodmg 
mitochondrial protein, mRNA 




Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 
{MAP1A/1BLC3), mRNA 


INM UloOU/ 


Homo sapiens nypotneticai pro tern rKUio53 (rKUlo53), mRNA 


INM UU4o30 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 




Homo sapiens poly(Aj bmaing protem, cytoplasmic 3 (rABrC3), mRNA 


MM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM_002545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 

«mDXT a 

mKNA 


INM U140/0 


Homo sapiens pumilio homolog 1 (Drosophila) (PUMl), mRNA 


INM l)^UO/j 


Homo sapiens bbCli-like 1 (S. cerevisiae) (bbC13Ll), mRNA 


iNM_UUJj4z 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


INM UZzUDl 


Homo sapiens eg! nine nomoiog i (C eiegansj (tiULN l ), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


INM Ulzl /U 


Homo sapiens r-box only protein 22 (FBX022), mRNA 


NM U22304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein-like 1 
( 1 lALl ), transcript variant 2, mRNA 


NM_003252 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein-like 1 

(TIALl), transcript variant 1, mRNA 


inm ui /y lu 


Homo sapiens nypotneticai protein rLJ2Uo2o (rLJ2Uo2o), mRNA 


NM_Ui2jo4 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


XTXyf AAiC 1 1 O 

INM UUol lo 


Homo sapiens Hbl binding protein (HAXl), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


XTX>f AAOAAC 

INM UuzUUj 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAMLl), mRNA 


NM_025136 


Homo s^iens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OP A3), mRNA 


NM_024505 


Homo sapiens NADPH oxidase, EE hand calcium-binding domain 5 (N0X5), 
mRNA 


NM_022362 


Homo sapiens MMS19-like (METIS homolog, S. cerevisiae) (MMS19L), 
mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


XT\>r AAAOT^ 

NM_00u27o 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b,mRNA 


NM_001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM_001408 


Homo sapiens cadhenn, EGF LAG seven-pass G-type receptor 2 (flamingo 
nomolog, Drosopnila) (CELSR2), mRNA 


NM_005735 


Homo sapiens ARPl actin-related protein 1 homolog B, centractin beta (yeast) 

(Ai^ 1 Kl Dj, mKlNA 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mKNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM 016596 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 2, mRNA 


NM U15401 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1 , mRNA 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 
transcript variant 1 , mRNA 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NM_023001 


Homo sapiens retinoblastoma bmding protein 1 (RBBPl), transcript variant 3, 

..^n XT A 

mRNA 


NM_023000 


Homo sapiens retinoblastoma bmding protein 1 (RBBPl), transcript variant 2, 
mRNA 


NM_002892 


Homo sapiens retinoblastoma bmding protein 1 (RBBPl), transcript variant 1, 
mRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (N0TCH2), mRNA 


NM_012311 


Homo sapiens KIN, antigenic determinant of recA protem homolog (mouse) 
(KIN), mRNA 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUN0L5), 
mRNA 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 
mRNA 


NM 005868 


Homo sapiens BETl homolog (S. cerevisiae) (BETl), mRNA 


NM_002467 


TT • 1 t ^ ' \ /TL A"Xr/^\ 

Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 

.^Tl XT A 

mRNA 


NM_022817 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1 , 
mRNA 


NJVl_0U3oy4 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 2, 

«v«1>XT A 

mKTsIA 


iNM UUODOU 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004234 


Homo sapiens zinc finger protein 93 homolog (mouse) (ZFP93), mRNA 


NM 005870 


Homo sapiens sin3 -associated polypeptide, IokD (bAFlo), mKNA 


NM 003350 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


XT'k M /\^^ AAA 

NM_022444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 
(SLC13A1), mRNA 


NM 018127 


Homo sapiens elaC homolog 2 (E. coli) (ELAC2), mRNA 


NM 014317 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 
transcript variant 2, mRNA 


NM_022037 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 
transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 

2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l.mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAGl longevity assurance homolog 1 (S. cerevisiae) (LASSl), 

mRNA 


XTAvf AAC0 1 1 

NM UUjoll 


Homo sapiens growth diiierentiation ractor 1 1 (GDFl 1), mRNA 


NM_U05971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


XTIV K AO 1 n 1 A 

NMOziy 10 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 

transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA - 


NM 022073 


Homo sapiens egl nine homolog 3 (C. eiegans) (EGLN3), mRNA 


NM022047 


Homo sapiens difierentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcnpt variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renm bindmg protem (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (ClQRl), 
mRNA 


NM_000534 


Homo sapiens PMSl postmeiotic segregation increased 1 (S. cerevisiae) (PMSl), 

T»XT A 

mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B -cells 3, p65 (avian) 


NM Uziyj() 


Homo sapiens Hz.o-liKe nomeo box l (Urosopnila) (HLAl), mKNA 


NM 00413y 


Homo sapiens lipopoly saccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


XT\ >r f\f\A 1 on 

NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


XTA /f AAT 1 TA 

NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SL1T3), mRNA 


NM 003068 


TT * 1 1 1 • C a'/1'1 \/0TT \ T^V. T A 

Homo sapiens slug homolog, zinc fmger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGGl interacting factor 3 -like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kmase-like 1 (CDC2-related kinase) (CDKLl), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXlO-like (zebrafish) 
(VbXl), mKNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine 
transaminase K, kyneurenine aminotransferase) (CCBLl), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELll), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 




riomo sapiens zinc linger protein yj nomoiog (mouse) (jCtryj), mKNA 


NM_0 12458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
^yeast ) (i imm i 3d j, mKNA 


INM UUUO/Z 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


XT\yf nni/^ni 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

1 mPM A 

1 5 ITLKJNA. 


XTAif no 1 HAQ 

iNiYi_uziuoy 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

9 mPMA 
z, ini\iN/\ 


iN iVl Uvrf y J W. 


oomo sapiens aermaian suiiaie proteoglycan 3 v.Ii'^"vj3j^ 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


INIVI UZ 1 1 UU 


Homo sapiens NFSl nitrogen fixation 1 (S. cerevisiae) (NFSl), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


>j\yf no 1 1 1 ^ 
INM UZl 1 13 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM_UU4oyU 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATSl), 

mKNA 


INM_UUU40l 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


1N1V1_UZ lU /o 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 2 (yeast) 

^nPM^T 9^ mRMA 
VJ V-/iN J L#Z ), miviN /\ 


MM 009^^77 


riorao sapiens K/Yuji-uKe i ^^o. cerevisiaej (^kajjj1L»i j, mKNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


MM nn7Afi7 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSUl), mRNA 


NM UUjOIo 


Homo sapiens delta-like 1 (Drosophila) (DLLl), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM__0l4z6o 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 

(MArKbZ), mKNA 


INM_UZUOOZ 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


MM nOHAAO 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 

mPM A 


MM ni8J.^A 


riomo sapiens aiianioicase (^aLtLI^j, IuKNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


MM rt1/177/i 
rNM_U14Z /O 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

llKe (^KDroUrlLj, mKNA 


MM niQ<J^7 
INM Uiyjj/ 


oomo sapiens nypotneticai protein Kri-3 1 /bz3 (LUC!>olol), mKNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFLl), mRNA 


NM_UU3 /44 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protein, i (urosopniiaj (AKlliij, mKNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNAl), mRNA 


NM UUzooo 


Homo sapiens peanut-iike 1 (Drosophila) (PNUTLl), mRNA 


NM_U1 33 o4 


Homo sapiens LAGl longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


NM UZUzJU 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


MM 090189 

1N1V1__V/ZU 1 OZ 


nomo sapiens uansmemorane, prostate anarogen inaucea kin a i Mtir^Ai 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIPl), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM_UU2yo4 


Homo sapiens a 100 calcium binding protein A8 (calgranulin A) (blOOA&j, 
mRNA 


NM 002963 


Homo sapiens SI 00 calcium binding protein A7 (psonasin 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SI 00 calcium binamg protein A6 (calcyclin) (S100A6), mRNA 


NM_0 19554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metiistasin, murine placental homo log) (S100A4), transcript variant 2, mRNA 


NM002961 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvascuhn, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens omithine decarboxylase antizyme 2 (0AZ2), mRNA 


NM_0 19854 


Homo sapiens HMTl nnRNP methyltransferase-hke 3 (S. cerevisiae) 
(HRMTlL3),mRNA 


VTIi jT a 1 A^ 1 a 

NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_0 17454 


Homo sapiens staufen, RNA binding protem (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NM_0 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_017452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEBl), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF bmding 
protein 1 (GGAl), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protem 3 (cellubrevin) (VAMP3), 
mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 

/ A XTT XT\ .^T>XT A 

(ANLN), mRNA 


NM Ul lyZf 


Homo sapiens mitofiisin 1 (MFNl), transcript variant 2, mRNA 


XTA A n 1 0*7 

NM UloJo/ 


Homo sapiens spermatid perinuclear RNA binding protein (STREP), mRNA 


NM OloJ/o 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


XTIkiT A 1 O 1 CO 

NM_01ol5o 


Homo sapiens solute carrier family 4 (anion exchanger), member 1 , adaptor 

protein (oH^4Al Arj, mKlNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 1 7 open reading frame 3 1 (C 1 7orf3 1 ), mRNA 


NM 016696 


Homo sapiens elaC homolog 1 (E. coli) (bLACl), mRNA 


XTX Jf AACTO 1 

NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACKl), mRNA 


NM 016831 


Homo sapiens period homolog 3 (Drosophila) (HhR3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 

mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


XTX>r AA'5A1yl 

NM 003014 


Homo sapiens secreted irizzled-related protem 4 (SrRr4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol bmding protem 1, cellular (RBPl), mRNA 


NM 003524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant 11, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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^PAI?n/^A^ mR>JA 
/\1\U0 A^^, mrviN/\ 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 




Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SIX2), mR2^^A 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 




Homo sapiens rrizzlea homolog 3 (Drosophila) (FZD3), mRNA 


NM 003400 


Homo sapiens exportin 1 (CRMl homolog, yeast) (XPOl), mRNA 


NM_0U2bb9 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(RARRhb2j, mRNA 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 

mKNA 


NM_0 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBl, 

mKNA 


NM.003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_0 16655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_002041 


Homo sapiens GA bmding protem transcription factor, beta subunit 2 (47kD) 
(uABrB2), transcript variant gamma, mRNA 


IN M_U 16654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(UAiirD 1 ), transcript variant beta, mKNA 


1NJVI_UUjZD4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPBl), transcript variant beta, mRNA 




Homo sapiens LIM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


XTXyf AAT10 0 

NM 0U222o 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM 01617o 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (S1RT7), mRNA 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 

cerevisiae) (blK 1 6), mRNA 


XTAyf A 1 /CI 1 /C 

JNM U16j16 


Homo sapiens REV 1 -like (yeast) (REVIL), mRNA 


NM_016138 


Homo sapiens C0Q7 coenzyme Q, 7 homolog ubiquinone (yeast) (C0Q7), 
mKNA 


InM_U165o3 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 

mKNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


INM UloUo/ 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
encoding mitochondrial protein, mRNA 


XT\/f ni ^Q4A 


Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


NM U16jy/ 


Homo sapiens l Hi -like (Drosophila) ( 1 H 1 L), mKNA 


NM_0 16587 


Homo sapiens chromobox homolog 3 (HPl gamma homolog, Drosophila) 

(UoAJ), mKNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 015727 


Homo sapiens tachykinin receptor 1 (TACRl), transcript variant short, mRNA 


XTX >r AA1ACO 

NM 001058 


Homo sapiens tachykinin receptor 1 (TACRl), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 3 (BNIP3), 
nuclear gene encodmg mitochondrial protein, mRNA 


iNjyi_u I'fozu 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSYl), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 



255 



(400/104) 



NM U14o/4 


Homo sapiens mitorusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NC0A6), mRNA 


NM Ul J /UU 


Homo sapiens HIKA interacting protein 5 (HlRlr5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEMike 1 (S. cerevisiae) (YMEILI), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NM_014393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM_0 14403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminy 1-2,3 -beta- 
galactosyl- 1 ,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SrAT7D), 
mRNA 


NMO 14465 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULTIBI), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM_0 14303 


Homo sapiens pescadillo homolog 1, containing BRCT domam (zebrafish) 

/"nT?0 1 \ - T>XT A 

(PESl), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZl), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) {MAB21L2), mRNA 


XTl^ if A1 O'^'^ 

NM 015322 


Homo sapiens fem-1 homolog b (C. elegans) (FEMIB), mRNA 


XTX A f\ \ A C A 1 

NM 014591 


Homo sapiens Kv channel interacting protem 2 (KCNIP2), mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopi homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


XTAjf A1 A'^^C 

NM 014325 


Homo sapiens coronin, actin binding protein, IC (COROIC), mRNA 


NM_0 14246 


Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSRl), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_014336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPLl), 
mRNA 


NM_014265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1 , mRNA 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NMO 13980 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPI), 
transcript variant BNIPI -c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPI), 
transcript variant BNIPI -b, mRNA 


NM_013978 


Homo sapiens BCL2/adeno virus ElB 19kD interacting protein 1 (BNIPI), 
transcript variant BNIPI -a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NM_005915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NM_002576 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (AD ATI), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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INM Wj/Zi 


Homo sapiens ARP3 actin-related protein 3 liomolog (yeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae ) ^hika j, itikn a 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKKl), mRNA 


rsIM Ulz42y 


Homo sapiens bbL14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_0050o9 


Homo sapiens smgle-mmded homolog 2 (Drosophila) (SIM2), transcript vanant 

OTX if^ --- T'»"V T A 

S1M2, mRNA 


I>IM_0Uyj6O 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

olM2S, mKNA - _ - 


INM_UUZO lU 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDKl), nuclear 
gene encoding mitochondrial protein, mRNA 


INM 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALLl), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_0 12460 


Homo sapiens translocase of mner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_0 12457 


Homo sapiens translocase of inner mitochondria! membrane 1 3 homolog A 
(yeast) (TIMM13A), mRNA 


XTX A A 1 ^ yl 

NM_0 12456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10),mRNA 


XTX if Al^ilfA 

NM_0 12450 


Homo sapiens solute earner family 13 (sodium/sulfate symporters), member 4 

/OT 1 A A\ — TIXT A 

(SLC13A4), mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA 


NM_0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (S1RT4), mRNA 


NM Uliio/ 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (0RC3L), 

mOXT A 

mKNA 


NM_0 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 

*v»I>XT A 

mKNA 


NM U 12222 


Homo sapiens muti nomolog (b. con) (MU 1 YH), mKNA 


NM_U122 /y 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 

mKNA 


INM UIZZUO 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


XTlVif A 1 O 1 AO 

NM U1219o 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


XTX if A 1 ^ 1 

NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXCl), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRBl), mRNA 


NM_012124 


Homo sapiens cysteine and histidme-nch domain (CHORD)-contaming, zinc 
bindmg protein 1 (CHORDCl), mRNA 


XTX if A 1 0 1 1 C 

N M_U 1 Z 1 1 o 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HPl alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDGl), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


MM UU4jUo 


Homo sapiens neat shock transcription lactor 2 (HSF2), mRNA 


NM 004423 


Homo sapiens disnevellea, dsn nomolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SIX6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SH0C2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA. . - 


XTXA A AT O 1 A 

NM_003ol9 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


NM 005737 


Homo sapiens ADP-nbosylation lactor-like 7 (ARL7), mRNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymenzing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 

kinase (ONE), mRNA 


XTX if AA^OAA 

NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcnpt vanant 
12C, mRNA 


X TX M f\f\'t O^O 

NM 001878 


Homo sapiens cellular retinoic acid bindmg protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


XTX Jf AA'^r'^^O 

NM 002528 


T¥ * a1 J 1 TTTI'li /T~^ t • \ TIHT TT -i \ 'VTA 

Homo sapiens nth endonuclease Ill-like 1 (E. coli) (NTHLl), mRNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8A), nuclear gene encodmg mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM_006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 

(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


TT * 'A. M % ^ A 1 ^ rT^>^ 11 1 11 • ^ ^^4* 1* 

Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM_006879 


T T * % ^ 1 ^ fl ^ ^T^^ 111 11 * ^ ^^1* !• A * 

Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmding protein 
(mouse) (MDM2), transcnpt variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAAIP anchor attachment protein 1 homolog (yeast) (GPAAl), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


XTX vf A A^T 1 

NM 006341 


Homo sapiens MAD2 mitotic arrest deiicient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (D0C2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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iNivi_uu 11 /y 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (6SkD) 

(^UzArojj, nUvlNA 




nomo sapiens UriKz cnecKpoint nomoiog (o. pomoej (CHbivz), mKN A 


fNJVl UU/Z/1 


Homo sapiens serine/threonine kinase 38 (STK38)5 mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


iNM UU/z/o 


Homo sapiens (jABA(A) receptor-associated protem (uABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homo log 10 (Drosophila) (FZDIO), mRNA 


NM 007246 


Homo sapiens kelch-hke 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


Nm_006482 _ 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated-kmase 2 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1 , mRNA 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kmase IB 
(DYRKIB), transcript variant c, mRNA 


NM_006483 


Homo sapiens dual-specificity tyros me-(Y)-phosphorylation regulated kmase IB 
(DYRKIB), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBECl), transcript vanant 2, mRNA 


NM_001o44 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBECl), transcript variant 1, mRNA 


NM_00o93o 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMCl dosage suppressor of mckl homolog, meiosis-speciflc 
homologous recombination (yeast) (DMCl), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(Lrl^ro), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
abC4 (SbC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


XTX iff AAZTO/li^" 

NM 006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCMLl), mRNA 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protem kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


NM_006807 


Homo sapiens chromobox homolog 1 (HPl beta homolog Drosophila ) (CBXl), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_006732 


Homo sapiens FBJ munne osteosarcoma viral oncogene homolog B (FOSE), 
mRNA 


NM_006729 


TT • t 1 /"i^ 1 \ y-mv t a t^tt^\ a * a * a 

Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 

1 ^/i ml? XT A 

1 jO, mKJNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3 -like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-iike 1 (S. cerevisiae) (SECIOLI), mRNA 
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rsM UUOOOO 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


iNivi^uuojuy 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B -eel Is 3 (avian) (RELB), 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


iNM UUoozU 


Homo sapiens HBal-uke (a. cerevisiae) (HBblL), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM UUo J /y 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM UUojoU 


Homo sapiens CUO triplet repeat, RNA bindmg protem 1 (CuGBPl), mRNA 


NM_0012U - 


-Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homolog beta- 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 00o377 


T T ^ * ^_ 111 //^ ^ I ^ ^ \ /T TX 1 1 \ T> VTA 

Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 


NM_(}0oj57 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


XT\>I AA/ilO'2 

NM_UUoJZj 


Homo sapiens &bL24 related gene ramily, member B (S. cerevisiae) (SEC24B), 

mKJNA 


NM 006364 


Homo sapiens Sec23 homolog A (S, cerevisiae) (SEC23 A), mRNA 


NM UUoz/z 


Homo sapiens SI 00 calcium binding protein, beta (neural) (SIOOB), mRNA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (SlOOAl), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (0RC2L), 
mRNA 


XTA H f\f\£. 1 O 1 

NM UOolol 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_UOoloo 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


XT\>r AA^ 1 

NM_00olo7 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3A), 
mRNA 


XT\>r AA^ 1 CA 

NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


XTX if AA^ 1 CT 

NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELLl), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


XTA Vf AA^'>A^ 

NM_006306 


Homo sapiens SMCl structural maintenance of chromosomes 1-like 1 (yeast) 
(SMCILI), mRNA 


XTA /f AAZTyl^l 

NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (LNKl), mRNA 


NM UUoioo 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


XTX >r f\f\£. A A A 

NM_0 06444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


fNlVl UUOjZI 


riomo sapiens ariaane nomoiog z (^urosopniiaj (^AKirizj, mtviNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM_005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAIl), 
mRNA 
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NM 006109 


Homo sapiens SKBl homolog (S. pombe) (SKBl), mRNA 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SIXl), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens SI 00 calcium binding protein P (SI OOP), mRNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


NM_005938 


Homo sapiens myeloid/lymphoid or mfaced-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM__005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


TT * 1*1 yi 1*1 * 11* 11 */^*^i 1 1 

Homo sapiens myeloid/lymphoid or mixed-lmeage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLTl), mRNA 


NM_005933 


TT * 1*1/1 1*1 *1 1* 11 * *j1 1 1 

Homo sapiens myeloid/lymphoid or mixed-lmeage leukemia (tnthorax homolog, 
Drosophila) (MLL), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

^ A T^T \ "VTA 

(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 

(MADHl), mRNA 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 

A j1 * 1 \ / A ^% A A V 1 1* 1 1*1 a * 

Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM__006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 

mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROMLl), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


NM_004022 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM__004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophm (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 

DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Dp427m, mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchemie and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript vanant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_00562l 


Homo sapiens SlOO calcium bmdmg protein A12 (calgranulin C) (S100A12), 
mRNA 


NM_00DOzy 


Homo sapiens a 100 calcium binding protein Al 1 (calgizzarin) (blOOAl 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM 005591 


Homo sapiens MREl 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MREllA). mRNA 
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NM_005590 


Homo sapiens MREl 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

^MKbl 1 A), mKIMA 


NM_005565 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 

(^M/\UriO J, mivN A 


INM UUjjo4 


Homo sapiens mao-zi-liKe l (C. elegans) (MAdzILI j, mKNA 




Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 

(LY64), mRNA 


rNM UUjOO/ 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNBl), mRNA 


NM UUDooU _ 


Homo sapiens loliistatm-like 3 (secreted glycoprotem) (FSTL3), mRNA 


NM 0Uj75o 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


XT\ A A A C C 1 A 


Homo sapiens dom-3 homolog Z (C. elegans) (D0M3Z), transcript variant 2, 

mKJNA 


NM_UUj /OO 


Homo sapiens rbKM, KnoUbr (AKHObr) and pleckstrin domain protem 1 
v^cnonarocyie-aerivea J ^^rAKri j, mivNA 


VTA4 AAC7OO 


riomo sapiens aktz aciin-reiatea protein z nomoiog (yeastj (AC i Kz), mKNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM UUjI /U 


Homo sapiens acnaete-scute complex-like 2 (Drosophila) (ASCL2), mRNA 


NM IIUj4zo 


Homo sapiens tumor protein p53 bmciing protein, 2 (lr53Br2), mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOMILI), mRNA 


NM 005488 


Homo sapiens target or mybl (chicken) (TOMl), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SIX3), mRNA 


XTIi A t\t\C A A A 

NM_005444 


Homo sapiens RCDl required for cell differentiation 1 homolog (S. pombe) 

(RQCDl), mPlNA 


XTlV>f AACOTO 

NM_00537o 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 
mRNA 


NM_UUjZOZ 


Homo sapiens growth factor, augmenter of liver regeneration (ERVl homolog, 
o. cerevisiae J (OrbRj, mKNA 


NM_005261 


Homo sapiens OTP binding protein overexpressed in skeletal muscle (GEM), 

rv*OXT A 

mKNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


XTX/f AACOl^ 

NM_UUjZjD 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRILl), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPHl), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian)-like 

(CRICL), mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHESl), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CERl), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-Iike 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens aristaless homeobox (Drosophila) (ARIX), mRNA 


XTXiT AAf A^O 

NM_005078 


Homo sapiens transducin-hke enhancer of split 3 (E(spl) homolog, Drosophila) 

(TLE3), mRNA _ _ _ _ 


NM_005077 


Homo sapiens transducin-Iike enhancer of split 1 (E(spl) homolog, Drosophila) 

(ILhl), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIMl), mRNA 


XT\ if AACA^'^ 

NM_005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


XTA if AACI'^O 

NM_00513o 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


XT\if AAC 1 C/T 

JNMUUjI JO 


Homo sapiens RODl regulator or dirterentiation 1 (S. pombe) (RODl), mRNA 


NM_005133 


Homo sapiens RCEl homolog, prenyl protein protease (S. cerevisiae) (RCEl), 
mKNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


XT\ if AAfAC^ 

NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


XT"K if AACAC^ 

NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


XTX if AAfA>IA 

NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 

(NHP2L1), mRNA 


iNM 00499/ 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


XTXiT AA>I^OO 

NM_004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


XT\ if AAil^A'^ 

NM_004o02 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant 14, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


XTXif AAi^TOT 

NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRSIO), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserme binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBPl), 
mRNA 


XTIlif A Ail ^ £.A 

NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


iNM UU4jo4 


Homo sapiens kauv nomoiog (a. pomoej (KAuyj, mKJNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PETl 12-like (yeast) (PETl 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPNl), mRNA 
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rim 004561 


Homo sapiens ovo-like l(Drosophila) (OVOLl), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORCIL), 

- - fix T A 

mRNA 


NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (N0TCH4), mRNA 


XTX>ff AA/iOAO 

NM 004808 


¥ T ^ 1 XT 'a. Ij. /X T'V i'TV^ \ "VTA 

Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


XTIk if AA A ^ 

NM_004147 


Homo sapiens developmentally regulated GTP binding protein 1 (DRGl), 
mRNA 


NM 004851 


Homo sapiens pronapsin A (NAPl), mRNA 


NM 004533- 


Homo sapiens myosin-binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


NM_004744 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine— retinol 0- 
acyltransferase) (LRAT), mRNA 


XTX Jf f\f\AC'^A 

NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


XTX K C\t\ A \ Al\ 

NM 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGLl), mRNA 


XTX JT AAilA*^*^ 

NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA 


JNM UU4jUo 


Homo sapiens isopentenyl-diphosphate delta isomerase (IDIl), mRNA 


NM 004507 


Homo sapiens HUSl checkpoint homolog (S. pombe) (HUSl), mRNA 


XTX >r AA^I'^Z'O 

NM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


XTXjT AA/nO 

NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


NM 004477 


Homo sapiens FSHD region gene 1 (FRGl), mRNA 


XTX >r /\f\AA^^ 

NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGDl), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (rCERlG), mRNA 


XTX>f f\f\AAC^ 

NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


XTX A AAil 1 AA 

NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


XTX if AAilil>IO 

NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


XTX if /\/\AAAe 

NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


xrx iff Arv A A ^ 

NM 004436 


T T • 11 1 1 /ir^'v Ti^ A \ -VTA 

Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial differentiation, sphmgohpid G-protein-coupled 

receptor, 5 (EDG5), mRNA 


XTX if AAylilOl 

NM 004421 


Homo sapiens dishevelled, dsh homolog 1 (Drosophila) (DVLl), mRNA 


XTX if AAillAA 

NM_004399 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 11 (CHL 1-like 
helicase homolog, S. cerevisiae) (DDXl 1), transcript variant 2, mRNA 


XTX if AAil0'7O 

NM 004378 


TT^ * 111 * '-ll*!* A ^ \ / ^*\T\ A < \ "VTA 

Homo sapiens cellular retinoic acid binding protein 1 (CRABPl), mRNA 


INM UUhoVo 


riomo sapiens ciocK nomoiog (mousej (CLUUKj, mKNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETNl), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLNl), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM_004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homolog (yeast) 
(dUBI), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 3-Iike (BNIP3L), 

.^Ti XT A 

mRNA 


NM UU4325 


Homo sapiens BCSl-like (yeast) (BCSIL), mRNA 


iNM UU4U4j 


Homo sapiens ATX! antioxidant protein 1 homolog (yeast) (ATOXl), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5 -like (S. cerevisiae) (APG5L), mRNA 


NM_0u4o74 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 
mRNA 


XTAvf (\{\A 'iA £. 

NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCLl), mRNA 


XTAif A A /I TAT 

NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM_004o4 1 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLTIO), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


XTA yf AA1 1 '^A 

NM 001129 


Homo sapiens AE bmdmg protein 1 (AEBPl), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMKl), mRNA 


XTX Jf AAA'^OA 

NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 

protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (N0TCH3), mRNA 


XTX if AAA'^^l 

NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 

/■AAOTT'^\ ^F»XT A 

(MSH2), mRNA 


XTX X A AAO A A 

NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLHl),mRNA 


XTX A AAAO 1 A 

NM 000210 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


XT\>f A A 1 C3 T 

NM UUljJ/ 


Homo sapiens heat shock factor binding protein 1 (HSBPl), mRNA 


NM 001499 


Homo sapiens GLEl RNA export mediator-like (yeast) (GLEIL), mRNA 


XTX if AA ^ A CO 

NM 001458 


Homo sapiens filamin C, gamma (actin bmdmg protein 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 

.^nxT A 

mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


XTX M nfW O OO 

NM_001388 


XT ■ Jl ill 1a1 rf l • l • A • ^ir^ tx /x \, 

Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit3, 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 

^ '1*1 \ VTA 

(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1 , 50kD 

V f> r 1 ^ 1 ^ 4 \ 'VTA 

(CSTFl), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mKNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZICl), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 


INlVi UUjhUV 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161), mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 




Homo sapiens Wbbl+ nomolog (b. pombe) (WEEl), mRNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULKl), mRNA 


iNM_UUJi4j 


Homo sapiens ubiquitin-conjugating enzyme E2I (IJBC9 homolog, yeast) 
(UBE2I), mRNA 


NIVl_UUii44 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 

(UBE2H), mRNA 


NM_UUj343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 


N]V1_U03340 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 
(L)BE2D3), mRNA 




Homo sapiens ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast) 
(UBE2D1), mRNA 




Homo sapiens ubiquitin-activating enzyme EIC (UBA3 homolog, yeast) 

/'Trot?ir^\ «v«oxTA 
(UoJblCj, mKJNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


INM UUjz/o 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 

(iLhZ)y mKJNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_U03251 


Homo sapiens thyroid hormone responsive (SPOT14 homolog, rat) (THRSP), 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


XTTVvf AA'5'^0'5 

NM_003223 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 


rNjVl_UU32z2 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
2 beta) ( Ir Ar2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protem 2 alpna) ( 1 r AP2A), mRNA 


XTK^r AAAyICO 

INJV1_UUU4j6 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
lactor (lCr2), transcript variant a, mRNA 


XTXyf AA-i 1 0 1 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


XTXif AA-J 1 'lO 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 

V^oU V JVol ), mivlNA 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


INM UUJ lOV 


Homo sapiens suppressor of Ty 5 homolog (S, cerevisiae) (SUPT5H), mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM uujjyy 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


XTlVyf AA'2 1 /CO 

INM U031o2 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


XTA>f A A'} 1 >1 

NM_003134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (oKP14), mRNA 


1^ 1V1_UU J V/OO 


nuino bdpiens smgea-iiKe ^lascm nomoiog, sea urcninj (^Lirosopniiaj ^oJNL»j, 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLITl), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAHl), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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INM UUjUUj 


riomo sapiens c>iiL.i4-iiKe 1 (b. cerevisiaej (obCl4Llj, mKNA 




Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


xT\>i nnooco 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1 ) 
(SCYA2), mRNA 




Homo sapiens small inducible cytokine Al, 1-309 (SCYAl), mRNA 


XTXif AAl OAil 

INiVl UU J o04 


Homo sapiens sm3 -associated polypeptide, 30kU (sAF30), mKNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


MM UUzyoU 


Homo sapiens olOO calcium binding protein A3 (5100A3), mRNA 


NM_002966 


Homo sapiens SI 00 calcium binding protein AlO (annexin II ligand, calpactin I, 
light polypeptide (p 11)) (SI 00 A 10), mRNA- 


NM UUj7U7 


Homo sapiens RuvB-uke 1 (b. coli) (RUVBLl), mRNA 


NM_0u2944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROSl), 
mKNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 

(KUtJLrl ), mKNA 


INM UUUjZO 


Homo sapiens retinaldehyde binding protein 1 (RLBPl), mRNA 


INM uuzyju 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RJN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 




Homo sapiens RE V3 -like, catalytic subunit of DNA polymerase zeta (yeast) 
(KbV3L)5 mKNA 


INM uu/yuu 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


XTA>f AA'^OOO 

NM_0028o8 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(KAKKbol), mKNA 


VTXif AAOOTQ 

NM UUzo/y 


Homo sapiens KAU52 homolog (b. cerevisiae) (RAD52), mKNA 


NM UUzo /o 


Homo sapiens KAUjl-liKe 3 (o. cerevisiae) (KADD1L3), mKNA 


NM_U02o75 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 

^KAUD 1 J, mKNA 


NM UUZo /4 


Homo sapiens kal;z3 nomolog d (o. cerevisiae) (KALiz3o), mKNA 


NM 002853 


Homo sapiens RADl homolog (S. pombe) (RADl), mRNA 


NM UUzo/3 


Homo sapiens RAD 17 nomolog (S, pombe) (RAD 17), mRNA 


NM UUUZ04 


Homo sapiens patched nomolog (Drosophila) (P 1 CH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 0026 16 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


XTKiT AA'^^AA 

NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM UU2j6o 


Homo sapiens poly(A) bmding protein, cytoplasmic 1 (PABPCl), mKNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (SI13), mKNA 


NM 003713 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_0025j2 


Homo sapiens origin recognition complex, subunit 4 -like (yeast) (ORC4L), 
mRNA 


XTA >r AA'5^'?/1 

NM 003634 


Homo sapiens mpsnap homolog 1 (C. elegans) (NIPSNAPl), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 




Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBPl), 
mRNA 


NM_003827 


Homo sapiens N-ethyknaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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INlVl UUZ44o 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSXl), mRNA 


1N1V1_^UUJ J /o 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
miviN/\ 




norao sapiens musasni nomoiog i v^urosopnuaj (^MoiJ mKJNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


J>J\A 000440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


JNM UUz4Uj 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NM_^002398- - 


Homo-sapiens Meisl , myeloid ecotropic-viral integration site l-homolog-(mouse) 
(MEISl),mRNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double mmute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM_003906 


Homo sapiens MCM3 mmichromosome maintenance deficient 3 (S. cerevisiae) 
associated protem {MCM3AP), mRNA 


NM_0u23o0 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian; (JVlArK.), mKJNA 




Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


XTA/r AA'2^^A 


Homo sapiens MADl mitotic arrest deiicient-like 1 (yeast) (MADlLl), mRNA 


JNM uujyj / 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


INM UUZZOV 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


XTA>f AAOOAO 

JNJVl_UUZ2Uz 


Homo sapiens ISLl transcription factor, LIM/homeodomain, (islet- 1) (ISLl), 
mRNA 


XTX>r AAliCAyf 

JNM UUjOU4 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-l receptor-associated kinase 2 (IRAK2), mRNA 


XTXvf AA-^O^^ 

NM_0038o6 


Homo sapiens inositol polyphosphate-4-phosphatase, type II, 105kD (INPP4B), 
mRNA 


XTX jT AAI 

NM_00153o 


Homo sapiens HMTl hnRNP methyltransferase-like 2 (S. cerevisiae) 
(HRMT 1 L2 ), mRNA 


NM_001535 


Homo sapiens HMTl hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMTlLl), mRNA 


XTAyf AA'3 0A/C 

inM_UU3oUo 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 

/0"D 1/' \ vv^D XT A 

(HKK), mKJNA 


XI\yf 000 1 
JNM UUZJDZ 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


XTlV/f AAO 1 1 A 

JNM_UuZ J J 4 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEPl), mRNA 


XT\/f AA'2'7 1 A 

JNM UU3710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINTl), mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


XTXyf AAAO'^A 

NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGAl), mRNA 


NM_003878 


TT * 1j fill/* « 

Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
hydrolase) (GGH), mRNA 


"WIVA 0014ftS 


riomo sapiens transcriptional aaaptor z {JKijjkz. nomoiog, yeast)-like (l AUAzL), 
mRNA 


NM_^001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcnption factor 1) (GATAl), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcnption factor, alpha subunit (601cD) 

( A on A \ .^OXT A 

(uABrA), mRNA 


JNM 002039 


Homo sapiens uRB2-associatea binding protein 1 (GABl), mRNA 


NM 00350o 


Homo sapiens irizziea nomolog 9 (Drosophila) (FZD9), mRNA 


XTNyf A AO CAT 

NM OUJ^U/ 


Homo sapiens mzzled nomolog 7 (Drosophila) (FZD7), mRNA 


XTK A AAO Cf\C 

NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens mzzled homolog 5 (Drosophila) (FZD5), mRNA 


VTXjf AA'5CAC 

NM 003505 


Homo sapiens mzzled homolog 1 (Drosophila) (FZDl), mRNA 


XTIV yf A A \ AHZ 

NM 001465 


Homo sapiens FYN bmding protein (FYB- 120/1 30) (FYB), mRNA 


XTNyf AAOA'I 1 

NM OOzUil 


Homo sapiens ryn-related kinase (FRK), mRNA 


XTivvf AA'2 n\n 
NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


XTAVf AA 1 A 

NM 00145/ 


Homo sapiens iilamin B, beta (actin bmdmg protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


XTX >r AA'^AIO 

NM 0020 Is 


Homo sapiens flightless 1 homolog (Drosophila) (FLII), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZHl), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYAl), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVXl), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 

(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- 
interacting) (DUSPl 1), mRNA 


NM_003859 


TT * -ll^lll 1j \ a O 1 a"1-i <«a* 

Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


XX • X^ A * A ^ !• ■ V ✓x^'mv X^ ^ T A 

Homo sapiens D component of complement (adipsm) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NM_001343 


TT * _1*1111 1/%*^ * % ■ j' 

Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotem 
(Drosophila) (DAB2), mRNA 


XTH K A A 1 A 1 

NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTLl), 

mRNA 


XTXyf A A \1 \ C. 
NM 001316 


Homo sapiens CbEl chromosome segregation 1-like (yeast) (CSEIL), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


XlXyf AA'iOAA 

NM 003909 


Homo sapiens copine 111 (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNEl), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPNl), mRNA 


NM 001841 


Homo sapiens cannabmoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


TT • t1*1*11 TA A-TAl* 1* A* f i|P^\ "VTA 

Homo sapiens cold inducible RNA bindmg protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHKl checkpoint homolog (S. pombe) (CHEKl), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNSl), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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Homo sapiens BCLz/adenovirus blB 19kD interacting protein 1 (BNlrl), 
transcript variant BNIPl, mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICDl), mRNA 


INJYl__UUJ /OO 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECNl),mRNA 


MM UUJjo/ 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM OOlloy 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPXl), mRNA 


XTA 4 AAliCOO 

NM_0ulo96 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


XT\>f AAliCTO 

IMJYl_UUl0/Z_ 


Homo sapiens agouti signaling protein, nonagouti.homolog (mouse) (ASIP), 
mRNA 


iMM UUloJo 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protem (AIP), mRNA 


NM_001 138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1 , mRNA 


NM_05o24o 


Homo sapiens DnaJ (Hsp40) homolog, subiamily B, member 6 (DNAJB6), 
mKNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


XT* jf ACO 1 /IC 

NM 05olo5 


Homo sapiens diacylgiycerol acyltransterase 2-liKe (DuATz-hke), mRNA 


XTX A A A 1 O ^ 1 

NM_00l661 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX411), nuclear 
gene encoding mitochondrial protein, mRNA 


XTA/f A 1 /I /I01 

iNM U144yi 


Homo sapiens rorKnead Dox rZ (rUArZj, mKNA 


XT\>f A</1 1 1 A 

NM_Uj41 lU 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


JNlVl UUO/ZO 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


INIVI UZuOOj 


riomo sapiens ii^ i u-iiKe kjio o i rase i CLr ), miviN a 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 Guvenile) (ALS2), mRNA 


XT\>f n^oc^o 
JNM UjZojZ 


Homo sapiens nypotneticai zinc tmger protein MUCZjyo QMUCzjyo), hikna 


rNM UjjUhJ 


Homo sapiens nypotneticai protein MOv^zo4oO (MOv^zo4oUj, mKNA 


JNIVI Uj jU 1 / 


Homo sapiens ADP-ribosyltransferase 5 (ARTS), mRNA 


NM Ujzyyy 


Homo sapiens chemokine-like factor-like protein CKLFHl (CKLFHl), mRNA 


XT\^ A^OOQI 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
proieinj v^mo\^zujU4j, mruNA 


XTA^ ACOQ/;© 

iNlVl vDZyOo 


Homo sapiens apoiipoproiein a-v v,ai^uadj, mKiNA 


NM ODzVoU 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


JNM Ujzyjy 


Homo sapiens pannexin 3 (PANX3), mRNA 


XT\>f A COO/I Q 
NM UjZy4o 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 0jZy4/ 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MCjC164yi (MuC 16491), mKNA 


NM UjZy41 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM OjzyiD 


Homo sapiens hypothetical protein MuCzu/ol (MuCz07ol), mKNA 


NM ODzoyO 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(bLC2A13), mKNA 


XTA >f AC^OO^I 

NM 0525o4 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (oICjLECI 1), mKNA 


XllVif ft ^9 1177 
INJVl UDZo / / 


riomo sapiens similar lo nypoinencai proiein iviini^o-zjoo ^^iviox-'i /j*t't), ituvjna 


NM 052876 


Homo sapiens transcriptional repressor NACl (NACl), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052o59 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 

(Kr 1 1), mKNA 


INM Ud2o3o 


Homo sapiens similar to KlKiiN cUNA 1810006A16 gene (LOC91862), mRNA 


NM Ujzojj 


Homo sapiens nypotnetical protein MGC15396 (MGC 15396), mRNA 


iNM Ujzo!>4 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens nypotnetical protein MGC 19556 (MGC 19556), mRNA 


NM U33j49 


Homo sapiens hypothetical gene MGCl 127 (MGCl 127), mRNA 


NM 033546 _ 


Homo sapiens myosin regulatory light chain (MLC-B),-mRNA _ _ 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC 143 86), 
mKNA 


NM 033515 


Homo sapiens MacGAr protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-Sr25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


XTX A A 1 O /I ^5 T 

NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chononic gonadotropm, beta polypeptide 1 (CGBl), mRNA 


XTX Jf AO >l O 

NM 033448 


Homo sapiens keratm 6 irs (KRT61RS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC- ALPHA) (M. museums) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 

(MGC3165), mRNA 


XTX >r AO 1/1 OA 

NM 033439 


Homo sapiens DVS27-reIated protem (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


XTX >r /\0'^jioo 

NM_033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLAl), mRNA 


XTX A AO O >l 1 1 

NM 033411 


Homo sapiens hypothetical protem MGCl 3523 (MGC 13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHRUMUbOMb IV (MGCl 9006)5 mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC 16309 (MGC 16309), mRNA 


XTX A AO O ill A 

NM 033410 


Homo sapiens hypothetical protein MGCl 3 138 (MGCl 3 138), mRNA 


XTX A AO O 1 A 

NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


XTX A1 /lAOO 

NM 014083 


Homo sapiens PRO07o7 protein (PRO07o7), mRNA 


XTX >r AOOA/IO 

NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


XTX A AO 1 Jl f 1 

NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 

T'CO 1 A 1 r>TI /X A/^/^y| '7z:^\ — .nXT A 

IbblOlRP (MGC476o), mRNA 


XTlVif All 1 Q1 

NM 033163 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


XSI ^-^^ nnH»2n«n 1. . ». n.4.t. n4.^ 1 ^^nA-nZ-k XA^^l AA^I /X A/^ 1 A A^ 1 \ R X T A 

Homo sapiens hypothetical protem MGC 14961 (MGC 14961), mRNA 


XTAyf All 1/1 'J 

NM 033343 


Homo sapiens LlM homeooox protem 4 (LHa4), mRNA 


XT\>f Al ll 1 0 

NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


XTX jf AOOOAA 

NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


INM Ujjzyo 


Homo sapiens T-cell activation protein (PGRl), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTFl) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


vr\yr nno^/i 
INM VjjZj^ 


Homo sapiens brotner oi CUU (bUC), mKN A 


INM UjjZU'I' 


Homo sapiens nypotnetical gene LiKjZp570101o4 (LiKrZp57U10lo4), mRNA 


INM yJjjZjy 


Homo sapiens CaM-KJl inhibitory protein (CAM-JvllN), mRNA 


INJVI yjjZjy 1 


Homo sapiens testes aeveiopment-reiateo N YU-orZi (N YU-brzi), mKN A 




Homo sapiens nypotnetical gene supported by dC0u4307; BCUUoz85 
{MGC10992),mRNA 


INM UjjZUo 


Homo sapiens similar to jerky (mouse) homo log-like (L0C91 151), mRNA 


INM UJjl7J 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


INM- U l J04i 


Homo sapiens UivrZr434r 1 zz protein (DKJ^Zr434r Izz)i mRNA 


JNM UizoU4 


Homo sapiens lung alpha/beta hydrolase 1 (LABHl), mRNA 


JNM_Uizl3j 


Homo sapiens hypothetical protein DJvrZp434N1415 (DKJ^ZP434N1415), 
mKJNA 


INM UjUoUj 


Homo sapiens hypothetical protein rLJiuujj (rLJiuuij), mKNA 


JNM 


Homo sapiens hypothetical protein MOC03 Jo (MOCDiio), mKJNA 


INM UZ4Ujy 


Homo sapiens hypothetical protein MCjCjjjo (MCjCjJ jo), mRNA 


INM UIOj4Z 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


INM UjjIZ/ 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


INM UJJlZo 


Homo sapiens scinaenn ^oi^iN ), mKNA 


INM \JJD\JJo 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


INM \)JD I 10 


Homo sapiens hypothetical protein MUC i o / 1 4 (^MOC l o / 1 4 j, mKNA 


INM UjjIZJ 


Homo sapiens testis-development related N YD-orz7 (N YD-Srz7), mRNA 


INM UJjIZO 


Homo sapiens serine/threonine Kinase raKHz (roKHz;, mKNA 


INM UjJ1Z4 


Homo sapiens N i u-^rzo protein (NYU-brzoj, mKNA 


XJA/f n'J'i 1 90 
INIVI UJjiZZ 


Homo sapiens testis aeveiopment protein N YU-orZo (N YU-orzoj, mKNA 


XT\/f H'J'l 1 1 4 
INM UjJ 114 


Homo sapiens MAUr-i protein (^MAUr-i ), mKNA 


NM 033083 


Homo sapiens EAFl protein (EAFl), mRNA 


NM UjjUcS/ 


Homo sapiens hypothetical protein rLJi45i i (rLJl4jll), mRNA 


XTA/f 

INM UZ4j1Z 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


xTAyf nn^noo 

INM uuouzy 


Homo sapiens paraneoplastic antigen MAI (PNMAl), mRNA 


NM U33UZJ 


Homo sapiens hypothetical protein FLJ1351 1 (7n3), mRNA 


XTAVf n 1 C 1 

NM_uoioy 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRSl 

(^KKol ), mKNA 


XTA/f m-^ioo 

NM uiDizy 


Homo sapiens septin o [ohrz), mKNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


XTA/f ATOOAiC 

NM UJzZUo 


Homo sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


XTA/f A'2T7A'7 

NM Uiz/y/ 


Homo sapiens hypothetical protein rLJ 14497 (FLJ 14497), mRNA 


XTAA A"? Oil TO 

NM U3247Z 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3), mRNA 


XTA/f AIOQI^ 

NM ujzyio 


Homo sapiens UCJZ (UC3z), mKNA 


XTA/f A'5'^C7'7 

NM_UiZj // 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 

tLUCo4004J, mKNA 


XTA/f AIIQII 

NM ujzyjj 


Homo sapiens hypothetical protein MUCl i3oo (MOCi 1 Joo), mKNA 


XTA/f H'^OQOQ 

NM ujzyzv 


Homo sapiens hypothetical protein MOd4/y3 (MOd4/yi), mKNA 


XTA/f niOQOQ 

NM UiZyzo 


Homo sapiens hypothetical protein MUd4l4l (MUd414l), mKNA 


XTA/f A'20Q'^'7 


Homo sapiens hypothetical protein MuC13l 59 (MCjC13159), mRNA 


XTA/f A'lOQO/^ 

NM Ujzyzo 


Homo sapiens hypothetical protein MUC \o 161 (MOC l ^ / 3 /), mKNA 


IN ivi z yz. I 


numo Sapiens nypouieiicai proicin ivioi-/ xj^io \yfv>j\^ iDo /d), miviNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC 141 56), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC 14425 (MGC 14425), mRNA 
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Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 

^rrr IKloAj, mKNA 


xixyf H'^OOni 
fNJVl UJZyUi 


Honio sapiens nypomencai protein mijd4Zoo (Mijd4Zooj, niKiNA 


nllYI UjZoyy 


oonio Sapiens nypoinciicai protein mol.141Zo (MOL/i4izoj, itlkna 


XT\>i H'^OftOS 

iNJvi ujzoyo 


riomo sapiens nypOLneiicai proiein MOi^i4izo ^MLrv^i4izoj, mKNA 


"MX/I ^10507 


Momo sapiens nypotneticai protem MOCl443o (MUd443oj, mKNA 


XTXyf niOQQA 

iNivi UjZoyo 


Homo sapiens nypotneticai protein MOd43oo (MUd4jooj, mKNA 


XTlV/f A'JOCOO 

NM UoZoVZ 


Homo sapiens nypotneticai protein M\jd4lol (MUci4loij, mKNA 


INM UjZoyi 


Homo sapiens nypotneticai protein Mucizyzs (MUCizyzoj, mKNA 


INM UJZoyU - 


•Homo-sapiens nypotneticai protein MOCI 3 130 (MGCl 3130), mKNA 


INM UJZcSo/ 


Homo sapiens nypotneticai protein MCjC 16037 (M(iCl6037), mKNA 


NM UjZooj 


Homo sapiens nypotneticai protein MUCi jyoo (MCjCl390oj, mKNA 


INM UjZooZ 


Homo sapiens nypotneticai protein MuC 15827 (MOC 15827), mKNA 


INM UJZool 


Homo sapiens u / snKNr-specitic om-lilce protem LoMlO (LoMlOj, mKNA 


INM UJZooU 


Homo sapiens nypotneticai protein MCjC15 /30 (MOC15 /30), mKNA 


INM UjZo/o 


Homo sapiens nypotneticai protem moci do / / (Mouoo / /), mKNA 


INM UJZo/i 


Homo sapiens nypotneticai protem MOCi 543 / (MOCi543 /), mKNA 


INM UjZoO/ 


T T — ^ <^/>m4A«<kn UirMA^I^A^-i Arki m«>a4-aim 17T TI/IAiCi^ /UT T1 /IAiCiC\ *mDXTA 

Homo sapiens nypotneticai protein rLJ 14900 (rLJ l49oo), mKNA 


NM UjZoOj 


Homo sapiens nypotneticai protein rLJ 14950 (rLJ 14950), mKNA 


NM UJZool 


OA»Mr% ork«^iAMo U«rMA4-UA'f«^nl •««*a4-a!m TTT T 1 /I A 1 T /T7T T1/IA1T\ .vml^XTA 

Homo sapiens liypotnetical protein rLJ 149 17 (rLJ 149 17), mKNA 


NM UJZojy 


LJi^»-»-»i^ f->rtn«A*^n m r^'fl-i ^4- 1 <^<-> 1 w>««n4Ai*-k CT T 1 /I AA/C /CT T1 /1AA/C\ •-■^T>XTA 

Homo sapiens nypotneticai protein rLJ I4yoo (rLJl4yoo), mKNA 


NM Ujzo^o 


Homo sapiens nypotneticai protein rLJ i4o5o (rLJ 14oo8), mKNA 


NM UJZoDj 


T T ^ ^ „_ ^ /-»«-. r-i l« A*w^n4nM<^< A4-«n O T TO _ ^ — 4 _ ! /T TOT TO\ «-w»DXTA 

Homo sapiens Hematopoietic oHZ protein (HoHZ), mKNA 


NM UjZ(>M 


T T — — ^ rm«««AMn 1%« r«% a4-V« a4-« aa 1 moa^aim CT T 1 ^ OT 1 /CT T1^0T1\ «mDXTA 

Homo sapiens nypotneticai protein rLJ i4o / 1 (r lj i4o / 1), mKNA 


NM UiZoDU 


Homo sapiens nypotneticai protein rLJ 14840 (rLJ 14840), mKNA 


NM UjZ84y 


T_T^«mM nnM«A«*n V«i rMA^-Vk a4-« Ani m«>a4-aim CT T1 A Q1 A /"CT T1 ^0^^\ *vkT>XTA 

Homo sapiens nypotneticai protein rLJ 14834 (rLJ 14834), mKNA 


NM UJZo4/ 


LJi^wki^ cin«<k«AMf< U«mA'fUA'f«A«-i1 «<««*i^4-A«««k CT Tl/IOO< /CT T1 /lOO^N «v«l}XTA 

Homo sapiens nypotneticai protein rLJ 148Z5 (rLJ 148Z5), mKNA 


XJA>r fi'XOQAA 
NM UjZo'I'O 


Homo sapiens nypotneticai protein rLJi4oZ4 (rLJi4oZ4), mKNA 


NM UjZo44 


I_Ia*<ma nriMiAno m A+tv A-f* aa 1 m«>a4-a«m CT J \ A Q \ 1 /CT T 1 /I O 1 ^ "\ vvkD XT A 

Homo sapiens nypotneticai protein rLJ 14813 (rLJ 148 13), mKNA 


NM U3Zo4j 


I_TaM^ A nriMI AMO Vkl rMA4-U> a4-I AaI «««>a4-A<M CT T 1 ^ O 1 A /CT T 1 ^ O 1 A\ »mO XT A 

Homo sapiens nypotneticai protem rLJ 14810 (rLJ 148 10), mKNA 


NM U3Zo4Z 


LTamma r<r>M«AMO 1%« rMA4-lt A-t-v aaI m«*a4>a«m CT T 1 /I O A^ /CT T1/IOA'5\ M«kOXTA 

Homo sapiens nypotneticai protein rLJ 14803 (rLJ 14803), mKNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ 14784 (FLJ 14784), mKNA 


NM 032837 


Homo sapiens hypothetical protein FLJ 14775 (FLJ 14775), mKNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ 14751 (FLJ 14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(h'rriKljB), mKNA 


NM 032832 


Homo sapiens hypothetical protein rLJ 14735 (rLJ 14735), mKNA 


NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 

•m'DXT a 

mKNA 


NM 032830 


Ua*«>«a <>a'.«2a«.<^ U«fma4-Ua4-:aa1 •«*a-4-aT*« CT TI/ITOO /CT Tl /nOO\ •V.13XTA 

Homo sapiens hypothetical protein rLJ 14728 (rLJ 14728), mKNA 


NM 032829 


LJa«ma «a«««a««« U«fma4-Ua4-<aa1 .^..a^-aIv^ CT Tl/nOl /CT TI/nOIA .mTSXTA 

Homo sapiens hypothetical protein rLJ 14721 (rLJ 14721), mKNA 


NM 032828 


1-Ta.«ma mamiamm nlh! Ai«t4-lM T TT>C -A /T TT3C ■A\ m^DXTA 

Homo sapiens ubiquitin UBr-tl (UBr-tl), mKNA 


XTA>f A'500'T7 

NM 032827 


Homo sapiens hypothetical protein rLJ 14708 (rLJ 14708), mKNA 


NM 032826 


Homo sapiens hypothetical protein rLJ 14697 (rLJ 14697), mKNA 


NM UjZoZj 


OOv^ianc rtirr%/^4'rtAi~i ao 1 «^«»a4-a«»^ CT T1 /I /l7T Tl /lnV/> ■ tvil? X.T A 

Homo sapiens nypomencai protein rLfJi40oo (rL/ji4oooj, nuviNA 


NM 032821 


Homo sapiens hypothetical protein FLJ 14665 (FLJ 14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ 14641 (FLJ 14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ 14640 (FLJ 14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ 14627 (FLJ 14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 {FLJ14621), mRNA 
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INM UjZoIU 


Homo sapiens hypothetical protein FLJ 14600 (FLJ 14600), mRNA 


Nivi Ujzouy 


Homo sapiens hypothetical protein FLJ 14596 (FLJ 14596), mRNA 


INM UjZoUO 


nomo sapiens nypoineTiCai proiein rL,ji'\jyH v^rLji^jyHj, uUvNA 


fNiVl UjZoU/ 


riomo sapiens nypoineiicai proiein tl^j i^dvu vrLfji^jyuj, hikna 


iNlVl UJZoUO 


Homo sapiens hypothetical protein FLJ 14566 (FLJ 14566), mRNA 


iNM UjZoUj 


Homo sapiens hypothetical protein FLJ 14549 (FLJ 14549), mRNA 


INiVl UjZOUZ 


Homo sapiens hypothetical protein FLJ 14540 (FLJ 14540), mRNA 


jNivi ujz/yy 


Homo sapiens hypothetical protein FLJ 14524 (FLJ 14524), mRNA 


INM Ujz/yo 


Homo sapiens reserved (SYAPl), mRNA 


INM ujz / yz - 


Homo sapiens hypothetical protei 


n FLJ 14486 (FLJ 14486), mRNA - - 


JNM ujz/yu 


Homo sapiens hypothetical protei 


n FLJ 14466 (FLJ 14466), mRNA 


JNM UJZ /oo 


Homo sapiens hypothetical prote 


m FLJ14457 (FLJ14457), mRNA 


XTAif O17707 
JNM UJZ/o/ 


Homo sapiens hypothetical protei 


T^T T 1 A A C A /T^T '\\ A A £ A\ TiXTA 

m FLJ 14454 (FLJ 14454), mRNA 


JNM UiZ/oO 


Homo sapiens hypothetical protei 


„ IPX T 1 A A C 1 /T^T T 1 A A C W T» X T A 

in FLJ 1 445 1 (FLJ 1 445 1 ), mRNA 


XTA>r 01770^ 

INM UiZ/oj 


Homo sapiens hypothetical protei 


T^T T 1 A A A*^ /"TT W A A A^\ T*XTA 

in FLJ 14442 (FLJ 14442), mRNA 


XT\>f 017701 

JNM Uiz/ol 


Homo sapiens hypothetical protei 


in FLJ 14427 (FLJ 14427), mRNA 


XTA/r 017700 

INM UJZ/oU 


Homo sapiens hypothetical prote 


n FLJ14399 (FLJ14399), mRNA 


XTAyr 017770 
INM UJz / fy 


Homo sapiens hypothetical protei 


in FLJ14397 (FLJ14397), mRNA 


XT\>r O17770 

INM UJz//o 


Homo sapiens hypothetical protei 


n FLJ14393 (FLJ14393), mRNA 


XTA>r 01777^ 

NM VoZ/ fj 


Homo sapiens hypothetical protei 


T^T T t A'>^i\ /T^T T1 A'^^fW T^XT A 

in FLJ14360 (FLJ14360), mRNA 


XTAyf 017771 

INM kjjII Id 


Homo sapiens hypothetical prote 


n mGC412o (MGC4126), mRNA 


XT\4 n'37770 
INM UJZ / /Z 


Homo sapiens hypothetical prote 


n MGC2555 (MGC2555), mRNA 


XTN/ 017771 
INM UjZ//1 


Homo sapiens hypothetical protei 


in MGC 12217 (MGC 1 22 1 7), mRNA 


XT\yf 017770 

INM yJjZl i\j 


Homo sapiens hypothetical protei 


in MGC 1 629 1 (MGC 1 629 1 ), mRNA 


XT\>r 0177^^ 
JNM UJZ/Oj 


Homo sapiens hypothetical protei 


in MGC16175 (MGC16175), mRNA 


XTA>f 0177/C/1 

INM UiZ/04 


Homo sapiens hypothetical protei 


_ A Kr^r^ 1 ^ 1 CO /A Ar^/~^ i zr i c'>\ — r*XT a 

in MGCl 61 53 (MGC16153), mRNA 


XTA>f 0177/i7 

INM Uiz/oz 


Homo sapiens hypothetical prote 


nMGC16121 (MGC16121), mRNA 


XTA/f 0177/il 
INM UjZ/01 


Homo sapiens hypothetical prote 


in MGCl 6075 (MGC 16075), mRNA 


XT\>r 0177^0 

INM Ujz/jy 


Homo sapiens hypothetical protei 


in FLJ11328 (FLJl 1328), mRNA 


XTA>f 0177^0 

NM UJz/jo 


Homo sapiens hypothetical prote 


in MGC 1346 (MGC 1346), mRNA 


XTAyf 0177^7 

INM UjZ/j/ 


Homo sapiens hypothetical protei 


in MGC15705 (MGC15705), mRNA 


XT\>r 0177^^ 

NM Ujz/Dj 


Homo sapiens hypothetical protei 


n MGC15634 (MGC15634), mRNA 


XTA>r 0177^1 

NM Ujz/j1 


Homo sapiens hypothetical protei 


in MGC15504 (MGC15504), mRNA 


XTlVyf 017^^0 

JNM Ujz/jU 


Homo sapiens hypothetical protei 


in MGCl 5429 (MGC 15429), mRNA 


XlWr 0177/I7 

JNM Ujz/4/ 


Homo sapiens hypothetical protei 


in MGC 14697 (MGCl 4697), mRNA 


XTA/T 0177/l/^ 
INM UJZ /40 


Homo sapiens hypothetical protei 


in MGCl 2538 (MGC 1253 8), mRNA 


XTAyf 017'7/10 

INM UjZ/4U 


Homo sapiens hypothetical protei 


in MGC5391 (MGC5391), mRNA 


XTAyf 017710 
INM UJZ/jV 


Homo sapiens hypothetical prote 


in MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical prote 


in MGC 13168 (MGC 13168), mRNA 


NM 032733 


Homo sapiens hypothetical prote 


n MGC 12679 (MGC 12679). mRNA 


NM 032732 


Homo sapiens hypothetical prote 


in MGC 10763 (MGC 10763), mRNA 


NM 032731 


Homo sapiens hypothetical protei 


in MGC14353 (MGC14353), mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


XTA ;! ATTIT? 

NM_032727 


Homo sapiens intemexin neuronal intermediate filament protein, alpha (INA), 
mRNA 


xjA/t 01777/=^ 
INiVl UJZ/ZO 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical prote 


in MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical prote 


in MGC 11314 (MGC 11314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGCl 1332 (MGCl 1332), mRNA 
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NM U3Z /I / 


Homo sapiens hypothetical protein MuCl 1324 (MuCl 1324), mRNA 


xiivyf Am 1 A 


Homo sapiens hypothetical protein MCjC13251 (MuC13251), mRNA 


jNM Uiz/iU 


Homo sapiens hypothetical protein MCjC13053 (MCjC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protem MuCl 3047 (MGC 13047), mRNA 


JnM 032/01 


Homo sapiens hypothetical protem MUC2705 (MCjC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGCl 1082 (MGCl 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MuL13198 (MGC 13 198), mRNA 


NM 0326o7 


Homo sapiens hypothetical protem MGC 130 10 (MGC 130 10), mRNA 


NM 032683 


Homo sapiens hypothetical protem MGCl 2972 (MGC 12972), mRNA 


NM 0326o0 


Homo sapiens. hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 0326/6 


Homo sapiens hypothetical protein MGCl 0955 (MGC 10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGCl 0882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC 108 14 (MGC 108 14), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGCl 1141 (MGCl 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protem MGC 10702 (MGC 10702), mRNA 


NM 032655 


TT^_^ ^^^Z^^^ t-.. ^ ^4-1- ^4.! 1 .^^^4.^^^ X>ff/^/^1A^A1 /X if /^/^ 1 A^A 1 \ .^"TJXT A 

Homo sapiens hypothetical protein MGC 10701 (MGC 10701), mRNA 


NM 032654 


Homo sapiens hypothetical protem MGC 10981 (MGC 10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC 10960 (MGC 10960), mRNA 


XTA >f AOO/CylO 

NM 03264© 


Homo sapiens hypothetical protem MGC 10820 (MGC 10820), mRNA 


NM 032647 


Homo sapiens hypothetical protem MGC 10561 (MGC 10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protem MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclm-dependent kmase 2 interacting protem (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protem MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


XTX if AO'^^'^yl 

NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


XT* >r A^'^^'>^ 

NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial G 1 P binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


XT* >f A^'^ilAO 

NM 032498 


Homo sapiens homeobox protein irom AL590526 (LOC84528), mRNA 


XT* Jf A'^'^^AA 

NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


XT* A'^'^CAA 

NM 032599 


Homo sapiens testes development-related NYD-bP18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (rNSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protem GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protem TSP-NY (TSP-NY), mRNA 


NM 032572 


¥ T • • 1 1 ^ X"¥^ VTA ^ ^ \ TV VTA 

Homo sapiens nbonuclease 7 (RNASE7), mRNA 


NM_032568 


TT * A A / A \ A. * 4. J X * 1*1 ^ A T> A A T^T ^\ 

Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


XT* if A'>'^^/'^ 

NM 032567 


Homo sapiens testis-specific protem NYD-TSPl (NYD-TSPl), mRNA 


NM 032506 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group Xlll secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HR1HFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGCl 1303 similar to Zink transporter 2 
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(MOL.1 1303 J, mKNA 


XT\>f AlO/iOn 

JNJVl Uiz4yU 


Momo sapiens rNAo-12/ protein (rNAD-l27J, mKNA 


XT\>r AlOylOO 

NM Uiz4oo 


Homo salens protein related with psoriasis (LOC845 1 8), mRNA 


NM_032471 


Homo sapiens protein kinase (cAMP-depenaent, catalytic) innibitor beta (FKIB), 
mRNA 


NM 032292 


Homo sapiens nypotneticai protein rLJ 20203 (rLJ 20203), mKNA 


NM UJz2oJ 


Homo sapiens nypotneticai protem DlCrZp434B227 (DKl'Zp434D227), mRNA 




Homo sapiens kIAAO / I / protein (K1AA0717), mKNA 


NM 032410 


Homo sapiens nooKJ protein (HOUJv3), mKNA 


NM__032108 


Homo sapiens sema domain,_transmembrane domain (TM), and cytoplasmic 
Gomain, (semapnorin ) ors (oiiMAOr> ), mKNA 


NM Oi5o3o 


Homo sapiens UJsxZr560J0I19 protein (DKrZr5ooJ01 19), mKNA 


XTlV>r A 1 C'7A 1 

NM 015701 


Homo sapiens hypothetical protein (CL25084)5 mKNA 


NM 015224 


Homo sapiens KlAAl 105 protein (RAP 140), mKNA 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 

(NlrJvj, mKNA 


NM Oizioo 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 0323i>3 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 0323/0 


Homo sapiens nypotneticai protein rLfJ20o9/ (rLJ20o9/j, mKNA 


NM 0323 /o 


Homo sapiens nypotneticai protein MuC425 1 (MCjC425 l ), mKNA 


NM 0323 / J 


Homo sapiens nypotneticai protein MOC2o05 (MCjC2o05 j, mKNA 


NM \)jZj/j 


Homo sapiens nypotneticai protein Mud0202 (MOd0202), mKNA 


NM 0323 /O 


Homo sapiens nypotneticai protein MOC 15/10 (MOC 15/1 0), mKNA 


NM 0323oy 


Homo sapiens nypotneticai protem MLrd50iy (MOC150iy), mKNA 


NM U32jOo 


Homo sapiens nypotneticai protein MCjC15430 (MCjC15430), mKNA 


NM 0323 /4 


Homo sapiens nypotneticai protein MOC2502 (MCjC2502j, mKNA 


NM 032304 


Homo sapiens nypotneticai protein MUc 14/20 (M(jrd4/20), mKNA 


NM 032352 


Homo sapiens HblLI protein (HhlLl), mKNA 


NM 032301 


Homo sapiens nypotneticai protein MLru54oy (MUC54oy), mKNA 


NM UjzjOU 


Homo sapiens nypomeiicai proiem mljCz404 ^moL/Z4U4 mivN a 


NM 0323jy 


Homo sapiens nypotneticai protein MUC430o (MLrC430oj5 mKNA 


NM UJ/JJO 


oomo sapiens nypomeiicai protein mlfv^i j loj (^moci j loj j, mivNA 


NM 0323 J / 


Homo sapiens nypotneticai protein mltu 12901 (MOd2yoi), mKNA 


NM 0323j0 


Homo sapiens nypotneticai protein MLrCi4i5i (MLrd4i5i mKNA 


NM 0323JJ 


Homo sapiens nypotneticai protein MUCi 32/2 (MUL/ 1 32 /2j, mKNA 


NM 032352 


Oa*ma f^oM^AMn U1^MA4^UA4^«An1 m..a4^aI»« AA/^/^1 lOQiC /AA/^^^I 1 00/C\ mOXTA 

Homo sapiens nypotneticai protein MOC i 1 290 (MUC 1 1 290), mKNA 


NM 032350 


Homo sapiens nypotneticai protein MUui 125 / (MLjCI 125 /), mKNA 


NM 032349 


Homo sapiens hypothetical protein MOCi 1275 (MOCl 1275), mKNA 


NM 032345 


Ua*MA rmM<AMO Vk« rM a4-1« a4-< Ani MtftA^-AIM AA/^O'^A/1'7 (\.Af^t^^C\A^\ ««k>t'DXT A 

Homo sapiens nypotneticai protein M(jC304 / ^MLrC304 /), mKNA 


NM 032340 


Homo sapiens hypothetical protein MCjd3oyo (MUd3090), mKNA 


NM 032345 


Homo sapiens nypotneticai protein MUL.ij0o4 (^MLrdjUo4), niKiNA 


NM 032343 


Oa«>V%A OAMtAMO U«rMA4-UA4-«A<t1 M«>a4-A«M A A 1 '2 A 1 / A A/^ 1 T A 1 \ VV* D XT A 

Homo sapiens hypothetical protein M(jd30io ^MLrd30iO), mKNA 


NM 032341 


TJTaMAA flAM^AMfl l«« FM.A4>t* A4-<Anl M«*a4-A<M 'K A \ A Q A A / A A/^ 1 ^ O >l A \ •m'DXT A 

Homo sapiens hypothetical protein MCjC 14644 (MLrd4o44), mKNA 


NM 032339 


Homo sapiens hypothetical protein MCjCI4o32 (MCjC14o32), mKNA 


NM 032336 


Homo sapiens hypothetical protein MOC 14799 (MuL 14799), mKNA 


NM 032334 


Homo sapiens hypothetical protein MvjrC14595 (M(jC14595), mKNA 


xjivvf niO'Jio 

INJYI UJZJJZ 


riomo sapiens nypomeiicai proiein iyivj\-^4Zjo v,ivivj^4Zjoy, mi\jN/\ 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC 13057 (MGC 13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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iNJVl UjZjIj 


nomo sapiens nypotneticai protein MvjC43yy ^MOC43yy), mKNA 


XT\>| (\in'l\A 
INIVI UjZjIH 


riomo sapiens nypotneticai protein MvjC4 /o / ^MLrL/4 /of), niKiN a 


INIVI U^ZJlJ 


riorno sapiens nypotneticai protein mo\^3z32 (mvji^jZjZ), niKiNA 


INM UjZjIz 


riomo sapiens nypotneticai protein MOCi lOoi (MLrCi lOoi j, mKNA 


INIVI UjZjIU 


oomo sapiens nypotneticai protein mov^i i i o ^moci 1 1 ij), itikna 


INM UjZjU/ 


Homo sapiens nypotneticai protem MUdoyyy (Muciuyyv), mKNA 


INIVI UjZjuj 


oomo sapiens nypotneticai protein MLiL/i0y40 (^MOv/iO!740j, mKNA 


INJVl U^ZJUZ 


riomo sapiens nypotneticai protein MOdOVi i ^Mouioyi i j, itikna 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC 10870), mRNA 


INM UJzjUU 


Homo sapiens nypotneticai protem MCjC10o54 (MuC10554), mKNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423), 

mRNA 


NM_032269 


Homo sapiens hypothetical protem DKFZp761B0514 (DKFZp761B0514), 
mKNA 


iNM_U J22o / 


Homo sapiens hypothetical protem DlvrZp7o 1 0 1 7 1 2 1 (DKrZp7o 1017121), 

•^DXT A 

mKNA 


xTA>r nioooA 
iNM UJZZoU 


Homo sapiens nypotneticai protem uis.r/,p /o IJ 1 3y (UJvrZp /o i j 1 39), mKNA 


INM Uj2z/o 


Homo sapiens nypotneticai protein L;lvrZ,pj4/r0oz (ulvr/.p34 /r0o2j, mKNA 


INM Ui22/4 


Homo sapiens nypotneticai protein lJis.rZpj4/rO/z (L;lvr/;pj4/r07z), mKNA 


iNm UjZZ/1 


Homo sapiens nypotneticai protein Uivrz^pjooiozi ^UKr/-pjooiOzi j, mKNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 119 (DKFZp586Jl 1 19), mRNA 


NM Uizzoy 


Homo sapiens hypothetical protem DICFZp4341099 (DKFZp4341099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mRNA 


NM 032262 


Homo sapiens hypothetical protem DKFZp434N035 (DKFZp434N035), mRNA 


NM_032257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM_032256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 

•vi'DXT A 

mKNA 


NM 0322jj 


Homo sapiens hypothetical protein DKrZp43411930 (DKrZp43411930), mRNA 


NM 0JzZD4 


Homo sapiens hypothetical protein DKrZp434rl42 (DKrZp434r 142), mRNA 


NM_0JZZ4 / 


Homo sapiens hypothetical protem L/KrZp434bOMy (lJKrZp434b05iy), 

mtvINA 


XT\ >f A 1 0 O /I O 

NM UiZ24Z 


Homo sapiens hypothetical protem L;KrZp^o4Al /o (L)lvrZp!>o4Al7o), mKNA 


iNM UjZZjo 


Homo sapiens hypothetical protein rLJZ34lo (^rLJz34ioj, mKNA 


NM 032235 


Homo sapiens hypothetical protein rLJ23l3o (rLJ23l3o), mKNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM 032233 


Homo sapiens hypothetical protem FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo sapiens hypothetical protem FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FLJ22369 (FLJ22369), mRNA 


XTA A A'^OO 1 O 

NM 032213 


Homo sapiens hypothetical protem FLJ21977 (FLJ21977), mRNA 


xT\>f moo 10 

iNM_UJZZlZ 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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INM VjZiyi 


riomo sapiens nypotneticai protein rLJi4Jzo (rLJl4Jzo), mKNA 


INM yJoZlOf 


Homo sapiens nypotneticai protein rLJi4UZo yrLJiWZQ), mKiNA 


XlXif fi'iOlfi/* 
rMM UJZloO 


riOuiO sapiens nypotneticai protein rLJ i jyo4 (rL»j iiVo4j, mKNA 


VIA A nioici 


oomo sapiens nypotneticai protein rLJiJjyi (rLrJiijyij, niKiNA 


IMM Ci'XlMO 

iNivi ujzi /y 


oonio sapiens nypoineiicai protein rujzyjj^z. \r uJZkjj^Z)^ miviNA 


INM UjZl /O 


riomo sapiens nypoineiicai protein flj [jzyi yrLJ i j/y i j, mKiNA 


INM UjZI /j 


nomo sapiens nypotneticai protein rL/jiz/o / yrLtj iz / o / ), itlkina 


INM UJZi /*f 


rionio sapiens nypotneticai protein flj iz / /u ^rL»j iz / /uj, itikina 


INM ujzioy 


Homo sapiens nypotneticai protein rL»j izjyz (rL,j iz^yz), mKiNA 


NM 032164 


Homo sapiens hypothetical protein FL J 1 2298 (FLJ 12298), mRNA - 


INM UjZIoZ 


Homo salens nypotneticai protein rLJ 1 1952 (rLJl 1952), mKNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protem (PRAM-l), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


XT A if rkT> 1 A'^ 

NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 

..^n XT A 

mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434BI727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032141 


Homo sapiens hypothetical protein DKFZp434K142l (DKFZP434K1421), 

mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM_032135 


Homo sapiens hypothetical protem DKFZp434F1017 (DKFZP434F1017), 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 

XT A 

mRNA 


NJVl_u32131 


Homo sapiens hypothetical protem DKrZp434F0714 (DlvrZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J0113 (DKFZP434J0113), mRNA 


XTA A A'^O 1 "^O 

NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


XTH A A^l 1 '^O 

NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 

"O'VT A 

mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protem DKFZp564D1378 (DKFZP564D1378), 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NM_032118 


Homo sapiens hypothetical protein FLJ 12953 similar to Mus musculus D3Mm3e 

/T'T TIOAC^X .^nXTA 

(FLJ 12953), mRNA 


XT\ A AO O 1 1 T 

NM 0321 17 


Homo sapiens GAJ protein (GAJ), mRNA 


NM_0321 16 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
ZJ7!/ ^ivioi-'Zjyyj, mrsJNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAAl 173 protein (KIAAl 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IRl 899308), mRNA 
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Homo sapiens hypothetical protein FLJl 1301 (FLJl 1301), mRNA 


INM UloUo4 


Homo sapiens hypothetical protein FLJ 10342 (FLJ 1 0342), mRNA 


NIVl_Ul /OU/ 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 

(rrrlKlZL/J, mKJNA 


VTA4 ni^AA^ 


riomo sapiens ujvrz,r jooejUdzi protein i kfj), mKNA 


INM ViJjZo 


oomo sapiens JJJvrZ<rjOOHU/3 protein (^UlvrZrjOoHU/jJ, mKJNA 


INM VlJJlZ 


Homo sapiens UKFZF434A23o protein (Ulvr'Zr434A236), mRNA 


INM 


n^sf-kiAno rWX7'7T>A'iAr^1A^ ^T\l^V2^1iA'iA/^'^AC\ maDXTA 

Homo sapiens UKrZ,r434Cz4D protem (DKrZrr434C245), mRNA 


JNM uiDzyz 


Homo sapiens JvIAAU /4 / protein (iviAAO /4 /), mRNA 




.Homo sapiens tLLAAO/oo. protein (LbC3), mRNA , _ _ . _ 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


XTKyf A 1 < 1 1 o 


Homo sapiens R1AA0807 protein (MAST205), mRNA 


NM OIjU/U 


Homo sapiens K1AA0853 protem (K1AA0853), mRNA 


NM UjziUo 


Homo sapiens hypothetical protem MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXNl), mRNA 


NM_001221 


Homo sapiens calcium/calmodulin-dependent protem kinase (CaM kmase) II 

J_1x_ (f^ K'KA'X/^TW .^DXTA 

delta (CAMK2U), mRNA 


XTXyf A1 ^OAQ 

NM uIjZUo 


Homo sapiens K1AA0874 protein (K1AA0874), mRNA 


NM 032043 


Homo sapiens BRCAl-mteractmg protem 1 (BRIPl), mRNA 


XTX>r AlOAylA 

NM_U32U4U 


Homo sapiens hypothetical protem DlCFZp564K0322 (DKFZP564K0322), 

mDXT A 

mRNA 


NM U3ZU3 / 


Homo sapiens senne/threonme protem kinase 1 K (iSS 1 Jv), mRNA 


NM VjaVjJ 


Homo sapiens rlvovj43 (rRo(j43), mRNA 


NM UJZUJz 


Homo sapiens rKc)Vj4Z (rlvo04Z), mRNA 


NM UJZUj I 


Homo sapiens rKoOl / (rRoOl /), mRNA 


NM ujzuzy 


Homo sapiens tKoCjo / protein (FRoOo /), mRNA 


NM UoZUZO 


Homo sapiens UUAI l protein (^CUAI i), mRNA 


N M U JZUZ4 


Homo sapiens L/Liau i / protein (CUAU i /), mivN A 


NM [)3Z\JZj 


Homo sapiens AU037 protein (AD037), mRNA 


NM UJZUZZ 


Homo sapiens auujo protem (AD03o), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


XTA A A 1 1 n C /I 

NM Ujiyj4 


Homo sapiens Mblr028 protein (MblP028), mRNA 


XTA A AT 1 

NM 031953 


Homo sapiens MbTP043 protein (MSTP043), mRNA 


XTA/f A'i 1 A'JiC 

NM 03iy3o 


Homo sapiens G protein-coupled receptor 6 1 (GPR6 1 ), mRNA 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
W N 1 oAj, transcript variant 1 , mRNA 


XTiivr AH on 
NM UjIVjZ 


Homo sapiens testis transcript Y 14(11Y14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


XTAyf AO 1 ni A 

NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


XTA yf A*? 1 A'^A 

NM 031929 


Homo sapiens testis transcript Y 1 1 (TTYl 1), mRNA 


XTA A f\'J 1 A'T7 

NM 031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


XTA>r A'5 1A'^^ 

NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM^031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 

(TMPIT), mRNA 


XTA >r A'J 1 yl 

NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


XTA>r fii ion 
NM vjiyi / 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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iNiVl UZZ^H- / 


xiomo sapiens lopoisomerase-reiaieQ mnciion proiein 4-z (^iKr4-Zj, niKNA 


rNivi ujih-oj 


riomo Sapiens giuianiaie ncn wu repeal proiein oivwu ^LrKWUj, itlkina 




riomo sapiens nypotneticai protein moc441D (MOC44iDj, niKNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


\.1\A nil AHA 


Homo sapiens nypotneticai protein lJK.rZp7olLiiyi3 (UKjZr7o 101913), 

mivINA 


INM Uj1400 


oomo sapiens jviaaioo2 protein (MvjC4/3 / J, mKNA 


W\A r\i 1 A^< 


oomo sapiens nypotneticai protein MOd3204 (MUl. 13204), mKNA 


IS Nl_\jj 1 404 


riomo sapiens nypotneticai protein Moci i2o/ similar to riDosomai protein bo 

Kinase , ^MO\^ 1 izo / J, niKNA _ _ _ 


iNivi ujiHjy 


riomo sapiens sesirin z v^oiioZj, miviNA 


iNiVl UJl'fJD 


riomo sapiens nypotneticai protein jjivrz,p/oir24i (uivrZr/oir24i), mKNA 


XTA^ C\'l}A^'X 

iNlVl Uj 


oomo sapiens nypotneticai protein mlf\^i iu34 (^moci iu34), mKNA 


XriV/f H'^IA^O 
INiVl Uj IhjZ 


riomo sapiens nypoineiicai proiein mvj\-'Zjou v^mol-zdou), itikna 


TvF\A 1 AAQ 


riomo sapiens isjaaiooo protein (JJivrz.r /011Z123), mKNA 


XT\^ 1 AAH 


riomo sapiens nypotneticai protein mliL/13033 ^Mvjd3033), mKiNA 


fMM Uj1440 


Homo sapiens nypotneticai protein rNAb-i3 1 (rNAb-i3i)j mKNA 


KTAyf All /in 


riomo sapiens nypotneticai protein Mud0o23 (Mocio<>23), mKNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


INM UJ14ij 


riomo sapiens nypotneticai protein UKrZp!)o4 10422 (lJivrZrjo4l0422), mKNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protem MuL10ol2 (M(jC10o12), mKNA 


NM U3142J 


Homo sapiens hypothetical protein NUF2R (NuF2R), mRNA 


NM_(}31421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434Hul 15), 

O XT A 

mKNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPLl), 

mDXT A 

mKNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


XTA/f A'^ 1 OCJ 

NM U312o3 


Homo sapiens HMu-box transcription tactor lCr-3 (lCr-3), mKNA 


NM 031307 


Homo sapiens hypothetical protem rKSCj32 (rKaCj32), mRNA 


NM_031305 


Homo sapiens nypotneticai protein DKFZp5o4Bl 162 (DKrZr5o4Bl 162), 
mRNA 


VTAyf AT 1 0 A1 

NM_031301 


Homo sapiens hypothetical protein DKrZp5o4D0372 (DKrZP564D0372), 

•^DXT A 

mKNA 


XTTVyf AT 1 OAO 

NM U3 l/yo 


Homo sapiens hypothetical protein M(JC2yo3 (MOC2yo3), mKNA 


XTX>f AT 1 OAT 

NM 0312^3 


Homo sapiens hypothetical protein DKrZp434ul31 (DKFZr434Cjl31), mKNA 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mKNA 


XTK/f AT 1 OOO 

NM 0312oo 


Homo sapiens FAF-l binding protein (FAFA-1), mKNA 


XT\>f AT 1 0 QA 

NM 0312o4 


Homo sapiens hypothetical protein L)KrZp434Diyj (uKrZr434r>iyj), mKNA 


XTAif ATAOTl 

NM 0305^72 


Homo sapiens hypothetical protem MuC53o4 (MuC53o4), mKNA 


XT\X AT AAA 1 

NM_030y01 


Homo sapiens olfactory receptor, family 7, subfamily A, member 1 7 (0R7A 1 7), 

mKNA 


xi\>f n 1 '70Qn 
NM 01 /yyyj 


Homo sapiens nypotneticai protein rLJ lOO /y (flj loo/y), itikna 


NM 03lZiy 


Homo sapiens hypothetical protein MOd2yo4 (MUd2yo4), mKNA 


XTA/f A'J 1 0 1 C 
INM UJ 1 Z 1 5 


Homo sapiens nypoineiicai proiein rijJiz4oo yrijj iz4oo), mKiNA 




nomu bdpicns nypuLneiicdi pruicin /\rji uuh- ^^/\r ijvh), ini\iN/\ 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWPl), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subumt 5 (MGC3038), mRNA 


NM_030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACAl), mRNA 


NM_03095o 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OA rPRP4), mRNA 


INM OiUyjz 


Horno _sapiens_nypotnetical protein DKrZp434J037 (DKrZr434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 

,^T> XT A 

mRNA 


iNM OJUyi / 


Homo sapiens nypotnetical protein nCLA-iso (HLLA-ISO), mRNA 


NM 030929 


Homo sapiens nypotnetical protem rK.bu28 (rKSu28), mRNA 


NM 030921 


Homo sapiens nypotnetical protem DC42 (DC42), mRNA 


NM_030917 


Homo sapiens nypotnetical protem DKFZp586K0717 (DKFZr586K0717), 

vmOXT a 

mKNA 


NM OJOyij 


Homo sapiens nypotnetical protein uivrZp56oJ09l (DKrZr566J09l), mRNA 


INM ujuyi** 


Homo sapiens nypotnetical protein M 0^2000 (MOC2oooj, mKlNA 


NM 03090/ 


Homo sapiens nypotnetical protein MCrC 10731 (MuC 10731), mRNA 


XT\yf A'JAQQ^ 
INIVI UJUoyD 


Homo sapiens nypotnetical protein rLJl4l29 (rLJ 14129), mKNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


XTA >r A'iAOIA 

NM 0308 19 


Homo sapiens nypotnetical protein MGCl 1335 (MGCl 1335), mRNA 


XTHiT A') AO 1 A 

NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


XTAyf Al AO 1 A 

NM 030810 


Homo sapiens nypotnetical protein MuC3178 (MCjC3178), mRNA 


XT\ AT A^AOAyl 

NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 
mKMA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


XT"\A AIATCA 

NM 030759 


Homo sapiens nuclear receptor binding ractor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens statnmin-like 4 (STMN4), mRNA 


XTAvf A'^AAAA 

NM 020909 


T J ^.^^ ^^^Z X/'J A A t C AO ^^^4-^1^ /T^ TA A1C>10\ -^^T* XT A 

Homo sapiens K1AA1548 protein (K1AA1548), mRNA 


XTAA A 1 OAOl 

NM 018023 


Homo sapiens hypothetical protein rLJ 10201 (rLJ 10201), mRNA 


XTXiT AI'iAAA 

NM 023009 


Homo s£q)iens macrophage myristoylated alanine-rich C kinase substrate 

(MAL-MAKClvoJ, mKNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens nj^otnetical protein rKU2/jO (rKU2/30), mKNA 


NM 025170 


Homo sapiens hypothetical protein rLJ 12987 (FLJ 12987), mRNA 


XTA>r AO /I /CO 1 

NM 024681 


Homo sapiens hypothetical protein rLJ 12242 (rLJ 12242), mRNA 


XTX>f AO /I AO O 

NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM__0 17578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222), 

mDXT A 

mKNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (AP0L5), mRNA 


NM 024513 


Homo sapiens r YVb and coiled-coil domain containmg 1 (r YCUlj, mKNA 


NM 030621 


Homo sapiens helicase-moi (K1AA0928), mRNA 


NM 0JU641 


Homo sapiens apolipoprotein L, 6 (AP0L6), mRNA 


"MN/i notion 


oOmo sapiens is.iaaio41 proiein (^is.i/vaio41 j, mKiNA 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ 101 78 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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INlVi UZH-JZy 


riomo sapiens nypotneticai protein mLjC434z ^iviLrC4 j4z ), mKN A 


"KIM 094.087 


rionio Sapiens UlvrZ^r j04L»UoOZ protein yUr^r ZjtrjOHLtUoOZ)^ rHKlNA 




nomo Sapiens cyiopiasniic poiyaaenyiation eiemeni oinaing protein ^i».r co i 

mRMA 




Wnmn canipnc h\mnfhf^finck] nrnft^irt PT T997Q^ fVl T997Q^^ mPMA 

nuiiiu bapicns nypuuicuLdi proiein rLrJZZ/7j yrL/jzz /yjjy nuviN/v 


NM 09 soon 


nornu sapiens JVLrvrvi'tjj proiein ^^ivi/\/\i*f3jj, nu\JN/\ 


NM 0940'^Q 


noulo sdpiens nypomeiicai protein ri^jzivio ly lojy nuviNA 


NM 094QO'^ 


nomo Sapiens nypouieiicai protein rL»j 14Z7 / v^ri^j i4zy / mivXNA 


NM 09^170^ 


Hrimo CQr4if»Tio VTA A 0^4*5 r\rr\fa\r\ /"VTA Af\^A'2'\ ml>XTA 

oouio sapiens rwi/\/\uo4j protein ^^ivi/\/\U04 j j, niiviN/\ 


NM 09A71R 
IN iVl tf Z*t / 1 0 


riomo sapiens nypotneticai proiein rL^jiuiui yrL,j iKJiVi ), nUviNA . - 


NM 01 SAS9 


T-Tnmrv coniVnc T^K'pyP^AAPI Q 1 A rsrr\ft*\n /'T^1^P7P<^AAP1 01 A\ mPMA 

nomo sapiens ijrkxz-rj04r lyio protein v^i^ivrz^rjo^-r i^ioj, itiivjna 


NM 09S1R0 


xioino Se^jiens nypotneticai protein rLrjijoDy ^^rL^Ji jojyj, ituvina 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 09^010 


l-fr»mrt conionc VTA AmO^ «<kf/\i-Ain /VTA An'7Q<\ ♦v%DXTA 

riomo sapiens jviaau /y j protein ^iviaau /yj), mKJN a 


MM 094CO^ 


Homo sapiens nypotneticai protein rLJi4U/j (rLJi4U/jj, mKiNA 


MM 09AftzlO 
INiVl UZ'fo'tU 


nomo sapiens nypotneticai protein ruj i j jyu (tLj i^jyv), itlkina 


JNIVI UZZ/oZ 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9), mRNA 


MM 01 7^ 


riomo sapiens nypotneticai protein URr i6p4j4LfUojU (UivrZ,p4j4LUojU;, 

mPMA 

mixiN/\ 


MM O'^O^RO 


riomo sapiens nypotneticai protein mociv/jZU (^moc^iUDZUj, itlkina 


MM 09^10^ 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


XTM 0^20^77 


oomo sapiens nypotneticai protein Mociuyyj \NiKj\^i\)yyj), mKiNA 


MM 010^7A 


riomo sapiens nypotneticai protein MLri^iuvoo (^MLrCiuyooj, nuvJNA 


W\A 070^7^ 

rNivi ujuj / J 


Homo sapiens nypotneticai protein MLidUjJ4 (^MLrL.lUjJ4j, mKlNA 


MM 010^79 
INIVI UjUJ /Z 


riomo sapiens nypometicai protein MvJduy4o ^MLrdUi74oj, mKiNA 


MM 010^71 


Homo sapiens hypothetical protein MGC 10924 similar to Nedd4 WW-binding 
protein d \^mvjv/1 uyzn^, miviN/v 


MM O'^O^^Q 


nomo sapiens nypometicai protein m\jL/1Uo4o v^mvjL/1Uo4oj, itlkina 


NM O'^OSAR 


T4r\mr% CQrvi^nc Ti\/nrkfKpktir>Ql t\rr\fe>\n IVvfr^f^lOSI fi ^\A^~^f^^ Ofil fi^ mPMA 

riomo sapiens nypomeucai proiein ivivji^iuoio ^iviov^iuoioj, itlkin/\ 


MM O'lO^/iT 


U/^m/^ c«i*%iAmc \\\n\r\i\\ai-ir»fi\ «>%«>n4-A«*i \>r^^1A779 /XA/*^/^ 1 A'7'79\ wtPXTA 

riomo sapiens nypotneticai protein m\j\-/ i u / / z ^^mijv^ i u / / z j, mKjN a 


NM 09^1 


T-TriTMn cQni/snc VTA A 0000 «fr\foiTi /VTA A AOOQ\ tnPXTA 

riomo sapiens ivL/\/\U7yy protein \^iviAAuyyy itlkina 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


MM 094^^8 


riomo sapiens nypotneticai protem rLtJZUZoo yrujzyjzoo), miviNA 


iNM UZ4j4/ 


Homo sapiens KlAAU4o / protein (KiAAu4o7), mRNA 


XTNyf n 1 C/l 1 C 
JNiVl Ulo41o 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


XTlVif n9^ 1 CO 
INJVl UZjIoZ 


TJ^*vtA nr>«%«AMri rvtrx-f Vk A-fi^ri 1 •'kvr^^-A^M U'T T1 1 CiCA /UT T1 1 CiCA\ vmO XT A 

riomo sapiens nypotneticai protein rLj 1 1 jou ^rLJ 1 1 joUj, mKJN A 


INM^UZD lOo 


Momo sapiens LAr (leucine-ncn repeats ana rUZj and no ruz protein ^lanu), 

mKJN A. 


MM 09^081 


Urtmrk co«^i£krtc VI A A 1 ir\^ r\vr\faln /'VT A A 1 tnPXT A 

riomo sapiens jviaai jU3 protein (^n^iaai judj, mKiNA 


MM 0947^0 


riomo sapiens leucme-ncn repeat-containing z (^lkkL/Z mKiN a 


MM 09^9A/^ 
INM UZDZOO 


riomo sapiens nypometicai protein mouz/oU (Mocz/ouj, nuviNA 


MM 09^9^^ 
INM UZjZOO 


riomo sapiens nypotneticai protein mocz / /o ^^mov^z / /o), itlKina 


MM n9^9AA 
INM UZjZ04 


riomo sapiens nypotneticai protein mocz4 j4 (iViocz4D4 ), mKJN a 


MM 09^947 
INM UZ jZ*f / 


riomo sapiens nypotneticai protein moL/Dou i (^mol^^ou i ), mKJN a 


MM 09^9/1/^ 
INM UZjZ'fO 


riomo sapiens nypotneticai protem MuL/jzyj ^^MOL/jzyj ), itikjna 


NM O^S^'^d 


OUIItU aapiCIlb rCwUIIlUUlallUIl piUlClIl JVC<\^I^ ^iVII!«v^ l f^, IIlJVlNrv 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein FLJ 13660 similar to CDK5 activator-bmding 
protein C53 (FLJ 13660), mRNA 


NM 025 lo7 


Homo sapiens hypothetical protein FLJ 12076 (FLJ 12076), mRNA 


XT"K>f noc ^ OA 
NM 0251 84 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843), mRNA 




Homo sapiens hypothetical protein rLJ 22004 (FLJ22004), mRNA 


NM 025163 


Homo sapiens hypothetical protein FLJ 12768 (FLJ 12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FLJ 1 1577 (FLJl 1577), mRNA 


XTX >r AO CI 

NM 025157 


T T ^ • 1 aI» —4.1 ^ 1 J ■ T^T ¥OOAilO /"W^T ¥'\OAil'^\ "V ¥ A 

Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mRNA 


XTA JT AOCICC 

NM 025155 


Homo sapiens hypothetical protein FLJl 1848 (FLJl 1848), mRNA 


XT\ >r AOC1 CO 

NM 025152 - 


T ¥ 1 - ^t- . A* . - 1 T^T TIOZTZ'A /T^T ¥10^^A\ ¥^ X T A 

-Homo sapiens hypothetical protein FLJ 12660 (FLJ 12660), mRNA - - 


XTX >r AOC 1 CA 

NM 025150 


Homo sapiens hypothetical protein FLJ 12528 (FLJ 12528), mRNA 


XTX >r AO c 1 yirr 

NM 025147 


Homo sapiens hypothetical protein FLJ 13448 (FLJ 13448), mRNA 


XTX A AOC ^ A/1 

NM 025146 


Homo sapiens hypothetical protein FLJ 13 194 (FLJl 3 194), mRNA 


XTX>f AO C 1 /I C 

NM 025145 


T 1.- _4.1- —4.2 1 __^4-».I_ T7T TOOAvl il /r^¥ ¥OOA>l A\ ¥^XT A 

Homo sapiens hypothetical protein FLJ 22 944 (FLJ22944), mRNA 


XTX Jf AO C 1 y< 

NM 025143 


TT^..^^ ^^^Z ^ 1_ _^ ^a'L. ^4.^ T^¥ TOAOCZ" /r^¥ ¥OAOCZ'\ ¥>XT A 

Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


XTX AO CI Af\ 

NM 025140 


Homo sapiens hypothetical protem FLJ22471 (FLJ22471), mRNA 


XTX X AOC1 OA 

NM 025139 


Homo sapiens hypothetical protein FLJ12584 (FLJ12584), mRNA 


XTX 4 AOC 1 O >l 

NM 025134 


Homo sapiens hypothetical protein FLJl 2 178 (FLJl 2 178), mRNA 


XTX if AOClOO 

NM 025133 


Homo sapiens hypothetical protein FLJ12673 (FLJ12673), mRNA 


XTX if AO ^ 1 OA 

NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


XTX 4 AOC 1 OA 

NM 025129 


¥¥_ ^ * l_ 4,1_ ^A.^* T*T ¥00^00 /T^¥ ¥00/'00\ ¥>XTA 

Homo sapiens hypothetical protein FLJ22688 (FLJ22688), mRNA 


XTX ;f AO CI 1 O 

NM 025118 


T ¥^..^ ^ ^^—.i ^ l_ ^4.L. ->4." ¥^¥ ¥ 1 O O 1 A /¥^¥ ¥ 1 O O 1 A\ .T* XT A 

Homo sapiens hypothetical protem FLJ 133 10 (FLJ 133 10), mRNA 


XTX A AO C 1 1 C 

NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


XTX JT AO CI 10 

NM 025113 


¥ ¥ _^ ^A.l_. ^A.i — 1 ^^^4.^.^^^ ¥^¥ ¥0 1 CZ'O /¥^¥ ¥0 "1 CZ'0\ ¥iXT A 

Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 


XTX JT AO CI 10 

NM 025112 


Homo salens hypothetical protein MGCl 1349 (MGCl 1349), mRNA 


XTX >r AOC1AO 

NM 025108 


Homo sapiens hypothetical protein FLJ 13 909 (FLJ 13909), mRNA 


XIX 4 AO C 1 A'^ 

NM 025107 


¥ ¥ * f A.t A.* 1 A * ¥^¥ 1 ^ y f\ /¥^¥ ¥'^ ■% 1^ y (W. T\ X T A 

Homo sapiens hypothetical protem FLJ21269 (FLJ21269), mRNA 


XTX Jf AOC1AC 

NM 025105 


T T ^ ^ ^^^Z ^ ^4.1. ^4.2 _^_^4.^2^ ¥^¥ ¥ 1 O >l A A /¥?¥ ¥ 1 O /I A A\ - - X T A 

Homo sapiens hypothetical protein rLJ 12409 (FLJ 12409), mRNA 


XTX>f AOClAyl 

NM 025104 


¥¥ • 1 a\ A* \ A. * ¥*'¥ T1 ^ AO'^ T1 AO^\ ¥^ X T A 

Homo sapiens hypothetical protein FLJ13087 (FLJ13087), mRNA 


XTX 4 AOC 1 AO 

NM 025103 


¥¥ * ^ _ '11 1_ • 4. ' 1 //^X 4/~^ 1 \ Ti X T A 

Homo sapiens capillary morphogenesis protem 1 (CMGl), mRNA 


XTX jf AO C 1 A A 

NM 025100 


T f ^-^^ ^ ^^^Z ^ ^4.1. -.4.2 —^1 — .....^4.^ ¥^¥ ¥ 1 O O A il /1~'¥ ¥ 1 O O A yl \ .>^¥> XT A 

Homo sapiens hypothetical protein FLJ 12294 (FLJ 12294), mRNA 


XTX jT AOC a AO 

NM 025093 


Homo sapiens hypothetical protein FLJl 1827 (FLJl 1827), mRNA 


XTX AOCAAO 

NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


XTX AOCAOO 

NM 025088 


Homo sapiens hypothetical protem FLJ 13 241 (FLJ 13241), mRNA 


XTX if AOCAOO 

NM 025087 


¥ ¥^ ^2— — l_ ^ _4.1. _4.2 — _ 1 ^__4._2 T^T TO 1 C 1 1 /T^¥ ¥0 1 C 1 1 \ ¥1XT A 

Homo sapiens hypothetical protein FLJ2151 1 (FLJ2151 1), mRNA 


XTX >r AOCAOO 

NM 025082 


T T^--.-. ^ ^.^^2^^^ 1^. ^ ^,.4.1. —4.2 —.— 1 ^^>_4— 2^ T^T ¥ 1 O 1 1 1 /T^T T 1 O 1 1 1 \ .^T) XT A 

Homo sapiens hypothetical protem FLJ 13 1 1 1 (FLJ131 1 1), mRNA 


XTX jT AOCAOC 

NM 025075 


¥¥-.--.— _ ^^^Z^^^ 1.. .xL. .4.2 — A.— *— ¥^¥ ¥00 il jl C /T^T TOOvIjICX .„T>XTA 

Homo sapiens hypothetical protem FLJ23445 (FLJ23445), mRNA 


XTX if AOCA^il 

NM 025074 


¥¥^ Z^ — 1_ ^—4.1. _4.2__1 x_2 T^T TOOAO 1 /T^T TOOAO 1 \ —.TtXTA 

Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


XTX iff AOCA'^O 

NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 


NM 025071 


¥ ¥ • 1_ a1_ a* 1 A • T*^¥ ¥ 1 O 1 A A /T^¥ ¥ 1 O 1 AA\ ¥^ XT A 

Homo sapiens hypothetical protein FLJ 12 190 (FLJl 21 90), mRNA 


XTX # AOCA^A 

NM 025069 


¥¥ • — 1_ xl- 1 A • T'T ¥1 AOAA /r*¥ ¥ I ilOAA\ ¥>XTA 

Homo sapiens hypothetical protein FLJ 14299 (FLJ 14299), mRNA 


NM 025067 


¥¥ * 1_ a1_ a* 1 A * ¥""¥ ¥1 A '\ f\y /T^T ¥ 1 >l 1 A^"\ ¥> X T A 

Homo sapiens hypothetical protein FLJ14106 (FLJl 41 06), mRNA 


NM 025064 


TT • 1 a\ A* \ A * T^T T<^ y t\ A /T^T 'Wf\ y f\ A\. T\ VTA 

Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 


TT * 1 a\ A^* \ A ' T*^T T/^ ^ F F f\ /T^T T'^ ^ C /\\ T\ X T A 

Homo sapiens hypothetical protem FLJ23550 (FLJ23550), mRNA 


NM 025059 


TT * 1 a1 a' t A ' T^T W^'^'SfX^ /T^T T/^'^OAf'\ T» "V T A 

Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA 


NM 025U57 


TT — — — m2— w — .4-1. ^4-2 — — 1 A— 2^ T^T TO'I 1 OA /T^T TOO 1 OA\ ...mT^XT A 

Homo sapiens hypothetical protein rLJ231o9 (FLJ23189), mKNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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NM UZjU4j 


Homo sapiens nypotnetical protein rLJ225o2 (r'LJ225o2), mKNA 


rMM UZjUjI 


iiomo sapiens nypotnetical protein rLJ2l075 (rLJ2lo/5j, mKJNA 


INJVI UzjUjU 


Homo sapiens nypotnetical protein rLJ209 /2 (rLJ209 /Z), mKNA 


rNM UZjUZO 


Homo sapiens nypotnetical protein r LJ 1 4 1 o / (r LJ 1 4 1 u / j, mKNA 




Homo sapiens nypotnetical protein rLJ 14100 (rLJi4iU0j, mKNA 


iNM UZJUZ4 


I-Ja*VIA OnVNIAMO Vtl rv% A-f a4-1 An 1 ai&MA^-AaM fT ¥1 A f\0^ /'C¥ T1 >IAOO\ MmP X.T A 

Homo sapiens nypotnetical protein rLJ140o2 (rLJ140o2), mKNA 


iNiYl UZJUZj 


Homo sapiens nypotnetical protein rLj 14Ud9 (rLJi4Uo9j, mKNA 


iNM UZjuiy 


Homo sapiens liKely ortnolog or mouse tubulin alpna 4 (rLJ 13940), mKNA 


iNM UzMliz 


Homo sapiens nypotnetical protein rLJ13769 (FLJ 13769), mKNA 


iNJVl UzDUUy 


Homo sapiens nypotnetical protein rLJ 13 621 (rLJ 13621), mKNA 


iNM UzjUUo 


A'MO A A AM • AM M l^V rM A 4-1>« a4-I aa 1 ^^a4-a^^ T7T 1 t 'J C A A /T7T T 1 O il >1 \ XT A 

Homo sapiens nypotnetical protein rLJ 13544 (rLJ 13544), mKNA 


INM UZjUUO 


Homo sapiens nypotnetical protein rLJ 133 /3 (rLJ 133 / 3), mKNA 


MM UzjUU4 


l—fA-VMA OAMCAMn VkV rM a4-1-> a4-I AA 1 Ma«A4-AZM CT T1'50 1C /'CT T110 1^\ T A 

Homo sapiens nypotnetical protem rLJ13215 (rLJ 13215), mKNA 


iNM OzjUUi 


tJamoa r^AM^AM^ rM A'l-U a4-! aaI m^a4-a!^ t^t t 1 o 1 zt zt /t^t ti o 1 zr^\ .^'nXT A 

Homo sapiens nypotnetical protem rLJ 13 166 (rLJ 13 166), mKNA 


JNM UZjUUz 


T-Ta«IAA ^^IAmIaM^ 1%V rMA4-U> a4-< AaI M.a4-aIm CT TITl^O /CT Tl O 1 M^T^XT A 

Homo sapiens nypotnetical protein rLJ 13 162 (rLJ 13 162), mKNA 


NM 025001 


Homo sapiens hypothetical protem FLJ13105 (FLJ13105), mKNA 


INM OzjUUO 


Homo sapiens hypothetical protem rLJ 13 096 (FLJ 13096), mKNA 


NM 024997 


Homo sapiens hypothetical protem FLJ 12668 (FLJ 12668), mKNA 


NM 0z4yyj 


Homo sapiens hypothetical protein rLJ 12568 (rLJ 12568), mKNA 


NM 024992 


Homo sapiens hypothetical protein FLJ 12547 (FLJ 12547), mKNA 


NM 0249o9 


Uam.«a aamIama rMA^-l. a4-^ aaI m^a4-a!m CT T 1 T7 /CT T1T5T7\ <^T1XTA 

Homo sapiens hypothetical protein rLJ 12377 (rLJ 12377), mKNA 


NM 024900 


Homo sapiens hypothetical protem FLJ 12355 (FLJ 12355), mKNA 


NM 0249oO 


T T A — ^ -4 i^AM^ A« n A^-Uk a4-> A A 1 mma+aIm CT T 1 O '5 1 /CT T 1 O "5 1 \ «v.P XT A 

Homo sapiens hypothetical protein rLJ 12331 (rLJ 12331), mKNA 


NM 0249o0 


T T — >M a4-1« a4-« AA 1 m«.a4-a«m CT T 1 O 1 '5 O /CT TIOIIIX ., -i P "XT A 

Homo sapiens hypothetical protein rLJ 12132 (rLJ 12 132), mKNA 


XT\>f AO /IOTA 

NM 0249/9 


I-Tawma nnM«A*«n 1« « a^I* a4'« a n 1 mwa^aSh CT T10 100 /CT T10 100\ «mP XT A 

Homo sapiens hypothetical protein rLJ 12122 (rLJ 12122), mKNA 


NM U249/0 


T-Tavm A onw«aMO l» « rM a4-1« n-f-a a n 1 -m-ma-^-aim CT T 1 O 1 O 1 /CT T1 O 1 O 1 \ maPX.T A 

Homo sapiens hypothetical protein rLJ 12121 (rLJ 12121), mKNA 


XTAvf AO /I ATI 

NM 0249/1 


T T A .r, ,t A n AM rm l^-m A ^4~1 A^ 1 Tm T7T T 1 1 ^ /T^T T 1 1 ^\ XT A 

Homo sapiens hypothetical protein rLJl 1726 (rLJl 1726), mKNA 


XTA>r AO/IAOA 

NM 0249/0 


I-Jamaa r^AM«A«>ii^ l«« rMA-t-l^k A'4-« AA 1 A 4- A I M CT Tl 1 T O O /CT T1 ITOOX P X T A 

Homo sapiens hj^otheticai protein rLJl 1722 (rLJl 1722), mKNA 


NM 0249o9 


Homo sapiens hypothetical protein rLJl 1703 (rLJl 1703), mKNA 


NM 0249OO 


T_TaMMA nAM«AMn Lk-. A't-W a4-« AA 1 Ma.A'4-A'!.^ CT Tl 1 CAO /CT Tl 1 CAO\ MoPXT A 

Homo sapiens hypothetical protein rLJl 1598 (rLJl 1598), mKNA 


NM 024961 


T_Tamaa aamIamii V%v rMA4-l« A4-a aaI m-ma^-a^m CT Til ^ TA /CT Tl 1 '^TA\ MoPXT A 

Homo sapiens hypothetical protein rLJl 1370 (rLJl 1370), mKNA 


XTli>r AOvlACA 

NM 024959 


Homo sapiens hypothetical protem FLJ22233 (FLJ22233), mKNA 


NM 0249j / 


T_Ta*V«A riAM<AM<-l V%V rM a4-1% a4-I AaI MMA^-AIM CT T O O O iT /CT TO O ^ O ^ \ •'mPXT A 

Homo sapiens hypothetical protem rLJ22686 (rLJ22686), mKNA 


NM U249j!> 


TJa.-ma ^a««,<a««^ U'. r««A-«-U a4-! aaI m*.a-4-a«m CT TO O O /CT T0'^'?00\ -^PXT A 

Homo sapiens hypothetical protein rLJ23322 (rLjZ332l), mKNA 


XT\/1 AO/in^/i 

NM U249j4 


1 T A A ^A^!»^^ 1*. r_ A -i-L. ^-i-IaaI -^_a4-a!„ T^T TT 1 OA'? /T7T Tl 1 OA^\ r> X I A 

Homo sapiens hypothetical protein rLJl 1807 (rLJl 1807), mKNA 


NM 024952 


T-TaMKVA <-IAM«AMi^ l%« A'4-1% A-<-I A A 1 MOa4-A«M CT TOAACA /CT T0AACA\ P X T A 

Homo sapiens hypothetical protein rLJ 20950 (rLJ 20950), mKNA 


NM 024950 


Homo sapiens hypothetical protein FLJ 12891 (rLJ 12891), mKNA 


NM 024949 


T T _ — — — «i^J— 'las #^ a4''Lb A^-a aaI ^aaA^AaxK T7T TO^AOA /"CT T^OA^A\ >_>^)XT A 

Homo sapiens hypothetical protem rLJ22029 (rLJ22029), mKNA 


NM 024948 


Homo sapiens hypothetical protein FLJ 13397 (rLJ 13397), mKNA 


NM 024946 


TJ'A.MkA AA.«.^AMA 1.<.w~a4.1. a4.^ aaI m.a4-aI^ CT TOI'TAA /CT TO 1 TAAX .^PXT A 

Homo sapiens hypothetical protein FLJ 2 1799 (FLJ 2 1799), mKNA 


NM 024945 


Homo sapiens hypothetical protem FLJ128oo (FLJ 12888), mKNA 


NM 024943 


Homo sapiens hypothetical protein FLJ23235 (FLJ23235), mKNA 


XTAyf AO /in /I A 

NM 024940 


T T a...*^ a m^^Ia^m 1_. w-^ a -4.1^ ^4.1 A A 1 ^^A-A-A^^ CT TO 1 A'^ A /CT TO 1 AO A\ XT A 

Homo sapiens hypothetical protein rLJ21034 (rLJ21034), mKNA 


XTlk Jl AO /I AO T 

NM 024937 


T T ^ ^ ^ ' ^ ^ 1 ^ _ J " T^T T 1 'O AO A /T^T T 1 O AO A\ X T A 

Homo sapiens hypothetical protein FLJ 12929 (FLJ 12929), mKNA 


NM 024936 


T ¥ _ t -ii ^' 1 ^^^4.^1^ CT TOOAOyI /T7T TOOAOjI\ — X T A 

Homo sapiens hypothetical protein rLJ23024 (FLJ23024), mKNA 


INM uz4yzy 


T J nr*% onMiA-nn 1<« v rM^4-1^ A-f An 1 •x**^'4-£k«m CT TO 'I 1 1 O /17T TOO 1 1 0\ 'rv«D XT A 

Homo sapiens nypotnetical protein rLJ2i i iz (^rLJZj i iz), mKiNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ 12571 (FLJ 1 257 1 ), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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iNivi uz^yio 


riomo sapiens nypoincticai proiein rL»jzzoi4 (^rLfJzzoi4j, mKiNA 


rNJVl yjZ^yiD 


riomo Sapiens nypouicucai proiein ri^j i j /oz (^rLfj /ozj, nuviNA 


IN iVl UZ*r7 1 -) 


rionio sapiens nypouicucai proiein rLrJZiyoo v^rL^JZiyooj, nuviNA 


IN IVl UZ'f 7 1 z 


riomo sapiens nypoineiicai proiein ri^j i4jz / (^rLJ 14jZ / j, itikina 


IN IVl UZf 7 1 V 


nonio sapiens nypomeiicai proiein rLrj iz /uu ^^rLJ iz /\J\)), nvKiNA 


IN IVl UZ*r7UZ 


tiomo sapiens nypoineiicai proiein ruj i jzjo (^flj ijZjo), rriKiNA 


IN IVl UZH-y U 1 


rionio sapiens nypoineiicai proiein rLrJZZ4j / \ri^jzz^j i ), itlkina 


IN IVl UZH o 7 7 


nonio sapiens nypoineiicai proiein ri^JiZ34Z ^rL»JiZD4Zj, nuviNA 


INiVl UZ*tO"J 


nonio sapiens nypoineiicai proiein rLjz^zuy {^rujzjzxjy), nruviNA 


"MM 094R09 

IN IVl UZH O "Z 


rioino sapiens njijjoineiicai proiein rL>j i i /uu ^^rLijii /uu^, ituvINA 


IN IVl \j£,Hoyi 


nomo sapiens nypoineiicai proiein rLrj 1 1 /oJ ^rL<j 1 1 /oj j, ihkina 


INlVl UZHooo 


tiomo sapiens nypoineiicai protein r lj i idjj (tLJ 1 1 j^, niKJNA 


IN IVl UZ^Oo/ 


oomo sapiens nypoineiicai proiein r i^j i j i uz (.rLJ i j luz ), itlkna 


INiVl UZ^OOH 


nomo sapiens nypoineiicai proiein rLj izo i o (ri^j i zo i oj, mKiNA 


VT\4 094881 


nomo sapiens nypoineiicai protein rL/JZZZUZ \rujzzZK)Z)j mKiNA 


XT\^ 094881 
IN IVl UZ^ool 


nomo sapiens nypoineiicai protein rLJ i4z^i ^rLrJ I4zj ij, mKiNA 


xjVf 09487A 
IN IVl UZHO /O 


nomo sapiens nypoineiicai protein flj izzzy yrL,j izzzy), nuviNA 


>JN4 09487^ 
iNlVl UZ'fo/J 


I4nmrt cor\i/^nc Vi\mrkfViofir»al rwni-ain T7T T19091 /d 11 909 1 ^ rviDXTA 

nomo sapiens nypoineiicai protein rLij izyzi v,rL«Jizyzi j, miviNA 


yj\A 094879 
IN IVl UZHo/Z 


U/\m/\ eov^iAnc! V\\n\r\4\%ai-lr>ai m«>/\4-ai*i I7T T77^7A /I7T T77^7A\ *v«I>XTA 

nomo sapiens nypoineiicai protein fljzzd /u \rLijZZj /uj, uUvINA 


XT\/f 094871 


nomo sapiens nypoineiicai protein tLJ iz /4<s (rLj iz /4oj, mKiNA 


K1\A 0948^0 


nomo sapiens nypoineiicai protein rLji4UDU (^ri^ji4UjUj, nuviNA 


xj\/f 0948^8 


Homo sapiens hypothetical protein FLJ 14124 (FLJ14124), mRNA 


Xr\4 0948A^ 
INM UZ4oOO 


nomo sapiens nypotneticai protein rLJzi i ^rLJzi ijj), mKiNA 


XTKyf n948/;^ 


nomo sapiens nypotneticai protein rLJ i z jo i (fLj I z jo l j, mlvlN A 


INM UZ'I'OOj 


nomo sapiens nypotneticai protein rLJzi i /4 (rLJzii /4), mKiNA 


VT\4 0948A9 
INM UZh-oOZ 


nomo sapiens nypotneticai protein rLJijyoz (rbJi jyoz;, mKNA 


xjN/f 094a/;0 
INM UZHoOU 


nomo sapiens nypotneticai protein fLJzI 14o (rLJz i i4oj, mKJNA 


XTKyr 0948^7 
INIVI UZ*fo3 / 


nomo sapiens nypomeiicai protein rL»Jiz/jD ^^rLjiz/jjj, itikina 


M\4 0948^^ 
INlVl UZ^oDD 


l-lrtmrt coT\if>nc \\\rr\r\i\ye^i\f>r%\ ntrk+oiri CT 11978^ /CT T1778<\ mPXTA 

nomo sapiens nypoineiicai protein rLrjiz/oD yrujiz Iod)^ mKiN a 


M\4 0948^4 
INIVI UZ^OJ't 


Urtt^irA cmiAnc Vt^/^z-^-fKii+iy^n 1 rwr^^e^t-ry CT TOOAOO /CT TOOAOO^ »vil>XTA 

nomo sapiens nypomeiicai protein tljzzuzo \rLijzz\)Zo)^ niKiNA 


vriVyt 0948^9 
INIVI UZH-ojZ 


\^r%rr^r\ coniAmc Vi\mi^f Vi Af i/>o 1 r^frkfain CT T107/^^ /CT T177^^\ v^^DXTA 

nomo sapiens nypomeiicai protein tlj iz /od ^ri^j i z /od itlkina 


xj\4 0948^0 
INM UZ'I'OJU 


nomo sapiens nypomeiicai protein rLJzi4jo (rLJzi4Doj, itlkina 


XT\yf 094840 
INIVI VZ^OHy 


\^f\rv\r\ portianci Kim/^fK i/>o 1 fAir% CT T1/110/^ /CT T1>110A\ vwOXTA 

nomo sapiens nypoineiicai protein flj 141Zo (^rLfji4izoj, itikina 


iNM UZ4 540 


nomo sapiens nypotneticai protein rLJii / ii>(rL»jii/iuj, itlkina 


XT1V4 09484^ 
INM UZ4o4j 


nomo sapiens nypomeiicai protein rL»Ji4iD4 (^rjL»Ji4iD4j, itikina 


VT\>f 094844 
INIVI UZ^oH^ 


nomo sapiens nypotneticai protein ri^j izj4y (^rLfJiZD4yj, mKiNA 


\T\yf 094841 
INM UZ4o4J 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


IN IVl UZ40J0 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


XT\^ 094B'i4 
INM UZ4oj4 


nomo sapiens nypotneticai protein rLJ i jUSI (fL-ji ju<>i j, mKiNA 


VTA4 n948'?'i 
INM UZHOJJ 


\Jr\-ry\r\ atyv\\A-r\e> \\-\rr\f\:k\\a,^\r\*y\ ^■wrx^^t*^ CT TO'^^A/^ /CT T07CA/C^ «^DXTA 

nomo sapiens nypomeiicai protein rLfjzjjuo v^rLfjzjjuoj, ituKiNA 


"M\4 094810 
INM UZ4oJU 


nomo sapiens nypotneticai protein rLJ iz44j ^rLj iz44j j, hikina 


XT\4 A7/1C70 
INM UZHoZy 


TJnwMj^ cm«iv«AMr> rMz-k^-t-kA-fi/^nl •^••A^-Aivt CT TOO/^^O /CT TOOiC/CO\ *m13XTA 

Homo sapiens nypotneticai protein rLJzzooz (rLJzzooz), mKiNA 


isJNif 094898 
JNM UZ4oZo 


nomo sapiens nypotneticai protein rLJ i jod / (^rLj uod / j, mKiNA 


XT\>f n7>1077 
iNM UZ4oZ/ 


I_Trx«%<«r<v f^rkM«AMn Vkv rM<^4-V« A-fvr^rt 1 ^ifn.*e^l*-k CT TOOOTO /CT TOOO^'7\ mmO XT A 

Homo sapiens nypotneticai protein rLJzzzi / (rLJzzzj /j, mKNA 


jnM Uz4ozo 


LJ<^mr^ <^rk«-k«A««o Urn /v^^+t^ A-f « 1 CT TO 1 1 CO /CT TO 1 ICON v^DXTA 

Homo sapiens nypotneticai protein rLJzi l!>y (rLJzi 15y), mKNA 


NM 09489^ 


nomo sapiens nypoineiicai proiein rL«JZj44 / (ri-»JZj44 / miviNA 


NM 024824 


Homo sapiens hypothetical protein FLJ 1 1806 (FLJ 1 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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nomo bapicn^ nypoineticai proiein rL-jzjiu^ \r Ltjzj iKjy ), rriiviNA 




nuiiiu dapiena nypoinciiwai proicin rLrJZijoy \^rL»jzi joyj, iTLIvina. 


NM 094801 


numu ddpicna nypoinciicai proicin rLrJZi^ji ^rLtJZi^^i ^, nuv-fNA. 


NM 094800 


nomo Sapiens nypoineiicai proiein rLjzj'fyj yr Lijzj'fyj), nuviNA 


NM 094708 


nomo Sapiens nypomciicai proiein ri^j i jvjz ^^rL<j i jvjzj, rnivrNA 


NM 094704 


nomo Sapiens nypoineucai proiein rLJZZ4uo ^ri^jzz4Uoj, hikina 


NM 094709 


T-Ir\mn c!jni*»no Vi\/Tir»fVi#»tir»Ql i^rr*f<airi PT T99989 /'PT TOOOCO\ ml? XT A 

nomo Sapiens nypoineiicai proiein rL«JZZZoz ^^rLfjzzzoZj, itlkina 


NM 094701 


nomo sapiens nypoineiicai proiein rLfJZZ/Do (^ri^jzz/joj, mKiNA 


NM 094700 


nomo sapiens nypoineiicai proiein rL»JZZ4yu (^rLfjzzH-yuj, mKiNA 


NM 094788 


nomo sapiens nypoineiicai proiein rL^JZiuoz ^^rLfjziuozj, mKiNA 


NM 094787 


nomo sapiens nypoineiicai proiein rLfJiZDZO vr^L<jiz3ZOj, itikinA 


NM 09478f^ 


nomo sapiens nypomeiicai proiein fLiJ id idj ytLij i Ji j, itlKINA 


NM 09478S 


nomo sapiens nypomeiicai proiein rL»JZZ/'fo v^r l*j zz / 40 j, ituvInA 


NM 094781 


l-Tr\mo cortir^nc U\mr\i\\f>f\nc»] nrnff^in PT 191^08 /PT TO'^^Qfi^ mPXTA 

nomo sapiens nypoineiicai proiein rLvJZjjyo yr L>JZjjyo), mivlNA 


NM 094789 


nomo sapiens nypoineiicai proiein r Lf j i zo i u l»j i zo lyj), niKJN A 


NM 094781 


nomo sapiens nypoineiicai proiein rLfJZjjy'f ^rL,jzjjy4j, nuvrNA 


NM 094770 


Hnmn cc>r\if»nc li\mrktVi/atir»al r\rrvfAiri PT T90n^^ /PT TOOA^^\ ml? XT A 

nomo sapiens nypomeiicai proiein fLiJZZUjj yr LijzzxjDj iuIxINA 


NM 094778 

i>l AVI UZt / / O 


nomo sapiens nypomeiicai proiein rLfJzzoiz ^rLrJZZOizj, nvKiNA 


NM 09477fi 


nomo sapiens nypomeiicai proiein rLrJZi iHrxj ^rivJZi i*r\J), iTiIvinA 


NM OOdllA 


T-Trtrurk co-r»i<»«c Vt\mr\-tViai-ir'n\ r*f/x-f/ai« PT T01QO/1 /PT T01QO/t\ wiDXTA 

nomo sapiens nypoineiicai proiein rLrJZiyzn- ^rL/jziyz4j, itikna 


NM 094770 


nomo sapiens nypoineiicai proiem rL»j i jVo'f i^ri^j i jyo4 mivrNA 


NM 0947/^8 


nomo sapiens nypoineiicai proiein rLj izuo / t^ri^J izuj / ), mKiNA 


NM 0947^^ 


nomo sapiens nypoineiicai proiein rL.jzj4Di (^rL(JZj43i ), nuKJNA 


NM 0947AS 


nomo sapiens nypomeiicai proiein rLtJiz^ui ^rLfJiz*iui ), mivJNA 


NM 0947/^4 

IN iVl UZf / OH 


nomo sapiens nypoineiicai proiein rL»ji*izyo yt L/J i'tZyo), nuviNA 


NM 0947^^1 


nomo sapiens nypoineiicai proiein rL#j i jzuh ^^rLtJ i JZU4^, nUviNA 


TSJM 0947^0 


nomo sapiens nypotneiicai protein ruJi jyjj (vlj ijyjj), mKiNA 


NM 0947 S 7 

IN IVl V/Z*T / J / 


T-Trtmi^ ccmi^nc ll^m^tfV1»'f^^•o1 m*/\f»in PT TIOCTO /PT T10fi70^ ml? XT A 

nomo sapiens nypoineiicai proiem rL*j izo /y \rLij izo /y ^, itlkina 


NM 0947^/^ 


nomo sapiens nypoineiicai proiein rLj i j40j (^ri^j 1 340j ), miviNA 


NM 0947^^ 


nomo sapiens nypomeiicai proiein rL-JUZij yr l,j [jZij ), mKiNA 


NM 0947^^? 


VJ nmr\ cqthiotic Viirr»/Afli<a+tr»ol r%»"rt+£»i»-» PT Tl 1 A /T7T Tl 1 A •mDXTA 

nomo sapiens nypomeiicai proiein ri^j i i4j / ^rL*j 1 14D / j, mKiNA 


NM 0947S1 

IN IVl OZ't / -) 1 


T-Tr*rrir» ooriiAnc liirr»r\tlic»tIr»ol r\f/-v+i=»iT^ PT TllOOl /PT Tl ^0T2'\ aviDXTA 

nomo sapiens nypoineiicai proiein rLrJijz/j \^rL>Ji jZ/jJ, nUvlNA 


NM 094748 


Mnmn canipnc fi\/r\r*tliiatir«Ql nrrit^^in PT Tl 1 ^10 /PT Tl 1 ^10^ ml?XTA 

nomo sapiens nypomeiicai proiem rL»j i ijoy v^ri^j i ijjy), niiviN A 


NM 094747 

INIVI OZt/H-/ 


T-TrktTirk ccmiAnc Vi\mrktVtAtir>cil rtr/\fAin PT TOO^HI /PT T00^A1\ ml? XT A 

nomo sapiens nypoineiicai proiem rLrJZZjUi \^rL«JzzDUi j, mKNA 


NM 09474 S 

IN IVl \J^H / H J 


1-Tnmrk cant^nc li\/nrktViiafir*o1 nrrvt^in PT TOOAHO /PT TOOnnO\ wtl?XTA 

nomo sapiens nypomeiicai proiein ri^jzzuuy {rLiJzzvvy), iuKana 


NM 09474*? 


T4nmn cciriif^nc h\mnfh^f\nck\ r\rnff»\n PT T01Q14 /PT T9101yl^ mDXTA 

nomo sapiens nypoineiicai proiein rL(JZiyj4 \^rL<Jziyj4^, miviNA 


MM 094718 


nomo sapiens nypoineiicai proiein ri^jzi4ij (^rLvJZi4ijj, mKiNA 


NM 09471A 


nomo sapiens nypoineiicai proiein rLjizou yr LtJ i zijkj), mKiNA 


NM 09471 <\ 
IN IVl yJZ^ / jD 


T-T/Am/^ onr^iono T^^ r»^i^+V> nl r%»'/-i<-ai« TTT TOO/lOO /tTT TOO/lOO^ ♦viD XT A 

nomo sapiens nypoineiicai proiem rujzz^ / 1 ^rLJZZ4 / / mKNA 


NM 094714 


nomo sapiens caiponin iiKe iransmemDrane oomain proiein (caiminj, rniviNA 


NM 094711 
In IVl V/Z'f/JJ 


T-T/>mr% cor\iamc Vi'«/v\/\i-ViAfi/«'i1 «^«*/\^Am PT 1\ A'^A^ /PT l\A1Afi\ «v«DXTA 

nomo sapiens nypomeiicai proiein rLfji4j4j yr Lij I4j4jj, itikina 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


fNM UZh/ZV 


nomo sapiens nypoineticai protem rLJlJooi (rLJ lioolj, mKNA 


INM UZ4/Zo 


nomo sapiens nypotneticai protein rLJ 1 1 oU<> (rLJ 1 1 oUoj, mKNA 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM Uz4/Z4 


Homo sapiens hypothetical protein FLJzz33z (FLJzz33z), mRNA 


NM 094791 

INIVI UZt / Z 1 


nomo sapiens iiKeiy onnoiog ox mouse zmc linger nomeoQomam 4 ^rL»JZuyoU 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homo log, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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fNIVl UZ4 / 1 U 


riomo sapiens nypoineiicai protein rLJZj4oy (rLJZJ4oyj, itlkna 


iNlVl U/'f /Uo 


Homo sapiens nypoineiicai protein rLJzzjji trLJZzjD i j, ituvNA 


isJlVif 094707 
INIVI UZ'f /U / 


riomo sapiens nypoineiicai protein rLJ i j7jo (rLj oyjoj, itikna 


JNJVl 11/4 /UO 


oomo sapiens nypoineiicai protein rLJli4/y (rLJi34/yj, itikna 


iNiVl UZH- /U4 


riomo sapiens nypoineiicai protein rLJZ3U4j (rLJZ3U43), itlkna 


XT\yr 074707 


riomo sapiens nypoineiicai protein rLJlio4i (rLJl3o4i), mivNA 


"M\4 074^00 


riomo sapiens nypoineiicai protein rLJ I4uu / (rLJ I4uu / ), hikna 


xjXif 074A07 


riomo sapiens nypoineiicai protein rLJZZ4iy ^rLJZZ4iyj, mKNA 


M\4 074A0A 


riomo sapiens nypoineiicai protein rLJZJUDo (rLJZJUjoj, itikna 


\I\4 074/^04 


-rtomo-sapiens-nypoineucai protein rLJZj izi (^rLrjZ3 izi^, ITTKINA - . . _ _ 


\I\4 074^%Q1 


riomo sapiens nypoineiicai protein rLJzjzij trLJZJZjJj, mKNA 


KTKA 074#^ft^ 


riomo sapiens nypoineiicai protein rLJzj Dou ^rLJzJDouj, mKNA 


INJVl UZ4DoZ 


T 1 nmn onMiAMn Vk ^ ^4-1% r> 1 ^■»>n4^e^it^ T7T T 1 O 1 iC O /CT T1'^1iCO\ •«-tT>XTA 

riomo sapiens nypoineiicai protein rLJ iz loo (rLJ iz loo), mKNA 


JNM UZ4DoU 


TJ/^*vtrx r)rkM«<^mn Vki r*<k^4-tx y^n 1 w%««^-fA«M CT T0 1 1 1 1 /CT TT5 1 1\ ***T>XTA 

Homo sapiens nypoineiicai protein rLJzjJi i (rLJz33i 1), mKNA 


XTlVii 07/1/C70 

IMM uz4o/y 


Homo sapiens nypotnetical protein rLJ 1 iyjy (rLJ I i^3y), mKNA 


XT\>r 07/f/C77 

JNM Uz4o// 


Homo sapiens nypotnetical protem rLJ14UUl (rLJ 14001), mKNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 1)24674 


Homo sapiens nypotnetical protein FLJ 12457 (FLJ 12457), mKNA 


NM UZ40/1 


Homo sapiens nypotnetical protem FLJ2343o (FLJ2343o), mRNA 


NM Uz4ooy 


Homo sapiens nypotnetical protein FLJ 1 1795 (FLJ 1 1795), mRNA 


NM Uz4oo/ 


U^«M^ Uk rM. ^-1-1.^4-1^^1 ^4-^I«. TTT Tl OTCA /T^T Tl'OTCAX .^TkXTA 

Homo sapiens nypotnetical protein rLJ 12750 (FLJ 12750), mRNA 


NM_Uz4oo5 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 

/T7T T17C04\ r«l?XTA 
(r LJ 1 Zoy4 ), mKNA 


NM Uz4oo4 


Homo sapiens nypotnetical protem rLJl loio (rLJl loJo), mKNA 


NM Uz4ooi 


Homo sapiens nypotnetical protein rLJlz4jo (rLJlz4Jo), mKNA 


JNM UZ400U 


Homo sapiens nypotnetical protein rLJZZj /3 (rLJZzj /j), mKNA 


NM UZ4ojy 


Homo sapiens nypotnetical protem rLJ 1 1753 (rLJ 1 1753), mRNA 


JNM UZ40Do 


Homo sapiens n5^otneticai protein rLJZ333o (rLJZ333c>), mKNA 


XTA/f 074/^^7 
JNM UZ4DD / 


Homo salens nypotnetical protein rLJ i idoj (rLJ 1 1 joj), mKNA 


XJA/T 074^^A 
INM UZ4030 


XJ/^*v%r\ ooMiAMo Kirv^j^^-Vk^ff/^ol *««*/-k-f aim CT 177*770 /CT T77770\ w^OXTA 

oomo sapiens nypoineiicai proiem rLJZZ3zy (rLjzz3zy), mKNA 


M1V4 074A^'5 
INM UZ403j 


nomo sapiens nypoineiicai proiem rLjijyuz (rLJi3yuz^, mKiNA 


XTA/f 074/^^7 
INM UZ40DZ 


T-Tav^ji o#>M«aMn Vk«r««kA4-V«A4iy-«rk1 m«*a4-a^m CT TO ^ 1 1A /CT TO^I 1 A\ vmT^XTA 

Homo sapiens nypotnetical protem rLJz3 1 iv (rLJz3 1 ly), mKNA 


XJA4 074/^4^ 
JNM UZ404J 


Homo sapiens nypomeiicai protein rLJ i3o4Z (rLJ i3o4z), mKNA 


XTA4 074A44 
INM UZ4044 


onnifknn V*« m A^Vk itn 1 «<k«>A'fA«M CT TO 1 OAT /CT TO 1 OAOX wkT>XTA 

Homo sapiens nypotnetical protein rLJZioOz (rLJzioOz), mKNA 


NM Uz4o4i 


1_T^*MA <4rk*««Aw«« I>««ima4-1«a+«a««1 M«iM4-a«n CT TOIAA^ /CT TO^AO'2\ «mT3XTA 

Homo sapiens nypotnetical protein rLJz3oy3 (rLJz3oy3), htkna 


XTA/T 

NM Uz4o4z 


OrNmA OA«^<AMn U-crMA^-UA^-IAAl M-^A-fAIM CT TO 1 O 1 O /CT TO 1 O 1 O \ mT^XTA 

Homo sapiens nypotnetical protein rLJzlziz (rLJzizlz), mKNA 


XTA/f {\^A£.1C\ 

NM Uz4oiy 


TJa«ma «a««.<a*%» U. >«..a4-U.m4-I^m1 m.«.a4>a««« CT TO'^'5A1 /T7T TO'?'5A'?\ .^T>XT A 

Homo sapiens nypotnetical protein FLJ23393 (rLJ23393), mRNA 


NM Uz4oJo 


TJavMA nA«<AMM 1*V rHA4-l« a4« AaI MMA^-A^M CT Tl OOiCA /CT Tl OAiCA\ MaTSXTA 

Homo sapiens nypotnetical protem rLJ 12950 (rLJ 12960), mRNA 


XTA/f 

NM UZ4o3j 


TJa*MA OAM-tAMri t«« rM A4-1-k a4-1 AaI -MWA^-A-a-M CT TO O /I ^ /CT TO O /I O \ *mT)XTA 

Homo sapiens nypotnetical protein rLJzzo43 (rLJzzo43), mKNA 


XTA;f r\0/1/i'5'5 

NM UZ4oj3 


T T ^ — — A»-« r. l->i mA4>l% A^-^y-knl v^-xA^-Aii-i CT T0 100/C /CT T0 10'7iC\ mmTDXTA 

Homo sapiens nypotnetical protein rLJzlz/o (rLJzlz/o), mKNA 


NM l)z40JZ 


Homo sapiens nypotnetical protein rLJ 1 1526 (rLJl 1526), mRNA 


XTA4^ m/l/ill 

NM UZ4oj1 


TJa-W^A OAM-aAVAf^ rMA'fltn'fl Ani M«>A4~A1*-k CT TO ^ 1 /i O /CT TO "5 "5 /I O \ M-kDXTA 

Homo sapiens nypotnetical protein rLJz334z (rLJz334z), mKNA 


XTA/f A7/liC'3A 

NM UZ4oJU 


T_Ta«<ma nnM-aAMA I* « rM a^1>« a4-« a a 1 m«>a'4-a^m CT TOAAO/I /CT TOAAOyl\ ••mT^XTA 

Homo sapiens nypotnetical protein rLJz0yo4 (rLJz0yo4), mKNA 


XTA/f n7>1^70 

NM UZ40zy 


TJTa^mm <iam«ama l«vr*%A4-l>« a'^«aa1 •%«>a4-a«w« CT TO'l^iCO /CT l^^y A£.0\ i^tPXT a 

Homo sapiens nypotnetical protein rLJz34oo (rLJz346o), mKNA 


XTA/f A7y1/C71 

NM Uz4oZJ 


LJawma nAMaawan rM a4-V« a4-« aa 1 mv^a^-a^m CT J i 'i A C\ 1 /CT T 1 ^ /I A 1 \ mkT^XTA 

Homo ss^iens nypotnetical protein rLJl34yi (rLJ134yi), mKNA 


MM 074/^70 

IN IVl 1/Z*tOZ w 


nomu sapiens nypomeiicai protein rLfJiz«7oo ^rLJiz.!7oD^, imviN/v 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FLJ12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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NM_U24o07 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 

^rrrlKjoJ, niKJNA 


VT\>r MA^f\A 
NM UZ40U4 


Homo sapiens nypotneticai protein ruziyvo (rLJziyUo), mKiNA 


INIVI Uz40Uj 


Homo sapiens nypotneticai protein rLJ 1 1 joo (rLJ 1 1 joo), mKNA 




Momo sapiens nypotneticai protein rLJzzj4i (rLJzzi4i ), mKNA 


INM Uz4jy<> 


Homo sapiens nypotneticai protein rLJIJi54 (rLJ 13 154), mKNA 


iNM Uz4jy/ 


Homo sapiens nypotneticai protein rLJizo4y (rLJlzo4y), mKNA 


JNM Uz4jyo 


Homo sapiens nypotneticai protem rLJlzo47 (rLJlzo47), mKNA 


iNM Uz4jy4 


Homo sapiens nypotneticai protem rLJlzoW (rLJlzoyy), mKNA 


INM [)Z^jy3- 


Homo sapiens nypotneticai protein rLJl 17o7 (rLJl 1767), mKNA 


INM VZ^jyZ 


Homo sapiens nypotneticai protein rLJ 13352 (rLJ 13352), mKNA 


INM Uz4jVU 


Urv«>Mj^ (^n*««AMn A^«Mn1 mm^^aIm CT TO^CylO /CT TO'3C/IO\ vmDXT A 

Homo sapiens nypotneticai protein rLJz354o (rLJ23j4o), mKNA 


INM Uz4j(Sy 


LJn*MA rm«%«A«n IvvrMA^-l^/^^-aAAl CT TOO'^OiC /CT TOOOO/I\ «mT>XTA 

Homo sapiens nypotneticai protein rLJ2z3oo (rLJ223oo), mKNA 


INM Uz4joo 


T T — — o rMr^4-1^ A-fi^n 1 CT TO C O A /CT TO "5 C O A "\ m^T^XT A 

Homo sapiens nypotneticai protein rLJ2i jo4 (rLJ235o4), mKNA 


INM Uz4Do/ 


Homo sapiens hypothetical protem rLJ22353 (rLJ 223 5 3), mKNA 


INM U/43oJ 


I-Ta«-ma o<-kM«AMn r^yx-t-Uy^-t-^MAl ^■m.j-^4.^Z^ CT TO ^ 1 A O /C¥ ¥0*5 1 A 0\ ^,»T>XT A 

Homo sapiens hypothetical protein rLJ23142 (rLJ23142), mKNA 


XTAyf AO/ICO'^ 

NM U24552 


Homo sapiens hypothetical protein rLJ2305o (FLJ2305o), mRNA 


XTAyf AO/1 CO 1 

INM Uz4!>ol 


Homo sapiens hypothetical protein rLJ 13942 (FLJ 13942), mKNA 


NM U245 /y 


T T — — nnM4AMn t«i fm A^-l* An 1 m«<a4-aI«> CT T0000 1 /CT T0'500 1\ *m13XT A 

Homo sapiens hypothetical protem rLJ 23 221 (rLJ23221), mKNA 


NM UZ4j7o 


Homo sapiens hypothetical protein FLJ22709 (FLJ22709), mKNA 


NM UZ4j / / 


Homo sapiens hypothetical protein rLJ 13ouj (rLJ 13oU5), mKNA 


NM Uz4j /O 


Homo sapiens hypothetical protem rLJ21079 (rLJ21079), mKNA 


XTAyf A0/1C7C 
NM UZ4j/!) 


T T ^ ciri*%</!k*»o V^v rM<^4'V« A4-«nn1 M«*/~k'fA««% CT TO'^A/CO /CT TO'^y1iCO"\ *mT}XTA 

Homo sapiens hypothetical protem rLJz34o/ (rLJzj4o/), mKNA 


XTAyf A0/1C7/1 
INM Uz4j /4 


T T — — — . ort**«i^»»o V«« rMrv4-l« M«>j-k4-A<M CT TO'^IAl /CT TO ^ 1 A 1 "\ mmT^XT A 

Homo sapiens hypothetical protem rLJziiyi (rLJz3iyi), mKNA 


NM Uz4j/3 


1-Tr^*v>A r^nM«AM» tv-c rM a4-1« a4-« a a 1 „ „f. CT T10A1A /CT T t O A i A\ maT^XTA 

Homo sapiens hypothetical protem rLJ 129 10 (rLJ 129 10), mKNA 


XTAyf AO/ICTO 
NM Uz4j /Z 


T T ^ — — ~ onMiaMn l^-a rM/^4-V« a^-* 1 M*>^4-A*n CT T 1 O ^ A 1 /CT T10/CA1\ «>mT)XTA 

Homo sapiens hypothetical protein rLJlzoyi (rLJlzo9l), mKlNA 


XTAyf AI/K^Q 

NM Uz4joy 


Uamam mamIamm m^<kv4-V« a4-Imm1 ^i^mm^mIm CT T0 1AA0 /CT TOIAA'TX .m*T3XTA 

Homo sapiens hypothetical protem rLJ21047 (FLJ21047), mKNA 


NM Uz4D0/ 


T T — — onMiAMn t««rMj^4-Vk£&4-«M*<i1 «««*n4a«M CT TO 1 1 /"CT TO 1 iC 1 iC\ vmOXTA 

Homo sapiens hypothetical protein rLJzlolo (rLJ2lolo), mKNA 


XTAyf AO/IC/^/l 

NM UZ4jo4 


T_Ia*ma f^nM^AMn U« rM.A-4-U a4-« aaI ^^^4->-^Z^ CT T1 101C /CT Tl lOICN «««T>XTA 

Homo sapiens hypothetical protein rLJ 1 1 7 1 5 (r LJ 1 1 7 1 5), mKNA 


XTAyf AO/IC^CI 
NM UZ4D0J 


T T ^ r<n«%«AMn Vkv rM A+l« A^-i A A 1 mwa^-aIm CT Tl AACA /CT Tl AACA\ »v«T)XT A 

Homo sapiens hypothetical protem rLJ 14054 (rLJ 14U54), mKNA 


XTAyf AO/K/^A 
NM UZ4jOU 


U^vM^ lt«»^<^4-l<kA4-i aaI •^••/-k4-A««<k CT TO 1 AiC ^ /CT T01A/C^\ •vkT>XT A 

Homo sapiens hypothetical protein rLJzl9o3 (rLJziyoi), mKNA 


XTAyf AO/1CCO 

NM Uz4jjo 


Homo sapiens hypothetical protein FLJ 13920 (FLJ 13920), mRNA 


XTAyf AOy1CC7 

NM Uz4j J / 


T T — riA»»iA»»<^ V«« rMA^-lw a4-Iaa1 MMA'i-A^'M CT Tl l^AO /CT Tl 1^AO\ XT A 

Homo sapiens hypothetical protein rLJl loOo (rLJl loOo), mKNA 


XTAyf AO/KC/1 

NM Uz4DD4 


LJa-wma nA«^«AM<>a l«« A^-lv a^-^ A a 1 mma^aIm CT Tl 1 A 1 O /CT Tl 1 A 1 0\ maT3XT a 

Homo sapiens hypothetical protein r LJ 1 1 4 1 3 (r LJ 1 1 4 1 3), mKNA 


XTAVf AO/K/IO 

NM Uz434o 


Un«MA c«nM«AM« t««mA4-l« a4-* aaI m«>a4'a«m CT TO'^AAO' /T?T TOO A A ^\ «mDXTA 

Homo sapiens hypothetical protem rLJ 2304/ (rLJ2304/), mKNA 


XTA4 AO/K/K 

NM Uz4!>4j 


T T ^ — ^ -~ OA»»JA*«r» 1-%«rMA4-Vl a4-« AaI MS^A^-AIM CT TlOOiCI /CT TlO'7iC1\ VVlTSXTA 

Homo sapiens hypothetical protein rLJ 12 /ol (rLJ 12 /ol), mKNA 


XTA>f AO/K/I/I 

NM Uz4D44 


LJas-ma OAMiAnn V>m jm a4-1-i A'f* a a 1 m«>a4aim CT T1000C /CT T1000C\ »mI3XTA 

Homo sapiens hypothetical protein rLJ l2o /5 (rLJ l2o /5), mKNA 


XTAyf AO>l 1 

NM Uz4j41 


T T — riAM^AMfl t%« rMA^t« A^l AaI MWA^-AaM CT T 1 1 1 A /CT Tl ^ 1 1 A\ **<« T) XT A 

Homo sapiens hypothetical protein rLJ 1 3 1 14 (rLJ 1 3 1 14), mKNA 


XTAyf A0ylC20 

NM Uz4!>3y 


I-Ia«v«>^ nA«««A<->n 1««7««a4-V«a4Caa1 *««>a4-a!»« CT TO'5C1^ /CT TOICI/CN .^OXT A 

Homo sapiens hypothetical protein rLJ2351o (rLJ2351o), mKNA 


XTAyf AI/ICIT 

NM Uz43J / 


T_T A n A«.^« AM t«« rM a4-1« a4-I aa I MaaA-^A^.^ CT T 1 O 1 1 O /CT T 1 O 1 1 0\ XT A 

Homo sapiens hypothetical protem rLJ 121 18 (rLJ121 lo), mKNA 


XTAyf f\'^A^1£. 

NM Uz4jjO 


T—Ia-m^a aam^amo l«i a4-1« A't-* aa 1 mma-^aIm CT TOOiCOO /CT TOO/COON m»'DXT A 

Homo sapiens hypothetical protein rLJ22o7o (rLJzzo/o), mKNA 


XTAyf AO/ldC 
NM Uz4!>jj 


X_jA*-nA <1A*^4/^*-ir^ W-l rM A'fW a4-« An 1 M«*A'fA1M CT fOOAOl /CT TOOAOIN ♦mDXTA 

Homo sapiens hypothetical protein rLJ2202l (rLJzzOzl), mKNA 


NM Uz4333 


TJTamma MA..^A..r« t.. #^ A4-t. a4>I AA 1 «>«.a4aI.. CT TOOI^O /CT TOO 1 ^'7\ «iMT>XTA 

Homo sapiens hypothetical protein rLJ221o7 (FLJ221o7), mKNA 


XTAyf AOyKT 1 

NM Uz4!>j1 


T-TaVMA f^AM'aAHn Ik's A^-la a4-« AaI 'H'Ha4'A«M CT Tl 1 OC£. /CT Tl 1 OCiC\ *mT)XT A 

Homo sapiens hypothetical protem rLJ 1 lo5o (rLJ 1 io5o), mKNA 


XTAyf AO/IC2A 

NM Uz4DJU 


TL-Tamaa mamIamm 1«v A^la a'^IahI Ma<A4-A«M CT TOOIAiC /CT TO'3'5Ai^\ m^OXT A 

Homo sapiens hypothetical protein rLJ 23 3 06 (rLJ 23306), mKNA 


XNlVi UZH-JZo 


nuiiiu bapiciid nypuinciicdi pruicm ri^jzzozo ^ri^jzzuzu^, inivi>/\ 


NM 024527 


Homo sapiens hypothetical protein FLJ 11 743 (FLJl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 




Homo sapiens hypothetical protein MGC2o56 (MGC2o56), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC 10771 (MGC 10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zmc finger protem) (BCLl 1 A), 

mKNA 


XT\>r Aid 1 '3 

NM U151 13 


Homo sapiens lClAA03v9 protein (K1AA0399), mRNA 


NM U1jj4j 


Homo sapiens lvlAAUo3z protein (K1AA0632), mRNA 


XTA/f AOAOQQ 

NMUzUiyy 


Homo sapiens aldo-keto reductase family 1, member BIO (aldose reductase) 

AiVK 1 1) 1 U J, mivN A 


INIVI UUJ jUo 


Homo sapiens testis specific protein, Y-linked (TSPY),-mRNA 


INIVI UZH-J^y 


riomo sapiens nypoineticai protem moczojj (MOC/Zoj jJ, itlkna 


INIVI 


Homo sapiens nypotneticai protem WiKj\^5Zlz (MCjC3zzz;, mRNA 


NM UZ4jZo 


Homo sapiens hypothetical protein MuCzojz (MoLzo5z), mRNA 


INM UZ4JZ/ 


Homo sapiens nypoiheticai protein MOCzjUo (MOCzjUo), mRNA 


JNM VZhdZj 


Homo sapiens hypothetical protein MOC 1 1 z / 1 (MGC 1 1 z / 1 ), mRNA 


JNM UZ4JZZ 


Homo sapiens hypothetical protein MGCl Izoo (MGCl 12oo), mRNA 


XTAif AO /I 'J OA 

NM Uz43ZU 


Homo sapiens hypothetical protem MGLl 1242 (MGCl 1242), mRNA 


XT\/f AO /I '2 1 Q 

NM UZ4J ly 


Homo sapiens hypothetical protein MuL4174 (muC4174), mRNA 


NM UZ4314 


Homo sapiens hypothetical protem MGC4294 (MGC4294), mRNA 


XTA/f AO /I '3 11 

NM UZ4313 


Homo sapiens hypothetical protem MGC3731 (MGC3731), mRNA 


XT\^ AO/Ill A 
NM UZ4J1U 


Homo sapiens hypothetical protem MvjC4uyu (MGC4uy(Jj, mRNA 


NM UZ4JUJ 


Homo sapiens hypothetical protein MuC41ol (MuC4161), mRNA 


XTlV/f AO/IOQO 

NM UZ4Zy/ 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


\J\A AO/IOOl 

NM UZ4Zy3 


Homo sapiens hypothetical protein MGC3035 (MGC3035), mRNA 


XTA4 AOIAA'S 

NM UZjUU3 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


XT\4^ A 1 <0^/l 

NM U1jZj4 


Homo sapiens kinesin family member 13B (KIF13B), mRNA 


XTA/T A 1 ^ 1 OT 

NM UIjIZ/ 


Homo sapiens Mid- 1 -related chloride channel 1 (KIAA0761), mRNA 


NM UZ4UJj 


Homo sapiens hypothetical prote 


in MGC5242 (MGC5242), mRNA 


XT\/f AO/1100 
NM UZ41ZZ 


Homo sapiens hypothetical prote 


in MGC4825 (MGC4825), mRNA 


XJlVyf AO/11 01 
NM UZ41Z1 


Homo sapiens hypothetical prote 


in FLJ20979 (FLJ20979), mRNA 


XTlVyf AO/1 1 1 Q 
NM UZ41iy 


Homo sapiens hypothetical prote 


in FLJl 1354 (FLJl 1354), mRNA 


XTA/f AO/1 1 1 O 

NM UZ41 i / 


Homo sapiens hypothetical prote 


in MGC2745 (MGC2745), mRNA 


XTTV/f AO/1 1 1 < 

NM UZ41 i J 


Homo sapiens hypothetical prote 


m MGC4309 (MGC4309), mRNA 


NM UZ4111 


Homo sapiens hypothetical prote 


m MGC4504 (MGC4504), mRNA 


xjxA Ao^ 1 no 

INM UZ4 1U7 


Homo sapiens hypothetical prote 


in MGC2654 (MGC2654), mRNA 


XTX>1 AO/11 AC 
NM UZ41UO 


Homo sapiens hypothetical prote 


in MGC2650 (MGC2650), mRNA 


XTNjf AO/l 1 AO 
NM UZ41U/ 


Homo sapiens hypothetical prote 


in MGC3123 (MGC3123), mRNA 


XTKX AO/1 1 AiC 

NM Uz4lUo 


Homo sapiens hypothetical prote 


m MGC2663 (MGC2663), mRNA 


XTAyf AO/1 1 A/1 

NM UZ41U4 


Homo sapiens hypothetical prote 


in MGC2747 (MGC2747), mRNA 


XTA A AO /I 1 AO 

NM UZ41UZ 


Homo sapiens hypothetical prote 


m MGC2722 (MGC2722), mRNA 


XT\A AO/IAAO 

NM Uz4Uy/ 


Homo sapiens hypothetical prote 


m MGC955 (MGC955), mRNA 


XTlV/f AO^AO/1 

NM UZ4Uy4 


Homo sapiens hypothetical prote 


in MGC5528 (MGC5528), mRNA 


XT\>f AO/IAO'2 

NM Uz4Uy3 


Homo sapiens hypothetical prote 


in MGC5509 (MGC5509), mRNA 


XTA^ AO/1AOA 

NM Uz4U7U 


Homo sapiens hypothetical prote 


in MGC5487 (LCE), mRNA 


XTTV>f AO/IAOiC 

NM Uz4uoo 


Homo sapiens hypothetical prote 


n MGC3329 (MGC3329), mRNA 


XT\>f AO /I AO C 

NM UZ4Uoj 


Homo sapiens hypothetical prote 


in FLJ22169 (FLJ22169), mRNA 


INIVI UZ'tUOu 


Homo sapiens hypothetical prote 


n MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protei 


in MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protei 


n MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protei 


n MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protei 


n MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protei 


n MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hypothetical protein MGC2731 (MuC2731), mRNA 


NM 024065 


Homo sapiens hypothetical protein MGC3062 (MuC3062), mRNA 


NM 024061 


Homo sapiens h3q30tneticai protein MuC5521 (MuC5521), mRNA 


NM 024058 


Homo sapiens hypothetical protein MuC5590 (MuC5590), mRNA 


NM 02405 / 


Homo sapiens hypothetical protein M(jC55o5 (MCjC5585), mRNA 


NM 024053 


Homo sapiens hypothetical protein MGC861 (MOC861), mRNA 


XTlV>f A'^/IACA 

NM 024050 


Homo sapiens hypothetical protein MCjC2594 (MuL2594), mRNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 - 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


XTX A AO/lA>l1 

NM 024041 


Homo sapiens hypothetical protein MGC3180 (MGC3180), mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NM_024027 


Homo sapiens hypothetical protein MGC3279 similar to collectms (MGC3279), 
mRNA 


NM 024025 


Homo sapiens hypothetical protein MGCl 136 (MGCl 136), mRNA 


XT* A AOylAA^ 

NM 024006 


Homo sapiens hypothetical protein 1MAGE3455200 (IMAGE3455200), mRNA 


NM 015653 


Homo sapiens D1<LFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


TT • 1 a\ A. * \ A. * M ^ A ^ /''fc M ^> ^ A ^\ T^ "VTA 

Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


TT ' 1 j.'A a A ^ A /"X A A ^ A\ T» VTA 

Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 

A • /'X XTf^T^X T>"VT A 

protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


NM 015043 


TT • T^ T A A A • ✓T^T A A /\^^^\ T* V. T A 

Homo sapiens KIAA0676 protein (KIAA0676), mRNA 


NM 023934 


TT • \ a1.j*1 j*"* M A r\. ^ M A ^ ^ \ ^ T A 

Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 

a1 fW^T T ■! ft \ T* VTA 

synthetase (FLJ12389), mRNA 


NM 023926 


TT ' 1 a1a*1 a* T^T T "1 ^ ^ /"T^T T \ ^ €\r\ ^\ T^ 'VTA 

Homo sapiens hypothetical protein FLJ12895 (FLJ12895), mRNA 


"V TIL A n^'^/^t^ A 

NM 023924 


TT • 1 ^1^*1 A * T^T T ■% A A -t /T^T T -t A A 1 \ T> VTA 

Homo sapiens hypothetical protein FLJ 13441 (FLJ 13441), mRNA 


NM 020239 


Homo sapiens small protem eiiector 1 or Cdc42 (SPECl), mRNA 


NM_0 12069 


T T 'A r 1 1| \ AV T ■ X tW^ 1 A_ 1 j_ it 1 A.* J X A ' 1 11 V '« TV A X 

Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 

,__ TVV T A 

mRNA 


XTX if AO'^ 11'^ 

NM 023112 


Homo sapiens hypothetical protein FLJ21916 (FLJ21916), mRNA 


NM 015324 


Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


NM 023079 


Homo sapiens hypothetical protem FLJ13855 (FLJ13855), mRNA 


NM 023077 


Homo sapiens hypothetical protein FLJ 12439 (FLJ 12439), mRNA 


NM 023075 


Homo sapiens hypothetical protein FLJl 1585 (FLJl 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FLJ 12644 (FLJ 12644), mRNA 


NM 023073 


Homo sapiens hypothetical protein FLJ 13231 (FLJ 13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ 1 3 1 1 7 (FLJ 13117), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJl 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJl 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ 12949 (FLJ 12949), mRNA 
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JNM \)ZjV\J / 


Homo sapiens nypotnetical protein rLJ12517 (rLJ125i7), mRNA 




Homo sapiens nypotnetical protein rLJ22104 (rLJ22104), mKNA 


NM_022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


XTlV/f AOOOlO 
iNIVl UzZVlZ 


Homo sapiens nypotnetical protein FLJ131 10 (rLJ131 10), mRNA 


INM uzzyu / 


Homo sapiens nypotnetical protein FLJ23053 (rLJ23053), mRNA 


XT\yf AOOOn^ 

INM UzZyUj 


Homo sapiens nypotnetical protem FLJ 12572 (FLJ 12572), mRNA 


INM Uzzyui 


Homo sapiens nypotnetical protem FLJ21302 (FLJ21302), mRNA 


NM_UzZoyo 


Homo sapiens o-cell CLL/lymphoma 1 IB (zinc linger protem) (BCLl IB), 

mKNA 


INM UZZo41 


Homo sapiens nypotnetical protein r LJ 1 2994 (r LJ 1 Z994), mRNA- 


JNM UZZo4U 


Homo sapiens nypotnetical protem rLJ23U17 (rLJZiOw), mRNA 


INM UZZoj4 


Homo sapiens nypotnetical protein rLJZZZo (rLJZZZl j), mRNA 


JNM UZZojZ 


Homo sapiens nypotnetical protein fLJIZjdZ (rLJlZDjz), mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


JNM UZZoZo 


Homo sapiens axotropnin (AXO 1 ), mRNA 


NM U22o23 


Homo sapiens nypotnetical protem FLJ22362 (FLJ223o2), mRNA 


NM Ozz/ol 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NMUZZ /oU 


Homo sapiens hypothetical protein FLJ 139 10 (FLJ 139 10), mRNA 


NM_U2z77o 


Homo sapiens hypothetical protem DKFZp434L01 17 (DKFZP434L01 17), 

mKNA 


INM UZZ/// 


Homo sapiens nypotnetical protein rLJl4l 1 / (rLJ 141 1 /), mKNA 


NM UZZ / / 1 


Homo sapiens nypotnetical protein rLJ IzUoj (rLJ IzOoj), mRNA 


NM UZZ//U 


Homo sapiens nypotnetical protein rLJ13912 (FLJ 13912), mRNA 


NM uzz/oy 


Homo sapiens nypotnetical protein FLJzlooo (FLJzlooo), mRNA 


JNM UZZ/0/ 


Homo sapiens nypotnetical protein rLJ iZ4o4 (FLJ iz4o4), mRNA 


NM UZZ/OO 


Homo sapiens nypotnetical protem FLJ 23 239 (FLJ 23 23 9), mRNA 


NM UZZ/OJ 


1_Jm*m4^ f^i^MVA-Mn 1%« M%M^t« CT TO^'^AA /CT TT5^AA\ .m^TSXT A 

Homo sapiens nypotnetical protem rLJ23399 (FLJ23399), mRNA 


INM UZZ/OZ 


Homo sapiens nypotnetical protein rLJZZilo (rLJ2Zjlo), mRNA 


NM uzz/Dy 


Homo sapiens nypotnetical protein rLJ21oo5 (rLJ2l6o5), mRNA 


XTAA AOOT^/I 

NM UZZ/!)4 


Homo sapiens nypotnetical protein rLJ iZo /o (rLJ lZ67o), mRNA 


NM \jIIIjJL 


T T ^ »^ ^ o<-«M«AMri l^irM^^-lta^-i/trtl v^tm.4-e^\*^ CT TOOACA /CT TOOACA\ m^DXT A 

Homo sapiens nypotnetical protein rLJZZUj9 (FLJzZUj9J, mRNA 


NM UZZ/jI 


Homo sapiens nypotnetical protein rLJZlolu (rLJZlolO), mKNA 


NM UZZ/jU 


l-T^*<MA. r^AM^^^Mo U « r«« ^4-1% ^4-^ M #^ 1 CT TOOiTA*? /CT TOO^A^\ ^.^T^XT A 

Homo sapiens nypotnetical protem rLJ22o93 (FLJ22o93), mRNA 


XTA/f AOTT/f? 
NM yjLLl^l 


U^wi^ Uk«r««A4-UA-i-4>^n1 M«>rv4-^<». CT TOOCCO /CT TOOCCO\ «mT>XT A 

Homo sapiens nypotnetical protein FLJ225jo (FLJ2255o), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


XTA>f AOOT/IT 

NM UZZ743 


TJ ■-. ^ ■-. — — V.,,^^4\^^4.l^~.\ T^T TO 1 AOA /T~"T TO 1 AOA\ "V i A 

Homo sapiens hypothetical protein rLJ21050 (FLJ21080), mRNA 


XTAVf ATT7/1 1 

NM UzZ741 


\J ^ t%. r~^4-t..-..4-!^.r.1 T^T T1 1 OCA /T^T T1 1 OCA\ — .^TIXT A 

Homo sapiens hypothetical protem FLJl 1850 (rLJl 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ 141 53), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_02273 1 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rabo GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJl 1500), mRNA 


INM_UZZ J / 1 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNP1IY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3 A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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tnRNA 




OUUIU oapiCIlo UllallUIl pyiUpnUdpilUKiriaoC 1 ^IrlSkl mivlN/\ 


NM 022495 


Homo sapiens hypothetical protein FLJ 12799 (FLJ 12799), mRNA 




oomo Sapiens nypouiciicai proiein ri^JziVDZ yri^JZiyjZ), niiviNA 


MM 0994.09 
IN IVl UZZ*f 


noino sapiens nypoineucai proiem rL*j iz/oo (^rLrJiz/ooj, niKiN a 




rionio sapiens ri-^j-vo proiein [^rK^j'yo), miviNA 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


MM n99/l'74 


Homo sapiens hypothetical protein FLJ 126 15 similar to membrane protein, 
paimiioyidiea j ^iviAouiv pjj suDiamiiy memoer {rijj izoij), miviNA 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA . 


MM 0994^9 


riomo sapiens njrpomeiicai proiein rL*j i loio (^fLJI loioj, mKiN a 


XTM n99/lil9 


Momo sapiens nypotneticai protein rLJziol / similar to Knoipz (rLJzlol /), 

mPM A 
nUvlN A 


MM 099^^77 
INlVi UZZJ / J 


riomo sapiens njrpomeiicai protein ri^jzz jij (^rLrJZZjijj, miviNA 


MM 099*570 
INlVl^UZZj /U 


riomo sapiens nypomeiicai proiem rL»jziU44 similar to KDigi (rLJZiU44j, 

mPMA 


MM 099^A» 

INIVI UZZ J OO 


FLOinU dapivllb pioja 1 ^1 JAl ^, lIlivIN/\ 


MM 099'^fiA 


14nmn csini<anc li\mnfVii»tiral r\rr\fe^\n T7T T9'5 1 S9 fVJ T9'51S29^ mQMA 

ouiiiu dapiciis iiypuiiiciit'ai proiciu ri^jzj loz v^ri^jz^iozj, nuviNA 


MM 097161 


t-Ir»mrt CQniPnc T^rtr»#»\/^ r\mf^\n '5 ml?MA 

nuiiiu ddpiviid pupcyc piuLciii o \r\jrDjy rnxviNA 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


MM 099 '5/19 
iNlVl UZZJ^Z 


riomo sapiens Kmesin lamiiy memoer y v^ivirv^, mKJNA 


MM 099179 
INIVI UZZJ / Z 


riomo sapiens vj proiein oeia suDunii-iiKe [ysDLijy mivjNA 


MM 099 


nomo sapiens iruciosamine-j -Kinase ^riNjivj, miviNA 


MM 0991 '57 
IN IVl UZZ 1 J / 


nomo sapiens secreiea mouuiar caicium-Dinaing proiem i ^oMUL^ i ), mKiN a 


MM 099 1 1 ft 
IN iVl UZZ 1 1 o 


nomo sapiens cuianeous i -ceu lympnoma lumor aniigen se /u-z ypii /u-z )y 
mRNA 


MM 099 1 1 A 
IN IVl UZZ 110 


nomo sapiens nageiin-iiKe i (^rioiNLij, miviNA 


MM 099 lO'? 
IN IVl UZZ 1 \Jj 


nomo sapiens nypoineiicai zinc ringer proiein rivji4ui i (^ri_^Ji4Ui i ^, mKJNA 


MM 099070 
INiVl UZZW / V 


nomo sapiens nypomeiicai proiein ri^jzzuo / ^^rLfJZZUo / ), miviNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


xjA/t 091070 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 

r\AAP9kriTPl^ mRMA 
^^IVlAr^ZlVl Ir I ), mivJNA 


MM OIQOftI 

IN IVl uiyuoi 


nomo sapiens iviaau4ju gene proauci v^rwiAAU4 jU j, nuvfMA 


MM 0910fi1 
INIVI UZ i70l 


nomo sapiens pre-i/fNjv ceu associaiea proiein v^iuiZAj, miviNA 


MM 090191 
IN 1V1_UZI/ 1 Z 1 


nomo sapiens uur-giucose ceramiae giucosyiiransierase-iiKe z [vkjx^kjljZ), 

tnRMA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA), mRNA 


MM 00/\077 
INiVl UUOU / / 


nomo sapiens caicium omaing aiopy-reiaieo auioaniigen i (^L/dakai 7, imviNA 


MM 091074 
IN IVl [JZlyjH 


nomo sapiens nypomeiicai proiein rLJ 1 1 / /j i^ri^j 1 1 / / j), mKiNA 


MM 091Q'5'5 
IN IVl VZiyjj 


nomo sapiens nypomeiicai proiein rLijiz4jo ^^rL»Jiz4joj, miviNA 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJl 1785), mRNA 


XTlijf 09 1 090 

iNM_uziyzy 


Homo sapiens hypothetical protein FL J2 1613 similar to rat corneal wound 
neaiing reiaieo proiein (^rLrJZioi jj, mKiNA 


MM 007979 


nomo sapiens cnymonypsin (^caiaecrm j i ki^ ), miviN a 


MM 0049 '1 7 
INIVI UUh-Zj / 


nomo sapiens myroia normone recepior inieracior i j \^ i Kir i j ), mKiNA 


MM OO'^fiAO 
IN IV1_WU^ O 4 7 


nomo sapiens succinaie-coA iigase, vjUr-iorming, aipna suDunii v.oUI^HjI ), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 




Homo sapiens nypotnetical protein rr 1044 (rri044j, mKNA 




Homo sapiens Ua39j5 protein (Cjo395D), mKNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelcn-like protem C3lrl (C3irl), mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


INM UZlOZ/ 


Homo sapiens sentrin-speciiic protease (SENr2), mRNA 


iNM_Uzlo2o 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carDoxypeptiaase (KJbC), mKNA 




Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHAl), mRNA 


iNiYl U1Z4UO 


Homo sapiens protein kinase C binding protein 1 (PRKCBPl), mRNA 


INM Uzlzjz 


Homo sapiens KABlo, member KAS oncogene lamuy (KAB18), mRNA 


NM UzUoUd 


Homo sapiens gepnyrm (uFHN), mKNA 


NM 02125o 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mKNA 


NM 021204 


Homo sapiens E-1 enzyme (MAS A), mRNA 


XTX jf A'^ 1 1 r\ 1 

NM 021 191 


Homo sapiens neurogenic differentiation 4 (NEUR0D4), mRNA 


VTA jf A'^ 1 1 TO 

NM 021 178 


Homo sapiens enhancer of invasion 10 (HEIIO), mRNA 


NM_021127 


Homo sapiens phorboH2-myristate-13-acetate-induced protein 1 (PMAIPl), 

mRNA 


NM_021 1 14 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsm inhibitor) 
(SP1NK2), mKNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSBIO), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 

mKNA 


NM U21U/J 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


XTivyf nA'7 1 >io 
NM UUil4Z 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


XTX A nf\1QQO 

NM_OUiooo 


Homo sapiens aloenyde denydrogenase 1 lamily, member A2 (ALDH1A2), 
mRNA 


XT\ Jf A 1 '3 T5 /I 

NM U1jZ34 


Homo sapiens muscle specific gene (M9), mRNA 


XTXyf AO 1 Ai^T 

NM 021067 


Homo sapiens KlAAOlso gene product (KlAAOloo), mKNA 


XTTi A AO 1 AO A 
NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTSl), mRNA 


NM 021025 


Homo sapiens homeo box 1 1-like 2 (HOXl 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoiorm (FPMl A), mKNA 


XTXyf AOAiCO/l 

NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


XT\ A A 1 A^ 1 O 

NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


XTX A AOAAAvl 

NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


XTXyf AOA/CO/C 

NM OZO606 


LJavmm finM«A«*« XTTIT^AAA /XTTiT^AAA"\ vmDXT A 

Homo sapiens Nr uooy protein (Nruooyj, mKNA 


NM OZOOo4 


Homo sapiens nfuoo / protein ^Nruoo / j, mKNA 


XTXyf AOA/CCJ 

NM 0Z0oo3 


Homo sapiens AU02o protein (AU02oj, mKNA 


XTXyf AOA/IOO 

NM 0Z06/y 


Homo sapiens AL;023 protein (AL)023), mKNA 


XTXyf MCi^m 
INJYl UZUD / / 


riomo sapiens rioL//\ivvj proiem v^riov^/vixvjj, miviNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ 12886 (FLJ 12886), mRNA 


NM 018838 


Homo sapiens ISkDa differentiation-associated protein (DAP13), mRNA 
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XTlVyf ni QA1A 


Homo sapiens goliath protein (GP), mRNA 


INjVi_UzU4j / 


Homo sapiens similar to aspartate beta nyaroxylase (ASPH) (LOC57166J, 

mDXT A 

mlvJNA 


rNivi uzujZ4 


Homo sapiens nemaiopoietic rDA-interacting protem (ririr), mKJNA 


INIVI UioO^O 


nomo sapiens einanoiamine Kinase (^ttivii ), miviNA 


INiVl UIOjZO 


Homo sapiens chemokine-like factor 1 (CKLFl), mRNA 


iNivi uioyj 1 


nomo sapiens cnemoKine-iiKe lacior i ^cJsXr i j, mKiNA 


JNIVl UZUlHj 


xiomo sapiens putatative zo Kua protein ^LUCDoyUz j, mKINA 


IN IVl UZU I *f 1 


riomo sapiens proiem x u i j (AU-uzu j, mjvN A 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


INM U1oo4j 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


INM Uloo4U 


Homo sapiens putative Rab5-interacting protein (RIPS), mRNA 


NM 016303 


Homo sapiens pp21 homolog (L0C51 186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


NM_0 16299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LUL5 1 1 o2}, mKN A 


XTA A f\ Allocs 


Homo sapiens neuronal protein (NP25), mRNA 


]NM_UUjUo4 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
/'Qr'v A01^ moxr a 


iNlYl UlJZOU 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


fNM UZU4JJ 


Homo sapiens nypotneticai protein lucj /i jo (LUCj /l joj, mRNA 


fNM UZU4 lU 


Homo sapiens l^lfi-i jz protem (cltI-idzj, mKN a 


JNM UZU4U1 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


iNM UZU4UU 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


i>iVl UZUj>V/ 


oomo sapiens camrwi-uKe protein Kinase (^L/L/^d /i loj, mKJNA 


INIVI UZU J 65 


Homo sapiens CA i A- 1 j protem (CA i a- id), mKN A 


IN IVl UZU«) OO 


Homo sapiens hkao-iikc suppressor ^hkaoL^o ), mKiNA 


rNlVl UZUJDl 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


XT\/f 0007^7 
INM UZUj J / 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


iNM UZUj4D 


Homo sapiens I-kappa-B-interacting Ras-like protein 1 (KBRASl), mRNA 


INM UZUjOU 


Homo sapiens pnospnolipid scramblase 3 (PLbCKJ), mKN A 


INM UZUj4o 


Homo sapiens cyclin Ml (CNNMl), mRNA 


INM UUUooo 


Homo sapiens integrin, beta 6 (ITGB6), mRNA 


INM UZUIoi 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


INM UZU 144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


XTA/f no no no 

INM vZKJZVZ 


Homo sapiens Nit protein z (Nl l zj, mKN A 


NM 020250 


Homo sapiens M0ST2 protein (MOST2), mRNA 


NM UzUzJ / 


Homo sapiens MUo 1-1 protein (MOS 1 - I), mRNA 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDMl), mRNA 


NM 020169 


T T 1 t J. ' A* /T "^/Tl r\ 'VTA 

Homo sapiens latexin protem (LXN), mRNA 


XTA if AOAI^*^ 

NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 
mKN A 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semapnorin) 6B (c)bMA6Bj, mKN A 


NM OzUloJ 


Homo sapiens semapnorin sem2 (LUC5o920), mRNA 


>JM non 100 
IN IVl uz V 1 yy 


riomo Sapiens n i oinzv proiem yvx i vjiNzy ), mKiNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GKOOl protein (GKOOl), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ 10595 (FLJ 10595), mRNA 
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NM 0201 19 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_0202 1 5 


Homo sapiens hypothetical protein DKFZp761F20I4 (DKFZp761F2014), 
mRNA 


XT"N X AO AO O 1 

NM 020221 


Homo sapiens hypothetical protein DlvrZp5471224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DCl 1 protein (DCl 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezarme (CEZANNE), . . - 
mRNA 


NM_019887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_0 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 

mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


XTX jf A1AOC5 

NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


XTKif A 1 O "1 AA 

NM 013300 


Homo sapiens protem predicted by clone 23733 (HSU79274), mRNA 


XTK>r A 1 '5 00£ 

NM 013296 


Homo sapiens LON protem (HSU54999), mRNA 


XTXvf A1 OOA'i 

NM 013293 


Homo sapiens transrormer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


XTIVil A1 '^O 1 A 

NM 013310 


Homo sapiens hypothetical protem (AF03olo9), mRNA 


NM 01o975 


Homo sapiens lRr2-interacting telomenc RArl protein (RAPl), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (N0H61), mRNA 


XTX K CW HAOA 

NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7.3), mRNA 


NM 019042 


TT * \ A% A^ \ A ^ ^ T^T T^ ^ J A V T^ T A 

Homo sapiens hypothetical protem (FLJ20485), mRNA 


NM_0 19061 


Homo sapiens phosphatidylmositol-3 phosphate 3-phosphatase adaptor subunit 
(3 -PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protem (FLJ20356), mRNA 


NM_0 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 

mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


TT • 1 /T^T T ■* /\ A ^ X T> "VTA 

Homo sapiens hypothetical protem (FLJl 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJl 0996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKRl (FLJl 0852), mRNA 


NM_019014 


XT " * * 1 J "^^^ ¥ A 1 * A 1 T^ ^TA % T/«^^l T^ V /'^^ 4 \. 

Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJl 0640), mRNA 


XTXA A1 Q 1 XO 

NM OlolOZ 


riomo sapiens nypotneticai protem rLJiOoii (rLJ I0o33), mKNA 


NM 019067 


Homo sapiens hypothetical protein (FLJl 06 13), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJl 0404), mRNA 


NM 018846 


Homo sapiens SBB126 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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yn.^JXZ'fDJyO), mivINA 


iNiVl Uio/UU 


riomo sapiens uipartue motit-containing jo ^iKiMioj, mKJNA 


fNM \jioj*t/ 


rionio sapiens nypotneticai protein rKUZym (rKUzyo4), mKNA 


XTA/f f\^O^A^ 

INM U1oj40 


riomo sapiens nypoineticai protein rKUzyjo (rKUzyjo), mKNA 


fNiVl UiOj44 


nomo sapiens nypotneticai protein rKUzy4y (^rKUZy4yj, mKJNA 


INfVl U1o0j4 


Homo sapiens nypotneticai protein rKUzoyj (rKUzoyJ), mKNA 


INlVl UlOJH-J 


oomo sapiens nypotneticai protein rKUZojy (^rKUZojyj, mKNA 


iNIVl UIojhZ 


riomo sapiens nypotneticai protein rKUzoJ4 irKUzo34}, mKNA 


INM UioDJo 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


INIVI UJojj4 


riomo sapiens nypotneticai protein rKUz / 14 (^rKUz / 14), mKNA 


iNM UlojJU 


Homo sapiens nypotneticai protein FKUz5zl (FKOzSzl), mRNA 


iNM UloOZ/ 


Homo sapiens nypotneticai protein rKUz4Uj (rKUz4Ujj, mKNA 


INIVl UIoJZj 


Homo sapiens nypotneticai protein rKOz3z5 (rKOz3z5), mKNA 


INM Ulojiy 


Homo sapiens nypotneticai protein rKUzzoo (rKUzzoo), mKNA 


iNM Uloj i / 


Homo sapiens nypotneticai protein rKUzzl4 (rKUzzl4j, mKNA 


INM UloOZl 


Homo sapiens nypotneticai protein rKUZlyo (rKUziyo), mKNA 


INM uiooiy 


Homo sapiens nypotneticai protein rKUz 133 (FKUzl33), mKNA 


INM UloOlo 


Homo sapiens nypotneticai protein rKUzlzl (rKUZlzl), mKNA 


INM UloOlO 


Homo sapiens nypotneticai protein rKUzuj / (rKUzUJ /), mKNA 


INM UlojlZ 


Ur>*WA nn-niA-Mi^ 1^ « rM a^Iv a4'< a n 1 m-ma^-aIm L>TD/\0A1 C /TSD /*^0 A 1 C\ maT>XTA 

Homo sapiens nypotneticai protein rKUzUlj (rKUzOl 5), mKNA 


INM UIoOlU 


Homo sapiens nypotneticai protein rKUiy4Z (rKUlv4zj, mKNA 


INM UIojiU 


Homo sapiens nypotneticai protein rKUlooo (rKUlooo), mKNA 


INM UIojU/ 


U AOM A AM* AMn l«« rM a4'1a A A 1 mma4-a^m T)T3 1 O ^ O /T%T^ 1 O >l ^ \ - - 1^ T A 

Homo sapiens nypotneticai protem FK01543 (rKUlo43), mKNA 


iNM UloOUo 


Homo sapiens hypothetical protem rKul7o7 (rK017o7), mRNA 


INM UloJoV 


Homo sapiens hypothetical protein PRO 163 5 (rRUlo35), mRNA 


INM Ulojo/ 


Homo sapiens hypothetical protein FR01617 (FRO 161 7), mRNA 


XTTVyf f\ 1 OCA'S 


Homo sapiens hypothetical protein PRO! 598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PR01584 (PR01584), mRNA 


INM UIojUZ 


Homo sapiens hypothetical protein PRO 1580 (PRO 1580), mRNA 


XT\>f A 1 O/I AT 

NM UIooUj 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496), mRNA 


XTlVvl A 1 QCOA 

INM Uli>Do4 


Homo sapiens hypothetical protein PRO 1489 (PRO 1489), mRNA 


XT\>I A 1 0<00 

INM Ulojoz 


Homo sapiens hypothetical protem PRO 1483 (PRO 1483), mRNA 


INM_UloOU2 


Homo sapiens DnaJ (Hsp40) homolog, subiamily A, member 4 (DNAJA4), 

ItlKNA 


INM UloD/o 


Homo sapiens hypothetical protem PRO 1257 (PRO 1257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PRO 1 163), mRNA 


NM U 154^7 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048), mRNA 


NM U1o5d5 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


XTX if A10CAA 

NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphmgomyelinase 11) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NMO 18468 


Homo sapiens uncharactenzed hematopoietic stem/progenitor cells protein 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharactenzed hematopoietic stem/progenitor cells protein 

MUbUJz (MLl^UiZ), mKNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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INM U 154 10 


riomo sapiens ruAJZ lorKJieaa lactor (rriAj, mKNA 


iNM Ulo4U/ 


Homo sapiens putative integral membrane transporter (LC27), mRNA 




Homo sapiens uncharacterized hypothalamus protein HTO 1 1 (HTO 11), mRNA 


INM Ulo4/l 


Homo sapiens uncharacterized hypothalamus protein HTO 10 (HTO 10), mRNA 


INM Ulo4/U 


Homo sapiens uncharacterized hypothalamus protein HT009 (HTO 09), mRNA 


iNM Ulo4oy 


Homo sapiens uncharacterized hypothalamus protein HT008 (HT008), mRNA 


INM Ul /j/J 


riomo sapiens AiAr associated lactor-i ^H^AiArAr I), mKNA 


jNM Ul /j 14 


riomo sapiens oeJv gene (Hbot/AOliNlij, mKNA 


jNM Ul /jiZ 


Homo sapiens rio oeta protein (rioKiabiii Aj, mKNA 


INM UIODjO- 


Homo sapiens HorL/UDy protem (HorCUjyj, niKN A - . _ . . 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM Ulo4U3 


Homo sapiens transcription lactor (SMir gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonme protein kmase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NM_0 18684 


Homo sapiens hepatocellular carcmoma-associated antigen 127 (HCA127), 

«^T* XT A 

mRNA 


NM_01o477 


Homo sapiens uncharacterized hypothalamus protein HARPl 1 (HARP 1 1), 

mKNA 


INM Uloojz 


Homo sapiens golgin-like protein (GLP), mRNA 


XTXyT A 1 TO^O 

JNM Ul /yoz 


Homo sapiens nypotneticai protein rLJzUozj (rLJ2Uoz!)j, mKNA 


XTXyT A 1 TO^ 1 

INM Ul /yol 


Homo sapiens nypotneticai protein rLJZUolJ (rLJzUol Jj, mKNA 


XT\ jf f\ 1 TO/TA 

INM Ui /you 


Homo sapiens nypotneticai pro tern rLJzUoUo (rLJzUoUo), mKNA 


NM Uwyjy 


Homo sapiens hypothetical protem rLJ2UoU2 (rLJ20o02), mKNA 


NM Ul /yDo 


Homo sapiens nypotneticai protein rLJ2U7o3 (rLJ2U7o3), mKNA 


NM U17yj7 


Homo sapiens epsin 3 (rLJ2U77o), mKNA 


NM U1795o 


Homo sapiens hypothetical protem rLJ20772 (rLJ20772), mKNA 


NM Ul /yjy) 


Homo sapiens nypotneticai protein rLJzU /j3 (fLJzU /j3;, mKNA 


NM Ul /y4y 


Homo sapiens nypotneticai protein rLJzU /iy (rLJzu /3y;, mKNA 


NM Ul /y4o 


Homo sapiens nypotrietical protein rLJ zU 15 1 (^rLJzU /3 1), mKNA 


NM Ul /yjj 


Homo sapiens nypotneticai protein rLJ zU /zy (rLJzU /zy;, mKNA 


XTXyf A 1 TO/I '2 

NM Ul /y4J 


Homo sapiens nypotneticai protein rLJZU ilj (^fLJZU /Zj mKNA 


XTx >r /\i TO /I 1 

NM Ul /y4i 


Homo sapiens nypotneticai protein rLJzU /zl (rLJzU /z l), mKNA 


NM Ul /yjo 


LjA*vk>-k r^n^\e^-T>.r^ Lkv A^-Uk nn 1 MOi-k-l-a**^ CT TO AT 1 /CT TOATI/CX v%tDXTA 

Homo sapiens nypotneticai protein rLJzU /lo (rLJzU / lo), mKNA 


NM 017937 


Homo sapiens nypotneticai protem rLJ2U712 (rLJ207l2), mKNA 


NM U17y32 


T-T^M^y^ nn-M^n-Mn A4-1>k m n 1 -M-n^^-Av-n CT T'^A'TAA /CT TOA'7AA\ omOXTA 

Homo sapiens hypothetical protein rLJ2U7UU (r'Lj2U7UU), mKNA 


XTlVyf A 1 'TQOO 

NM Ul /yzy 


'S-l fs. i^rkMiAMO l-kmn-ky<k-fl-ka4-iy->n1 v-kv^-f A««-t CT TOA/CAC /CT TOA^A^\ XT A 

Homo sapiens nypotneticai protein rLJzUoy^ (rLJzUoyjj, mKNA 


XTA>r A1'70'^0 

NM Ul /yzo 


Homo sapiens nypotneticai protein rLJzUoy4 (rLJzUoy4j, mKNA 


XTA>f A 1 TQT^ 

NM Ul /yzj 


Homo sapiens nypotneticai protein rLJZUooo ^rLJzUooo;, mKNA 


NM U17y2U 


Homo sapiens hypothetical protein rLJ2Uo54 (rLJ2Uoj4), mKNA 


XTX K A 1 TA 1 A 

NM 017919 


TTa.m^ MnM.aA.MM tk- A>4-t% a4-^^a1 m..a4-a^m TTT T*^ A ^ C 1 /17T TOA^C1\ w."DXTA 

Homo sapiens hypothetical protein rLJ20o51 (rLJ20o51), mKNA 


XT1V A A 1 'TA 1 O 

NM U 17918 


Homo sapiens nypotneticai protein rLJzUo4 / (r LjzUo4 /), mKNA 


XTX K A 1 'TA 1 1 

NM 017917 


Homo sapiens hj^otnetical protem rLJ20o44 (rLJ20o44), mKNA 


NM U17910 


Homo sapiens nypotneticai protein rLJzUD43 (rLJZUo4J ), mKNA 


XTX K A 1 'TA 1 C 

NM U 179 15 


Homo sapiens hypothetical protein rLJ2Uo41 (rLJ2Uo41), mKNA 


XTX K A 1 1 O 

NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20o37), mKNA 


INM Ul /yuy 


Homo sapiens nypomeiicai proiein rLJZUOZ / (^rLJZUoz / ), miviNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homo log (KIAAl 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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IMM ui /oy / 


Homo sapiens nypotneticai protein rLJZuoU4 irLJzUoU4), mKJNA 


NM Ul /oy4 


Homo sapiens nypotneticai protein rLJz05y5 (rLJ20395), mRNA 


NM_U1 /oyj 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 

mT?M A 

nii\.iN/\ 


INIVI Ul /oVl 


riomo sapiens nypomeiicai proiem rLrjzu3o4 \^rLiJZUDo4j, mKiNA 


iNlVl U 1 /OOJ 


nomo sapiens nypoineucai proiein rLJZUjoo v^ri^jzujooj, mKiNA 


iNiVl Ul/ool 


riomo sapiens nypoineiicai proiein rLJzujjV ^rLJzuDjyj, mKiNA 


IN iVl U 1 / o / 0 


oomo sapiens nypoineiiCai proiein rL,jZ\jjjz LjJZvjjZ), nxKiNA 


INIVl U 1 /o / J 


Homo sapiens nypomeiicai protein rLJZUj4o (rLJZU!>4oj, niKlN A 


MM ni7ftA8 
INIVI Ul /oOo 


riomo sapiens nypouieiicai proiein fi^jzuj^d v*^l»jzujjjj, ihkina 


INIVI Ul /ooo 


riomo sapiens nypomexicai proxem rLJZUDJj vrLjzujjjj, mKiNA 


"MM ni7ftA'i 

iNlVl Ul /oOJ 


Homo sapiens nypotneticai protein rLJZUDZ/ (rL,jZ\)jZ /), nUviNA 


"MM ni7ftAn 

INlVl Ul /OOU 


riomo sapiens nypomeiicai proiem rLrJzujiy \rL,jZyjj ly), ihkina 


iNlVl Ul /oDo 


riomo sapiens nypomeiicai proiem rLJZujio {^rLijZyjj lO), niKiNA 


INlVl Ul /ojO 


riomo sapiens nypoineiicai proiem rLJZUDi^ (^rLjzuDi^j, hikina 


INIVI U 1 /o J'f 


oomo sapiens nypomeiicai proiein rLJZujiz \^rL(jzu3iZj, itikina 


MM ni7ft^'^ 
INIVI U 1 lOjj 


nomo sapiens nypomeiicai proiein rLrjzu^i i (^jti^jzudi i )y itikina 


MM ni7R^l 
INIYI Ul /OJ 1 


riomo sapiens nypomeiicai protein rL^JZUDuy ^rL^jzujuyj, uIKINA 


MM ni78/lR 
fNiVl U 1 /o^O 


riomo sapiens nypomeiicai proiein ri^jzujuo v^rL/Jzujuoj, uikina 


MM (WIHA'X 


nomo sapiens oreasi carcinoma ampiiiieQ sequence 4 ^^dv^ao^j, iruviN a. 


MM 01781/; 
iNlYl U 1 /ojO 


nomo sapiens nypomeiicai proiein rLijzyj** fj v^rLrJZU^/jj, ntiKiNA 


MM ni7fi'3/l 
INM Ul /oj4 


nomo sapiens nypomeiicai proiem rL(jzu4o4 (rL»jzu404j, mKiNA 


MA^ ni7ft'51 
INIVI U I /oj I 


nomo sapiens nypomeiicai proiem rLJZU^jo yruJZv^jO), mKiNA 


INM U 1 /oZo 


nomo sapiens nypomeiicai proiein rLJzu4DZ yrL,jZ\)'^jZ), mKiNA 


INM Ul /oZj 


Homo sapiens nypotneticai protein rLJZU44o (rLJZU44oj, mKiNA 


iNM Ul /oZ4 


Homo sapiens nypomeiicai protein rLJZU44j (rLJZU44jj, mKiNA 


MM n 178 10 
INM Ul foiy 


nomo sapiens nypomeiicai proiem rLJZUHjz (^rL»JZU4jZj, itikina 


XTM n 1 78 1 7 
INM Ul/ol/ 


nomo sapiens nypotneticai protein rLJZU4zy (rLJZWZy)^ mKiNA 


XTM niTQlA 
iNM Ul /olO 


Homo sapiens nypometicai protein rLJZU4Zj (rLJZU4Zj j, mKiNA 


xnvyf ni7Bi4 

INM Ul /ol4 


nomo sapiens nypometicai protein rLJ ZU4ZZ (rLJZU4ZZj, mKiNA 


MM n 1781 'I 
IN M U 1 / 6 1 J 


l-J/^m^ conionc Viirv^j^^Uai- 1 v^vt/^'fA*** 17T TO A/1 01 /CT TOA^0 1^ mDXTA 

nomo sapiens nypomeiicai proiem ri^jzu4zi i^rL>JZU4zi j, mKiNA 


MM A 178 10 
INM Ul /o IZ 


U/>»-»-i/^ r>omi£k«^n Wtv m<^^t^ £&-f i 1 ma^z-ff/^iM CT T0A/10A /CT TOA^OA\ *«->T3XTA 

Homo sapiens nypotneticai protein rLJZU4ZU (rLJZU4ZUj, mKiNA 


MM n 17808 
INM Ul /oUo 


T-Ti^wi/-k coi^iAnc l-kxrr^/>'ft«£a^i<^n1 *««<j^'f CT TOA/1 1 '2 /CT TOA/1 1 0 \ *v^T}XT A 

nomo sapiens nypomeiicai proiein rLjzu4i j (rivJZU4i j j, itikina 


MM ni7an^ 

INM Ul /oxjJ 


I-Ji^*m/^ eoMtAMO twfMr%4-l« A-f tool m«>tf%'fA«vi CT TOA^AI /CT TOA^A1\ «vk1>XTA 

nomo sapiens nypomeiicai proiem rLJZU4Ui ^^rLfjzu4Ui j, itikina 


INM Ul /OXJJ 


Ur^*^r^ Vixr««^^txA'fi/>n1 Mv^A-f/^iM CT TOA'SAA /CT TOA^OA\ «>nDXTA 

Homo sapiens nypometicai protein rLJZUjyy (rujzvjyy), mKNA 


MM ni78ni 

INM U 1 /oUl 


XJr\r*^r\ oavsiarya Kx7v%/N4-Vka4-«rtri 1 CT T0A'30/^ /CT T0A'2O^^ rwDXTA 

nomo sapiens nypomeiicai proiem tl^jzuj^o (rL»jzujyoj, itikina 


MM fl 1 770Q 
INM Ul / lyy 


LJavwx^ t%-«Tv«A4-t« A-finnI mv'A^a*** CT TOA'^QO /CT T0A'3O0\ «h13XTA 

Homo sapiens nypometicai protein rLJZUiyz (rLJZUjyzj, hikna 


MM fl 1 77Q1 
INM U 1 / /yj 


I-T/>tvi/<\ eor«fAvxo Vf«r*\/^+V»£»+Ir»r»l CT TOA'2'7/1 /CT TOA'3'7/1\ ♦mTJXT A 

nomo sapiens nypomeiicai proiein fLiJzkjj /4 (^rLjzuj /4j, itikina 


INM U 1 //VI 


X_rj^»v^/~k r<o«^i£k»-»o l-kxn«»/^+K/=»+I/-»»-»1 •^vr-kl-Ai*-! CT TOAIOl /CT TOA'2'71^ ♦m15XTA 

Homo sapiens nypotneticai protein fLJZUJ /i (fLJZUj / i), mKiNA 


INM U 1 / /o / 


Homo sapiens nypotneticai protein rLJZUlj4 (rLJZUlj4j, mKJNA 


MM A 17780 
INM U 1 / / oZ 


lJi-\rMi^ oov^iatto KxrrNy-i+Vna+t/^ol «^«*i^4-A«n CT TOA'2/iA /CT TOA'J/iA\ XT A 

nomo sapiens nypomeiicai protein tl^jzujou (^rL»JZU^ouy, mKiNA 


INM Ul / /ol 


Homo sapiens nypometicai protein rLJZUJjy (rLJZUJjy), mKNA 


MM A 1 7770 
INM Ul f / /7 


Homo sapiens nypometicai protein rLJZUJD4 (rLJzujj4j, itikina 


INM U 1 / / / / 


Homo sapiens nypotneticai protein rLJZUJ4!> (rLJZUJ4jj, mKNA 


INM Ul / / /O 


1_Tr%*Mrv <<m«««A*«r< l^-m rMi^4-l« a-A-i 1 CT TOA'3/I^ /CT TOA0/1/1\ , p Ts.T A 

Homo sapiens nypotneticai protein rLJZUJ44 (rLJZUi44}, mKNA 


MM 01777'^ 


T-lr\mrt cciYitAnc Vi\mAtYiAfir>Ql nmf^tn CT T7A'^ilA /'CT T0A7A^^ mPMA 

nomo sapiens nypomeiicai proiein rLfJZUj'fu ^^rL>JZUj4U^, itikina 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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INM Ul / /Ol 


Honio sapiens nypotneticai protein rLJzOilz (rLJiOilz), mKNA 


1NM_U 1 / /OU 


Homo sapiens nypotneticai protein rLJzUi 1 1 ^rLJzUi 11), mKNA 


XT Ail nmcc 


Homo sapiens nypotneticai protein rLJzUJUj ^rLJzOiOij, mKNA 


XTlVyf A IT? CO 


Homo sapiens nypotneticai protein rLJzUzyo (rLJzUz9o), mKNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


InM Ul / /4o 


Homo sapiens nypotneticai protem rLJ20267 (FLJ20287), mRNA 


iNM Ul / /45 


Homo sapiens hypothetical protein FLJ2U2o5 (FLJ20285), mRNA 


NM Ul / /42 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


JNM Ul //41 


Homo sapiens hypothetical protem FLJ20280 (FLJ20280), mRNA 


XTX>f A 1 TTiO 

.rNM_ui/-/iy- 


-Homo sapiens 0-linked mannosebetal,2-N-acetylgliicosaminyltransferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protem FLJ20275 (FLJ20275), mRNA 


NM Ul / /ZV 


Homo sapiens hypothetical protein rLJ2U256 (FLJ20258), mRNA 


NM Ul / /Z5 


Homo sapiens hypothetical protein rLJ2U255 (rLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_01 //24 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 

mKNA 


NM Ul 1 ILV 


Homo sapiens nypotneticai protein rLJ2U24l (rLJ2U241), mKNA 


NM Ul / / 1 J 


Homo sapiens hypothetical protein rLJ2021 1 (rLJ2021 1), mRNA 


NM Ui / / Iz 


TUa*ma oam<am/<i t«« rMA4-l« a4-^ aaI m.>a4-aI«. TTT TOAOAO /T?T y^AOAOX ■- - T> V T A 

Homo sapiens nypotneticai protein rLJ2U206 (r'LJ2U208), mRNA 


NM Ul / / lU 


Homo sapiens nypotneticai protein rLJ2U2Uj \rL,}Z\jl\j5), mKNA 


NM Ul / /Uo 


T T — — nn^^A^n t« « fM A4>t% A^a a a 1 mma^-aim CT fOAIAA /T?T TOA'^AA\ •^OXT A 

Homo sapiens hypothetical protem rLJ2U2UU (rLJ202UU), mRNA 


XTAyf A 1 '77 AT 

NM Ul / /U/ 


Ua*ma oiAMiAMn l^^ n«A4-V« a4-< aaI •«..a4'aI.^ T?T TOAIAA /TTT y^AIAAN ..^nXTA 

Homo sapiens nypotneticai protem rLJ2U199 (rLJ201yy), mRNA 


NM U 1 / /Uo 


Homo sapiens nypotneticai protein rLJ2UiyD (rLJ2UiyD), mKNA 


XT\4 A 1 '7'7AC 

NM U 1 / /Uj 


LJA^mA r^AM«AM«^ t%« ma^-Ua^-I aaI mwa^-aZm "CT TOAIAA /Tf TOAlAA\ ^^DXT A 

Homo sapiens hypothetical protein rLJ20190 (rLJ20190), mRNA 


NM Ul / /Ui 


Homo sapiens hypothetical protein rLJ201oo (rLJ2U188), mRNA 


NM Ul / /Uz 


I_Ir>*v*A nA«««AMr« Vkv r««A^l% a4^« aaI m^ka^-aIm T?T TO A 1 OiC /ITT TOA1 OiC\ •>.T>XI A 

Homo sapiens nypotneticai protein rLJ20loo (rLJ201ooj, mKNA 


XT\>f A 1 77 A A 

NM Ul / /UU 


Homo sapiens nypotneticai protein rLJ201o4 (rLJ201o4), mKNA 


NM Ul /oyo 


Ua*MA nO«««A*Art l\1 rM A-flt A-f 1 A a1 MSaA-^-A-IM TT TO A 1 ^A /CT TO A 1 TA^ M^T^XT A 

Homo sapiens nypotneticai protein rLJ2Ul /U (rLJ2Ul /Uj, mKNA 


XTAVf A 1 7AQ^ 
NM Ul /0V4 


1-T^x*v«^ nnnXavyes m A4-Vt aa 1 M«<A-fA«*^ CT TOAI^A /CT TOA1^A\ wmOXTA 

Homo sapiens nypotneticai protein rLJzUloU (rLJzUloUj, mKNA 


XT\>f A 1 7AQ1 

NM u 1 /oyj 


T—Tavvva nnniAMO Vk'v r«% a4'1« a4-'I a a 1 m-ma^-aim CT TOA1CA /CT TOA1CA\ vmT^XTA 

Homo sapiens nypotneticai protein rLJ2UlDy (rLJ2Ul!)y)5 mKNA 


XT\/1 A 1 7AQ 1 

NM u 1 /oy 1 


1-ri-k*v^i^ Vkv mA-fVt a4-«a a1 M«*A4-Ain CT TO A 1 C /CT TO A 1 vmTJXT A 

Homo sapiens nypotneticai protein rLJ2Ui jo ^rLJzUijo), thkna 


NM Ul /ooy 


LJ/^vv^/^ oAni£kn<-i UtmA-fUA'fiAAl »«.A-fA^«^ CT TOA1C1 /CT T0A1C1\ »-iT>XTA 

Homo sapiens hypothetical protein rLJ2UI51 (rLJ2U151;, mKNA 


XTA >f A 1 7/:: 0 0 

NM Ul /ooo 


I-Ta-m^a riAMiAMn l%« rMA^-Vk a4-< A a1 m-ha^-a^m CT to a 1 CA /CT TOA1 CA\ WmT^XT A 

Homo sapiens nypotneticai protein rLJ2Ul!>U (rLJ2Ul jU), mKNA 


NM Ul /OOJ 


T T — — — amIamc* 1>*«rMA4't« a^«aa1 m*>a^a«m CT TOAI^A /CT fOA1'?A\ «wDXTA 

Homo sapiens nypotneticai protein rLJ2Uijy (rLJ2Ui jyj, mKNA 


XTX >f A 1 7iC 0 /i 

NM Ul /Oo4 


Oawia oamCamo U'.rMA4-UA4-«Ar^1 ««»a4a{I*« CT TOAl'5iC /CT TOA1'3/C\ «^T}XTA 

Homo sapiens hypothetical protein rLJ2U13o (rLJ2U13o), mKNA 


NM Ul /Ooz 


Ua-tma oa-m^amo l^mrMA'l-t^A^-T aaI -mwa^'aim CT TO A 1 ^O /CT TOAl ^0\ vmOXT A 

Homo sapiens nypotneticai protein rLJ2Ui32 (rLJ2Ul 32), mKNA 


NM Ul /Ool 


UnvMA nAM^AMf^ TMA4-UA4-«An1 ««ma4>aI»% CT TO A 1 A /CT TOA1'5A\ m^DXTA 

Homo sapiens hypothetical protein rLJ2U13U (rLJ2U13U), mKNA 


XTlVyf A17/C7Q 

NM Ul /o /y 


I_Ta«^a oamiamo Km rMA4-t% a4-«aa1 m«>a'^a«m CT TOAIOO /CT T0A1O0\ «mT}XT A 

Homo sapiens hypothetical protein rLJ2U12o (rLJ2Ul2o;, mKNA 


NM Ul /0/4 


T_Ta«ma nA*%lA*«A MA-i-U a4>« aaI ^..^a-^aIm CT TOAl 0*5 /CT TOAIO'lX .^^l^XT A 

Homo sapiens hypothetical protein rLJ20123 (rLJ2U123)5 mKNA 


NM Ul /oo4 


Uamaa nAM^AMM U« ma4>U a4>2aa1 ^ma4.a2« CT TOAAAO /CT fOAAA'5\ sHnXT A 

Homo sapiens hypothetical protem FLJ20093 (rLJ2U093), mKNA 


NM U17ool 


TUa-vma nA*i««AMM Uv fma^-Ua^-* A<->1 «.«ma4'a<m CT TOAAO^ /CT TOAAOi^\ ^-mDXT A 

Homo sapiens hypothetical protein rLJ2008o (FLJ2UUoo), mKNA 


XTX>f C\.\n£.iL(\ 

NM 017oo0 


T T _ - - - — — .__ 1 A* 1 T^T ¥OAAO^ /"IT'T TOAAO^\ —^TUXT A 

Homo sapiens hypothetical protem FLJ20085 (FLJ2008D), mRNA 


NM 01 /ODo 


Orx«Mi^ ommIamm U«rMA'fUA4-«An1 Ma.A'f-A*** CT TOAA01 /CT TOAAO 1 ^ *mDXTA 

Homo sapiens hypothetical protein rLJ20081 (rLJ20Uol), mKNA 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protem FLJ20075 (FLJ20075), mRNA 


NlVl Ul /0j4 


1-F^«<»-IA r>An«^»-kn Ui a4-U a4-i a a 1 moa^-aim CT TOAATO /CT TOAA7'^^ »ViDXTA 

Homo sapiens hypothetical protein rLJ2UU/J (rLJ2UU/3j, mKNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM_0 17650 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 9A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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iNM Ul /o44 


Homo sapiens nypotnetical protein rLJ2005y (rLJ2005y), mRNA 


JNM \J 1 /04J 


Homo sapiens nypotnetical protein rLJzUU55 (rLJ2UUj5J, mKMA 




Homo sapiens nypotnetical protem rLJ2UU47 (rLJ2UU4/), mKNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


INM Ul /OiJ 


Homo sapiens nypotnetical protein rLJzUUi / (rLJzUUi /), mKMA 


MM Ul /OJ 1 


Homo sapiens nypotnetical protein rLJ20035 (rLJ20035), mRNA 


XTA>r A 1 'TiC'J A 

INM Ul /OjU 


Homo sapiens nypotnetical protein rLJ20034 (rLJ20034), mRNA 


NM Ui7o27 


lUn^^n. ^^mm.Z^^^ L.. .^n-4-U.n4-!nn1 ^^^4-^1^ T'J T'^AA'^A /TT T'^AA'^A\ --_ "V T A 

Homo sapiens nypotnetical protein FLJ20030 (FLJ20030), mRNA 


N MO 17626 


Homo sapiens DnaJ (Hsp40) nomolog, subfamily B, member 12 (DNAJB12), 

mRNA _ _ _ - _ - 


MM Ul /021 


Homo sapiens nypotnetical protein rLJ20013 (rLJ20013), mRNA 


MM Ul /Oio 


Homo sapiens nypotnetical protein rLJ20006 (rLJ20006), mRNA 


MM Ul /Ol / 


I_Tn.*«A. «n«lAMA t%«M«.n.4-Un4-Inn1 •«.«n.4-n.J«. I?T TOAAAC /T?T TOAAAC\ .-.-.fyXT A 

Homo sapiens nypotnetical protein rLJ20005 (rLJ20005), mRNA 


XTAvf A 1 T/C 1 ^ 

MM Ul /ol J 


TTj-i..-t,-i. J-. nn«^«A««n Vk« rMA'i'Vk A4-Inn1 MMA^-n^M 'CT TOAAA^ /T7T TTAAAT\ MnT^XTA 

Homo sapiens nypotnetical protein rLJ20003 (rLJ20003), mRNA 


MM Ulo3y4 


Homo sapiens nypotnetical protein rLJl 1342 (rLJl 1342), mRNA 


XTA>f A1 C^QT 

MM Uloiyj 


Homo sapiens nypotnetical protein rLJl 1336 (rLJl 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJl 1328 (FLJl 1328), mRNA 


XT\vf A 1 Ol OA 

MM U183o9 


Homo sapiens ODr-iucose transporter 1 (FLJ1I320), mRNA 


NM Ulo358 


Homo sapiens nypotnetical protem FLJl 1316 (FLJl 1316), mRNA 


XTH if AIO-^O^ 

NM 018366 


Homo sapiens hypothetical protein FLJl 1305 (FLJl 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FLJl 1294 (FLJl 1294), mRNA 


NM_018380 


T ¥ T^T^ A T% /f T / A 1 A1^A>i./TT*^\l- 1 j.*J '^O /TXTN'V^O 0\ 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 28 (DDX28), 
mRNA 


MM UloJ /y 


LJn^^^n r^n««!n«^ U , r«« n -l-U n4- ! n n 1 .•^n't-n!^ T?T Tl 1 O A /T?T Tl 1'^OA\ «^ T> X T A 

Homo sapiens nypotnetical protein rLJl 1280 (rLJl 1280), mRNA 


MM U 1 oj /o 


Homo sapiens nypotnetical protein rLJl 1275 (rLJl 1275), mRNA 


MM Ulo3/-> 


LJn.«v«r^ nn««.InMn n4-U n^-I nn 1 «.«.n4-nlM CT Tl 1 T7 /t /CT Tl 1 T /I \ .^T3XTA 

Homo sapiens nypotnetical protein rLJ 1 Iz /4 (rLJ 1 12 /4), mRNA 


XTAif A 1 911 A 

MM Uloj/4 


U'n.vw.A «^n«««n.-»%n fm »'4-U n-4-I n n 1 •«.«.n4-n«M CT Tl 1 O T5 /CT Tl 1 O T5 \ .^T^XTA 

Homo sapiens nypotnetical protein rLJl 1273 (rLJl 1273), mRNA 


MM UloJ/2 


Homo sapiens nypotnetical protein rLJ i izo9 (rLJl izb9), mRNA 


MM Ulo3/U 


Homo sapiens nypotnetical protein rLJ 1 1259 (rLJ 1 1259), mRNA 


MM UloJOO 


Homo sapiens nypotnetical protein rLJ 1 1230 (rLJ 1 123U), mRNA 


MM UloJoD 


Homo sapiens nypotnetical protein rLJl 1222 (rLJl 1222), mRNA 


XTA4^ A 1 OT/CA 

MM UlojoU 


T T — — ^ n. nnMlnMn t« v i^-fVk /^-fi y-> n 1 Mw'y^^-i-ki «^ CT Til OAA /CT Til OAA\ v^T^XT A 

Homo sapiens nypotnetical protein rLJ 1 1ZU9 (rLJ 1 1ZU9), mRNA 


XTX/f A 1 OO CA 

MM UloiDV 


0^*vtyv \%-tT^r^4\^^4^\^n.\ CT Tl 1 OAA /CT Tl 1 OAA\ •^^T^XT A 

Homo sapiens hypothetical protein rLJl 1200 (rLJl 1200), mRNA 


XTX>f A 1 Q1 CI 

MM Ulo357 


Oy>*««<^ UirM/^-t-Ur^-f^^nl CT Tl 1 1 A^ /CT Tl 1 1 Ai^\ .^TlXTA 

Homo sapiens hypothetical protein rLJl 1 196 (rLJl 1 196), mRNA 


XTXX A1 Q1 

MM UloJjO 


Homo sapiens nypotnetical protem rLJ 1 1 193 (rLJ 1 1 193), mRNA 


XT"\>f A 1 Q1 CC 

MM 018355 


TJn..^n. #,n««<n«.n U « n -f-U n4-! n n 1 ««<.n4-n^«. T!?T Tl 1 1A1 /T7T Tl 1 1A1\ .^T>XTA 

Homo sapiens hypothetical protein rLJl 1 191 (rLJl 1 191), mRNA 


XTAif A 1 Sil < 1 

MM UloJjl 


Oi^mrx on«<k«<SMn U« r»«rx'l-U A-f « 1 •<k«>/^4-<^«M CT Tl 1 \ Q1 /CT Tl 1 10'3\ «v«T>XTA 

Homo sapiens nypotnetical protein rLJ 1 1 183 (rLJ 1 1 1 83), mRNA 


NM Ulo350 


TJTn.*Mn. nn«.<MMn U« m, n.4iU n4-! nn 1 M.«M«.4>n.2M T7T Tl 1 101 /T^T Tl 1 101\ m.kT3XTA 

Homo sapiens hypothetical protem rLJ 11181 (rLJlllol), mRNA 


XTA A A 1 0 "5 yl A 

NM U1834y 


TLTn.«Mn. f^n««.!n«%/^ U rM. n 4-U n-4- ! n n 1 ..^n^-n^.* CT Tl 1 1 H C /CT Tl 1 1 T C \ .^T^XTA 

Homo sapiens hypothetical protein rLJl 1 175 (rLJl 1 175), mRNA 


XT\>f A 1 Q'y AQ 

MM UloJ4o 


TLTn.»«n. r^n««7n«^^ U . n 4-U ! n n 1 «.^n4-n^M CT Tl 1 1T1 /CT Tl 1 1 T 1 \ .«T>XTA 

Homo sapiens nypotnetical protein rLJ 1 1 17 1 (rLJ 1 1 1 / 1), mRNA 


XT\ A f\^ O'^ A ^ 

NM 018346 


Homo sapiens hypothetical protein rLJl 1 164 (rLJl 1 164), mRNA 


XTIV A f\^ O"^ A A 

NM 018344 


T T ^...^ ^ ^ n^ 7 _ I.. ^^1^ 1"? T T 1 1 1 ^ A /T~?T T 1 1 1 ^ A\ T^ X T A 

Homo sapiens hypothetical protein rLJl 1 160 (rLJl 1 160), mRNA 


XTA yf A10'5>1'? 

NM 018343 


TUn.^n. nn^In^n 1. . n4.U nJ-I n n 1 ^«n4-n!» CT Tl 1 1 CC\ /CT Tl 1 1 CA\ — - VT A 

Homo sapiens hypothetical protein FLJl 1 159 (rLJl 1 159), mRNA 


NM 018342 


T-T^-M^ U.M^^.'i-UA^-Innl «o«n-<-n.I« CT Tl 1 1 CC /CT 1111 CC\ W.DXT A 

Homo sapiens hypothetical protem FLJl 1 155 (rLJl 1 155), mRNA 


XTA A A 1 'J O 

NM 018338 


T T nn— .In-«-. 1_ . ^ n n4- 1 n n 1 _^^n4-n^^ T^T Tl 1 1 A /T^T Tl 1 1 /I \ ..^ T~> X T A 

Homo sapiens hypothetical protein rLJl 1 142 (rLJl 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FLJl 1 132 (FLJl 1 132), mRNA 


XT\>r AlO-lOO 
iNM UloJzV 


riomo sapiens nypoineticai protem r LtJ 1 1 1 1 / (r lj 1 1 1 1 /), hikma 


NM 018328 


Homo sapiens hypothetical protein FLJl 1113 (FLJl 1 1 13), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJl 1 1 10 (FLJl 1110), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJl 1 106 (FLJl 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJl 1 105 (FLJl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJl 1 100 (FLJl 1 100), mRNA 
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fNM UlojlO 


oomo sapiens nypotneticai protein rLJ 1 1 u /<$ (rLJ l lu /oj, mKNA 


VT\>r A 1 1 /l 


riomo sapiens nypoineticai protein rbJi lUoo ^rLJl lUooj, mKNA 


fNJVl uiojuy 


rionio sapiens nypomeiica! protein rLfj i iU4o ^rLJ i iU4oj, mKNA 


INM UIojUo 


riomo sapiens nypotneticai protein rLJ 1 1 U4z (rLJ 1 lU4z), mKNA 


JNlVl UIojU/ 


T-T/Arv-i/-! c»o*^{aMO rrNi^+Vi ck* I 1 «>««/^'fA«*^ ITT Tl 1 A /! A /fT Tl 1 A^ A\ •'mDXTA 

riomo sapiens nypotneticai protein rLJ 1 1U4U (rLJ i iU4Uj5 mKNA 


JNJVl UIojUO 


Homo sapiens nypotneticai protein rLJ I luio (rLJ 1 lUioj, mKNA 




T Trt T-v< <~i nnv^if^Mr^ X^'* T9^e\.4-V% n.4-X nn\ M-Mr^4-<<k«M TZ"T Til AOA /T7T Tl 1 AOA\ .mT^XT A 

liomo sapiens nypotneticai protein rLJ 1 lUzy (rLJ 1 luzy), mKNA 


INM UioJUz 


T T ~ — ^ ^ n»>k*»I««o X^-*t^^4\^r^4-X^n\ M-MA^-AVM T7T Tl 1 A 1 T /T7T Tl 1 Al T\ .t.T>X T A 

Homo sapiens nypotneticai protem rLJ 1 1U17 (rLJ 1 1017), mKNA 




Homo sapiens hypothetical protem FLJl 1011 (FLJl 101 1), mRNA 


INM U-lo/y/^ . 


Homo sapiens-peptiae:N^glycanase similar to yeast rNGl (rLJ l 1005),-niRNA- - 


INM uio^yo 


Homo sapiens hypothetical protein rLJl 1004 (rLJl 1004), mKNA 


JNM UloZy4 


Homo sapiens hypothetical protein rLJ lOyvo (rLJ loyyo), mKNA 


INM uiozyz 


Homo sapiens hypothetical protein rLJ lOvoy (r LJ lOy^y), mKNA 


XT\A A 1 00 OQ 
INM UloZoV 


XJy<«*v«y% nrmiAVto l^v rMy^'fVt z^-f « y<t r> 1 M«*j<v4-i^« CT T 1 A AOA /CT T 1 A A^ A\ m^T)XTA 

Homo sapiens hypothetical protein rLJ loy /y (rLJ loy/y), mKNA 


XTXyf A1 00 OQ 
INM UloZoo 


T T — _ ort*»iA»»« Vtv r««^4-l% Ar%1 m-ma^-aim CT TIAATC /CT TIAAT^N .^DXTA 

Homo sapiens hypothetical protein rLJ lOy /j (rLJloy/D), mKNA 


iNM uioz/y 


Homo sapiens nypotneticai protem rLJ loyjo (r lj lovio), mKNA 


XTA>r AIOOTC 

JNM Uloz/j 


T T r>n^\r^v^n l« m rM 4-1^ ^4-1 n 1 M««^4-^^a-k CT T 1 A AO C /CT Tl AAOCN .^T> XT A 

Homo sapiens hypothetical protein rLJ10yz5 (rLJ10yz5), mKNA 


fNM Uloz/1 


Homo sapiens hypothetical protem rLJ loyio (rLJ loyio), mKNA 


INM UloZ04 


T T^— — nnM-iAMn Iw rM><K4-l« a4'I 1 mmm^asm CT T1AAAA /CT Tl AAAA\ a^^TlXT A 

Homo sapiens hypothetical protem rLJloyoO (FLJl 0900), mKNA 


INM Ulozol 


T T ^ I. ^ n e^m C 0 1«1r^ /CT!?/^0\ o^^DXTA 

Homo sapiens beci-liJce (obC3), mKNA 


XTA/f AIOO^A 
INM UloZOU 


TlJ<-k*v-»j-k oo^i/i-Mo r**y-»+l-»/^'f I 1 M-vx^^-z-kiM CT Tl AOAl /CT Tl AOAl\ «mT)XTA 

Homo sapiens nypotneticai protein rLJlOoyi (rLJlOoyi), mKNA 


XTA A A 1 0 0 ^ Q 

INM VLoZjy 


Homo sapiens nypotneticai protein rLJlOoyo (rLJlOoyO), mKNA 


XTAyf A1 00^ A 

iNM UloZOU 


1_l/^»Vk^ i-x-iv^ifk-cin nn\ M-ax^-i-z-kC m CT TlAOOl /CT TIAOTIX .^TlXTA 

Homo sapiens hypothetical protein r LJ lOo / 1 (r LJ 1 Oo / 1 ), mKNA 


INM UloZ4o 


T T ^ ^ rMr%4-l«n4'<y-><-k1 Mwiy^^^vM CT TlAOfO /CT T1AOCO\ •a^T^XTA 

Homo sapiens hypothetical protem rLJlOoDo (rLJ 10838), mKNA 


INM Uloz4/ 


Homo sapiens hypothetical protein rLJlOoSo (FLJl 0856), mKNA 


XT\if A100/1/C 
INM UloZ40 


T T ^ — _ _ { AM <i 1%'. rMr%+l% a4-< MWA4-/-k<M CT TIAOCO /CT Tl AOC1\ «^^T)XTA 

Homo sapiens hypothetical protein rLJ 1 08 j J (rLJ 10853), mKNA 


XTXVf A 1 QO/l'i 

INM U1oZ4j 


Homo sapiens hypothetical protein rLJ 10849 (rLJ 10849), mKNA 


JNM UloZJo 


LJa«mj^ c^nMiAMn VkVTMA^Vk Mo^-^-A^M CT T1A0/1O /CT T1 AO/ION «mT>XT A 

Homo sapiens hypothetical protem rLJ 1084Z (rLJ l084z), mKNA 


INM UloZjj 


T-r/-*wi<-k oo*^«Ano \\^rw^e^i\%aA-\r>r%\ CT T 1 A 0 0 A /CT TlAOOA\ .^TlXTA 

Homo sapiens hypothetical protein rLJ I0o30 (rLJ 10830), mKNA 


XTA/f A1 OO'J/I 

JNM UloZj4 


T T ~ — » ^ o«^M«AM<^ rMA4-V«A4-4 M-M^^-^J-M CT Tl AOOA /CT Tl AOA\ ..^T>XTA 

Homo sapiens hypothetical protein rLJ 10829 (FLJ 10829), mKNA 


XTAyf A1 OOl 1 
INM UloZJl 


TLJ^«<ny-^ on-M^AMi^ l« 1 FM ^4-1^ A-^-I ^ A 1 M««A-4-A«M CT T1A0 1C /CT T1A0 1 C\ m^OXTA 

Homo sapiens hypothetical protem rLJ 108 15 (FLJ 1081 5), mKNA 


XTX>r Al OOOQ 

iNM UioZZy 


TJ'a.*ma nnMCAMn l«« m> a^-^ 1 CT T 1 A O 1 /CT T1A01'^\ TfXT A 

Homo sapiens hjTJOthetical protem FLJ 108 13 (FLJ 108 13), mKNA 


JNM Ul($Zzo 


T T^-^ ~ pmr\.\e^-nr> l« « fm a41% a n 1 «<%'Ma4'A4m CT T1A01 1 /CT TlAOl 1\ m«>T)XTA 

Homo sapiens hypothetical protem rLJ 1081 1 (rLJ 1081 1), mKNA 


XT\>r AIOOOT 

JNM UloZZ/ 


T T ^ — ^ A-«r» l^v FM A'^l'k a4>« 'M'MA^-A'iM CT TIAOAO /CT T1AOAO\ m^TIXTA 

Homo sapiens hypothetical protein rLJ 10808 (FLJ 10808), mKNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJl 0803), mRNA 


XTA Jf A 1 O O O O 

NM UlozzZ 


Homo sapiens parvin, alpha (PARVA), mRNA 


XTTV jf A 1 OO O 1 

NM UloZzl 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


XT\ A A 1 QO 1 ^ 

NM UloZlo 


Homo sapiens nypotneticai protem rLJ 10782 (rLJ 10782), mRNA 


XTAyf A 1 OO 1 C 

NM viqZIj 


TJ ^ < r> l*-. >M >>v4-l. ^4.1 1 ^^^4.^1^ CT T 1 A^O 1 /CT T 1 ATO 1 \ -^T) XTA 

Homo sapiens hypothetical protein rLJ 10781 (rLJ 10781), mRNA 


XTXVf A 1 OO 1 A 

NM_U1o214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 

mKNA 


XT\yf A 1 00 1 A 
NM UloZlU 


T-Ti^«^r> <^nMiA*^<^ rMyN'fl^/^4-*r^#^1 CT TlAOiCA /CT Tl A^iCA\ m^T^XTA 

Homo sapiens hypothetical protem rLJ 10 /oy (FLJ 10 /oy), mKNA 


XTAif A100A0 


Homo sapiens hypothetical protem FLJ 10761 (FLJ 10761), mRNA 


XTX>r A 1 OOA^ 

NM Uloz03 


Homo sapiens hypothetical protein FLJ 10748 (FLJ 10748), mRNA 


XTA A A 1 OO A 1 

NM UlozUl 


Homo sapiens hypothetical protein rLJ 10743 (FLJ 10743), mRNA 


XTA A A 1 0 1 QQ 

INM Vioiyy 


l-T/-vmi^ cot^iAno Vii/*^i^fVtA-fi^n1 «\«*rk-fAin CT TIAO'^O /CT T1AO'?0\ «-k-iDXTA 

riomo sapiens nypoineiicai protein rLJ lu /3o (r lj i u /3oj, mKNA 


NM 018198 


Homo sapiens hypothetical protein FLJ 1073 7 (FLJ 1073 7), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ 10726 (FLJ 10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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NM Ololoj 


Homo sapiens hypothetical protein FLJ 10701 (FLJ 10701), mRNA 




Homo sapiens hypothetical protein FLJ 10700 (FLJ 10700), mRNA 


XTAvf A1 0 1 0 1 

NM Ulolol 


Homo sapiens hypothetical protein FLJ 10697 (FLJ 10697), mRNA 


NM Ulol7o 


Homo sapiens hypothetical protein FLJ 10675 (FLJ 10675), mRNA 


NM Ulol /4 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


XT\yt A 1 0 1 TJ 

NM Ulol /J 


Homo sapiens hypothetical protein FLJ 10665 (FLJ 10665), mRNA 


XTA>f A 1 0 1 1^ 

NM Ulol /Z 


Homo sapiens hypothetical protein FLJ 10661 (FLJ 10661), mRNA 


XTNyf A 1 0 1 nf\ 


Homo sapiens hypothetical protein FLJ 10656 (FLJ 10656), mRNA 


XTX M A 1 0 1 0 

NM OI8I60 


Homo sapiens hypothetical protein FLJ10650 (FLJ 10650), mRNA 


NM Ulolo/ 


Homo sapiens hypothetical protein FLJ 1 0648 (FLJ10648), mRNA 


NM Uloloo 


Homo sapiens hypothetical protein FLJ 10647 (FLJ 10647), mRNA 


XTlivf A 1 0 1 iCJ 

NM Uloloi 


Homo sapiens hypothetical protein FLJ 10634 (FLJ10634), mRNA 


XT\>f A 1 0 1 CT 

NM UI0I57 


Homo sapiens hypothetical protein FLJ 10620 (FLJ 10620), mRNA 


XTX A A 1 0 1 C£. 

NM Ulol56 


Homo sapiens hypothetical protein FLJ10619 (FLJ10619), mRNA 


XTA A A 1 0 1 C C 

NM UI0I55 


Homo sapiens hypothetical protein FLJ 106 18 (FLJ 106 18), mRNA 


XTX if A 1 01 C/l 

NM UI0I54 


Homo sapiens hypothetical protem FLJ 10604 (FLJ 10604), mRNA 


XTX if A 1 0 1 CA 

NM U10I5O 


Homo sapiens hypothetical protein FLJ 10597 (FLJ 10597), mRNA 


XTxyf A 1 01 AC\ 

NM Ulol4y 


Homo sapiens hypothetical protein FLJ 105 87 (FLJ 10587), mRNA 


XTX A A 1 0 1 y1 0 

NM 018148 


Homo sapiens hypothetical protein FLJ 10583 (FLJ 10583), mRNA 


XTX A A 1 0 1 yl Z" 

NM 018146 


T T ? l_ aA j.' 1 A* T~>T T 1 /\ ^ O -1 /"r^T T i ^ rt -1 \ VTA 

Homo sapiens hypothetical protem FLJ 105 81 (FLJ 105 81), mRNA 


XTX A A 1 0 1 >1 C 

NM 018145 


Homo sapiens hypothetical protem FLJ10579 (FLJ10579), mRNA 


XTX A A 1 0 1 >l ^3 

NM 018143 


Homo sapiens hypothetical protem FLJ10572 (FLJ10572), mRNA 


XTX A A 1 0 1 yl A 

NM 018140 


Homo sapiens hypothetical protein FLJ10565 (FLJ10565), mRNA 


XTX A A 1 0 1 OA 

NM 018139 


Homo sapiens hypothetical protein FLJ 10563 (FLJ 10563), mRNA 


XTX A A 1 0 1 0 

NM 018138 


Homo sapiens hypothetical protem FLJ 10560 (FLJ 10560), mRNA 


XTXvf A 1 01 0 

NM Uioliz 


T T .-. ■ ■ I. M ^^.mm.! ^ — « ^ a1 A. \ 1 ^__A_^ T^T T 1 i\ C A C /T^t T 1 /\C A C\ VTA 

Homo sapiens hypothetical protein FLJ 10545 (FLJ 10545), mRNA 


XTX A A 1 0 1 '> A 

NM 018130 


Homo sapiens hypothetical protein FLJ10539 (FLJ10539), mRNA 


XTX>r A 1 0 1 OA 

NM 0181zy 


T T 1 x1 J.1 1 _A_' r^T Ttrt^O^ /T^T T1/\^^^\ T> VTA 

Homo sapiens hypothetical protein FLJ10535 (FLJ10535), mRNA 


XTX A A 1 0 1 0 0 

NM Ololzo 


Homo sapiens hypothetical protein FLJ10534 (FLJ10534), mRNA 


XTX A A 1 0 1 0^ 

NM 018126 


Homo sapiens hypothetical protein FLJ 10525 (FLJ 10525), mRNA 


XTX A A 1 0 1 0 C 

NM 018125 


T T ^ ^ \ ^ 1_ _ _ aL. .a1 ^^^a.^_ T^T T 1 /\ ^ ^ 1 /T^T T 1 1 \ T^ VTA 

Homo sapiens hypothetical protem FLJ 10521 (FLJ 10521), mRNA 


XTX A A 1 0 1 0 1 

NM 018121 


T T . ' ^ _ 1 J 1 J • 1 J _ • T^T T "1 f\ ^ \ ^ /T^T T "1 f\ r t ^ X IV VTA 

Homo sapiens hypothetical protem FLJ 105 12 (FLJ 105 12), mRNA 


XTX>f A 1 0 1 10 

NM 0181 18 


Homo sapiens hypothetical protein FLJ10508 (FLJ10508), mRNA 


XTX A A 1 0 1 1 C 

NM 0181 15 


T T _ ^ 1 a\- a? 1 ^ A. T^T T 1 f\ A r\C% /T^T T 1 /\ A r»\ T^ VTA 

Homo sapiens hypothetical protem FLJ 10498 (FLJ10498), mRNA 


XTX A A 1 0 1 1 '5 

NM 0181 13 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


XTXyf A1 0 1 1 1 
NM Ulol 1 1 


Homo sapiens hypothetical protein FLJ 10490 (FLJ 10490), mRNA 


NM 018110 


Homo sapiens hypothetical protein FLJ 10488 (FLJ 10488), mRNA 


XTX A A 1 0 1 AO 

NM 018109 


Homo sapiens hypothetical protem FLJ 10486 (FLJ 10486), mRNA 


NM 018108 


TT— ^ • 1 aIa'I ' T^T T < /\ A n ✓¥~'X T -« /\ A \ VTA 

Homo sapiens hypothetical protein FLJ10483 (FLJ10483), mRNA 


NM 018105 


T T * 1 aA j. • 1 ^ • T^T T ■! £\ A ^T^T T 4 /\ A ^^^X TV VTA 

Homo sapiens hypothetical protein FLJ 10477 (FLJ 10477), mRNA 


XTX A101A>I 

NM 018104 


Homo sapiens hypothetical protein FLJ 10474 (FLJ 10474), mRNA 


NM_0 18096 


Homo sapiens hypothetical protein similar to beta-transducin family (FLJ10458), 
mRNA 


XTX JT A1 OAAf 

NM 018095 


T¥ • 1 a\ ^' \ A* T^T T 1 /\ A F t\ /X-ft T 1 /\ A r f\'\. VTA 

Homo sapiens hypothetical protein FLJ 10450 (FLJ 10450), mRNA 


XTX jf A1 OAor\ 

NM 018089 


¥ ¥ * 1 a1 a • 1 A • T^T T "t f\ A ■% ^ /"T^T T 1 ^ A 1 ^ \ VTA 

Homo sapiens hypothetical protein FLJ 104 15 (FLJ 104 15), mRNA 


iNlVl UloUoo 


Homo sapiens nypotneticai protein rLJlU4Uo (rLJlU4Uoj, mKNA 


NM 018084 


Homo sapiens hypothetical protein FLJ 10392 (FLJ 10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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XTX K A 1 OAT7 

NM 018077 


Homo sapiens hypothetical protein rLJ 10377 (FLJ 10377), mRNA 


NM 018071 


Homo sapiens hypothetical protein rLJ 10357 (FLJ 10357), mRNA 


NM_0 18068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 

(rLJlOijlJ, mKNA 


XTX if AIOA^T 

NM 018067 


Homo sapiens hypothetical protein rLJ 10350 (FLJ 10350), mKNA 


XTX A AIOA^^ 

NM 018066 


Homo sapiens hypothetical protein rLJ 10349 (FLJ10349), mRNA 


XTX A AIOA^C 

NM 018065 


Homo sapiens hypothetical protein rLJ 10346 (FLJ 10346), mRNA 


XTX K A 1 O A^ 1 

NM 018061 


Homo sapiens hypothetical protem rLJ 10330 (FLJ 10330), mRNA 


XTXiT AlOACZr 

NM 018056 


Homo sapiens hypothetical protein FLJ 103 15 (FLJ10315), mRNA 


NM -018055 - 


-Homo sapiens hypothetical protein FLJ 103 14 (FLJ 103 14), rnRN A . _ _ . _ . 


XTX >f AlOAifO 

NM 018048 


Homo sapiens hypothetical protein rLJ 10292 (FLJ 10292), mRNA 


XTX yr A10A/1C 

NM 018045 


Homo sapiens hypothetical protein rLJ 10276 (FLJ 10276), mRNA 


XTX if A10A/I0 

NM 018042 


Homo sapiens hypothetical protein rLJ 10260 (FLJ 10260), mRNA 


XTX /f AIOA'^T 

NM 018037 


¥ T ^ ^ ^^^1 ^ Im.-. ^4.1^ ^4.1 ^^^4.^1^ T7¥ T 1 AO yl A /T^T ¥ 1 AO >l >l \ . . - XT A 

Homo sapiens hypothetical protein rLJ 10244 (FLJ 10244), mRNA 


XTX if AIOA'^Z' 

NM 018036 


Homo sapiens hypothetical protein FLJ 10242 (FLJ 10242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ 102 13), mRNA 


NM 018027 


T T * 1_ aI- a.* 1 4.^ ¥^¥ T1 AO 1 A /T^T T t AO 1 f\\ T»XT A 

Homo sapiens hypothetical protein FLJ 102 10 (FLJ 102 10), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ 10204 (FLJ 10204), mRNA 


NM 018022 


r T • 1_ jA^ ^'1 4. ' T^T T 1 A 1 AA /TT T 1 A 1 AA\ ?*> XT A 

Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mRNA 


NM 018017 


TT • A'L ^'1 J. ' T^T Tl A1 OO /"fT T1A100\ TlXTA 

Homo sapiens hypothetical protein FLJ10188 (FLJ10188), mRNA 


XTX if A10A1 A 

NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCLl 1 A), 

-«-.TJ XT A 

mRNA 


XTX if A 1 OA 1 ^ 

NM 018013 


Homo sapiens hypothetical protein rLJ 10159 (rLJ 101 59), mRNA 


XTX Jf AIOAI'^ 

NM 018012 


J J ^.^^ 1^. _»4-1.^4-^^^ 1 ^^^4-^1^ ¥7¥ ¥ 1 A 1 C7 /¥7¥ ¥ 1 A 1 C7\ «,^r> XT A 

Homo sapiens hypothetical protem rLJ 10 157 (FLJ 101 57), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ 10 139 (FLJ 101 39), mRNA 


XTX if AITAAO 

NM 017998 


¥ ¥^.... — ^^^Z -,1-.- ^4-1. ^4-1^^1 ^^^4-^r^ ¥"•¥ ¥ 1 A 1 1 A /¥^¥ ¥ 1 A 1 1 A\ «»»¥^ XT A 

Homo sapiens hypothetical protein rLJ 101 10 (rLJ 101 10), mRNA 


XTX if A 1 HTAAZT 

NM 017996 


T T — 1 4.1_ ^4.Z __1 _4._I T^T T 1 A 1 AO /"fT T 1 A 1 AON _^T^ X T A 

Homo sapiens hypothetical protein FLJ 10 103 (rLJ 10103), mRNA 


XTX K A 1 TAO^ 

NM 017986 


Homo sapiens hypothetical protein FLJ 10060 (FLJ 10060), mRNA 


XTX if AI'TAOC 

NM 017985 


T T _ ^ Z _4.1— _4.i ^1 4,^Z T^T T 1 A A ^ O /T^T T 1 A A ^ O \ . . X T A 

Homo sapiens hypothetical protein FLJ 10058 (rLJ 10058), mRNA 


XTX K A 1 TAO A 

NM 017984 


Homo sapiens hypothetical protem FLJ 10057 (FLJ 10057), mRNA 


NM 017983 


Homo sapiens hypothetical protein FLJ 10055 (FLJ 10055), mRNA 


NM 017982 


Homo sapiens hypothetical protem FLJ 10052 (FLJ 10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protem FLJ 10040 (FLJ 10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM_018410 


* 1 ^*4*4 J* T^T^T*^rV n^/^T^4 4 ^ /^^Y.F'^^^r ^V/^T^4 4 AX 

Homo sapiens hypothetical protem DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 

mRNA 


NM_0 17597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NM_0 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 

mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


XTX if f\y ^Cf\A 

NM_0 17594 


T T • |_ ,4 I ' 1 T-\xxf^„Oyr t /^AT 1 O 1 /TN¥^¥?Tr«^'T^ 1 /OAT t O 1 \ 

Homo sapiens hypothetical protem DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NM_017535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens K1AA1023 protein (K1AA1023), mRNA 
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XTXif AITCCO 


Homo sapiens hypothetical protein DKrZp434H2215 (DKFZp434H2215), 

•>mDXT A 

mKlNA 


iNJVl_Ul fjyo 


Homo sapiens hypothetical protein UJvrZp434CUy23 (L)KrZp434C0y23), 

mPM A 
mivIN A 


1NIYI_U I iJ / / 


riomo sapiens nypoineiicai proiein uiss Zjp'fjHv^\)j z.o ^LijvrZip4j4CUjzo^, 


1>I IVl U 1 H-O 1 Z 


nomo sapiens v^yoriiu proiem [K^yoTiiv), miviN/\ 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


XTXyf nifiil^Q 

INM uio^fjy 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045)j mRNA 


XTA>f n 1 QA ^ 1 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


INM U164DU 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


INM UloO/4 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_0 17435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

(oL»U21A14J, mKNA 


JNM Ui0o4o 


riomo sapiens neuronal bnc ^dHuj j, mKiN A 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOVl), mRNA 


INM uioyji 


Homo sapiens phosphodiesterase 1 1 A (rUbl 1 A), mKNA 


NM_U 13242 


Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor IIB 

(^ArUyjOoUj, mivINA 


INM UlOZO/ 


Homo sapiens lUiNUU (lUNUU), mKiNA 


INM UlDoDV 


Homo sapiens general transcription factor IIA, 1 (37kD and 19kD subunits) 

1 r ZA 1 ), nUvIN A 


INM U 1 OZ / 1 


oomo sapiens a i kiin protein i kiin ), miviN a 


IM IVl U 1 O J OH 


nomo Sapiens mieneuKin Zj, dipna suounii piy yiLtZj/\), niiviNA 


INM UiO^Z7 


riomo sapiens ku i ysxu i j, misJN a 


IN IVl \j 1 O J J / 


Wr^mn cQr»if»no PXTR/^ /'PX^RA^ ml? XT A 

nomo sapiens rviNijo ^^ivinoo^, miviNA 


IN IVl U i 0 1 HO 


nomo sapiens r nj\j\jy proiein yriLf\j\jy), itikina 


IN iVl U i 0 1 H^ 


nomo sapiens r luuuo proiein \rLU\j\jo), mixiNA 


MM 01^1 Ad 

IN IVl U 1 U 1 HH 


Hnmo canipnc PTTinO? nrnfpin rPTnnn?^ mPMA 


MM ni/^1A7 
IN IVl V/ 1 O 1 H / 


nomo sapiens proiein pnospnaiase meinyiesierase- 1 ^^riviii-i j, miviNA 


MM niA/lA^ 
IN IVl U 1 OH*t J 


nomo sapiens piecKSuin z ^^mousej nomoiog ^^r i-^tiivz j, mrviNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


XTM 

INM UlOiJz 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


INM UlOjoO 


nomo sapiens MDir proiein ^MDirj, mKjNA 


INM UlO!>4/ 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


InM_U1d44z 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
regulator (AKI b-i ), mKiNA 


INM Ul043o 


nomo sapiens Ubo i i iz4U proiem (^clo 1 1 iz4U j, rtiKiNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


NM_01o30o 


Homo sapiens DnaJ (Hsp4U) nomolog, subiamily B, member 1 1 (DNAJBl 1), 

mKNA 


NM u 16292 


Homo sapiens heat shocic protein 75 ( IKArl), mKNA 


NM U1d24o 


Homo sapiens A Kinase (rKivAj ancnor protein 1 1 (AKAr l i), mKNA 


NM_Ulo2U/ 


Homo sapiens cleavage and polyadenylation specific factor 3, 73 kD subunit 

/T'P017'2\ mPMA 
VV-/r or J ), miviNA 


IN IVl U i 0 1 \JJ 


nuiiiu aapiciio vcdiwic iiaiiapiiif iviaicu piuicui ^ivrvtivr^) iiir\J.N/\ 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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iNM Ul0Zo4 


Homo sapiens K.1AA1007 protein (R1AA1007), mRNA 


INM U1oo4j 


Momo sapiens mesencnymai stem cell protein DbC92 (NbUvjKlNj, mKNA 


INM UiOOii 


Homo sapiens chromosome 2 1 open reading frame 66 (C2 1 orf66), mRNA 


NM_U103 /O 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 


INM UiODUl 


Homo sapiens nypotneticai protein vlj lUjy / (rLJ 1 059 /), niKNA 


INM UlODUU 


Homo sapiens hypothetical protein (L0C5 1 260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


INM Uio4oU 


Homo sapiens rABF-interacting protein 2 (rAlr2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


NM 016369 


Homo sapiens claudin 18 (CLDN18), mRNA 


NM 016359 


Homo sapiens nucleolar protem ANKT (ANKT), mRNA 


NM_0 16246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDRS 
(LUC5 1171), mKNA 


NM_Ul0lc$0 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINAIO), mRNA 


XTAif A 1 /CI OA 

NM UI6I0U 


Homo sapiens AlM-1 protein (MA 1 F), mRNA 


NM Ulol /o 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51148), mRNA 


NM 016131 


Homo sapiens RABIO, member RAS oncogene family (RABIO), mRNA 


XTX A A 1 Z'A'^ 1 

NM_0 16031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-liKe 1 (bLOVLl), mKNA 


XTIVVT A 1 CACC 

NM 015955 


Homo sapiens C21orTl9-like protem (LOC51072), mRNA 


NM 015931 


Homo sapiens ils485 (LOC51066), mKNA 


XTAif Ai co^n 
NM_015o79 


Homo sapiens sialyltransierase 8C (alpna2,3ualDetal,4ulcNAcalpna 2,8- 

Sialyltransierase) (oiAioC), mKNA 


INM UIOjOo 


Homo sapiens myo-inositol 1 -phosphate synthase Al (ISYNAl), mRNA 


INM UIo4oo 


Homo sapiens hypothetical protein (HSPC232), mRNA 


INM U104/0 


Homo sapiens hypothetical protein (HSPC216), mRNA 


NM Ul040J 


Homo sapiens nypotneticai protein (Hord95), mKNA 


INM 11104111 


Homo sapiens nypotneticai protein H^rCi / / (HorCi / /), mKNA 


NM UI04UO 


Homo sapiens nypotneticai protein (HarClDD), mKNA 


NM U104U1 


Homo sapiens nypotneticai protein (Horci jo), mKNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


NM Oloivo 


Homo sapiens hypothetical protein (HarC129), mKNA 


NM 016391 


Homo sapiens hypothetical protein (HSPCl 1 1), mRNA 


XTX if AI CAOO 

NM 015933 


Homo sapiens hypothetical protein (HSPC016), mRNA 


NM 015932 


Homo sapiens hypothetical protein (HSrC014), mKNA 


XTH Jf A 1 ^ 1 T> 

NM_016172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBRl), 
mKNA 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 

O XT A 

mKNA 


XTX 4 A 1 ZT 1 A^ 

NM 016196 


T 1 ^.^^ ^^^I l/^T A A A /TOO J,. —A /l/'T A A A^OOX ..~r> XT A 

Homo sapiens K1AA0682 gene product (K1AA0682), mKNA 


XTX Jf AI^CO 

NM 016553 


Homo sapiens nucleoponn 62kD (NUP62), mRNA 


XTAiT AI^IAC 

NM 016195 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPHl), mKNA 


NM_01o550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein (SBBI31), mRNA 
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iNiVl Ul^oOO 


oomo Sapiens ring ringer proiein lu (^KiNr luj, hikina 


IN ivi yj i *f uvz 


rlOniO Sapiens rlvVJl D /D prOiein ^rKLr 1 J / jj, nfuNJNA 


VJ\yf 

iNjvi yiH-ijo 


rionio Sapiens rKijuojy proiein \^rKUU03yj, uUvJna 


xjivyf n 1/1 1^5^ 
iNlVi U14Ij3 


Homo sapiens rKU0o4 1 protein (rKUUo4 1 j, mKJN A 


iNlVl UlHlj^ 


riomo sapiens rKUUOZo protein yrKKjKJOZo), mivNA 


INM U 141 J J 


riomo sapiens rKUUOio protein (^rKUUoioj, mKiNA 


INIVI Wi^U/O 


riouio sapiens rKuuoi 1 protein ^^rKuuoi i j, ituvina 


INIVI UIH-U/H- 


rLoino sapiens rivuujzy protein v.rKUOjzyj, itlkjna 


INM ui*nzy 


fionio sapiens rKU04/o protein (rKU04/oj, mKiNA 


INlVl UIHIZO 


riomo sapiens rKuujoj protein ^rKuujpj j,.niKjN a . . . 


MM niAlOA 


rionio sapiens rtsxjuzjj protein (^rKuozj j ), nuvJN a 


MM fl 1 A 1 0 1 


rionio sapiens rtsxjvzjo protein (risxjyjzjj ), nuvN a 


MM niAlOA 


oomo sapiens rKuozi4 protein (rKvJ0Zi4j, mruNA 


INM U141 1 o 


Momo sapiens rKUOijy protein (rKU0ij9j, nUvNA 


XTKyf n 1 /1 1 IT 
INM U14i 1 / 


riomo sapiens rKU0i4y protein (rKU0i4yj, mKNA 


INM U14110 


Homo sapiens rKUOUz protein (rKUOiiz), itikna 


INM Ul!)Jo4 


Homo sapiens ML/-Z protein (MU-zj, mKTNA 


INM U14UZU 


UTrx**^/^ (^rk-M-i AMn TOO w^vi^4-Alr^ /T OON ••mOXTA 

Homo sapiens lko protem (LKo ), mKNA 


MM ni/lO'^l 
INM U147J1 


dOMiAvio 1^1 A A 1 1 1 < /VTA A 1 1 1 C\ *w«OXT A 

Homo sapiens kiaa 1 1 1 j protein (iviAA 1 1 1 j), mKNA 


INM ui4yui 


TJ/^m<^ oov^fAMo V^TA A 1 1 AA /I/'TA A 1 1 AA\ mOXTA 

Homo sapiens jvIAAI lOO protein (KlAAl lOO), mKNA 


INM U14yUo 


Homo sapiens is.iaa i oy4 protein (KIAA 1 094), mKNA 


INM ui4yuo 


Homo sapiens riaai u/z protein (^KiAAio/Zj, mKNA 


INM U14yjZ 


Homo sapiens neuroligin 1 (NLGNl), mRNA 


MM ni/lfiO/l 
INM U14oy4 


I-f^tvii^ c?ov%ia*^o VTA A 1 A</C w^r-r\*i^ir% /VTA A 1 ACi^N mDXTA 

Homo sapiens riaa i ODo protein ^kjaa i odo j, itikna 


XTM nivlO^A 
INM \)i*fyjO 


Ui-kmrx ctn*««Am0 VTA A 1 A<0 /VTA A 1 ACO\ •vvOXTA 

Homo sapiens IvIAA 1 03z protein (KIAA i o^z), mKNA 


MM filAQOfi 
INM U14yZo 


Homo sapiens kiaaio4o protein (KiAAi04oj, mKNA 


INM ui4vuy 


Or%*v«^ VTA A 1 A'2/C ^*'n.*-a.l*^ /VTA A .v^OXTA 

Homo sapiens kiaaiojo protein (KJAAiOio), mKNA 


MM ni/LO'^O 
JNM U14yj7 


U/%wi/% cfl«^tAnc VTA A 1 A1 0 rsf/^+ain /VT A A 1 A1 OA »viOXT A 

Homo sapiens iviaaioiz protein (JviAAioiZj, mKNA 


XTM nizlCQ^ 
INM U14oyD 


1-f/^wt/-v f^/<mi/:snr< VTA A 1 AAA w<k«><nk4-A«M /VTA A 1 AAA\ «mOXTA 

Homo sapiens iviAAiooy protein (JviAAiooyj, mKNA 


MM niAQAH 

INM ui4you 


T-Jz-krv^z-i oo«^i/:k*-tc< VTA A 1 A A 1 «-k«>r^'fcs««m /VTA A 1 A A 1 \ vv^OXTA 

Homo sapiens jviaaiooi protein (KIAAIOOIj, mKNA 


MM niAQ^n 

INM U14yjU 


l-Jrt»>^/x oor^ifsnci VTA A AOO'7 /VTA A AQOTA *v«OXTA 

Homo sapiens iviAAuyy/ protein ^^jviAAoyy / j, itikna 


MM (\^AQ'1A 
INM Ui4yj4 


Homo sapiens zinc-iinger protein uz»ir i (Ui6ir i j, mKNA 


MM niAHO'i 
INM U14UZJ 


l-r/\mr\ oor\ianc> VTA A AOCO rkr^rt+iaJi-i /VTA A AQQOA rvtOXTA 

Homo sapiens jviAAuyoz protein (^iviAAuyoz j, itikna 


INM ui4yuu 


Ui^mj-k ooniAno VTA A AQ'70 /VTA A AQT7A w*OXTA 

Homo sapiens KiAAoy / / protein (KiAAoy / /), itikna 


MM ni/LQOO 
INM U147Zy 


lJ/x«v«rk dOMianei VTA AAOTI /VTA A AQT 1 \ «vtOXTA 

Homo sapiens iviAAoy / 1 protein (iviAAoy / 1 j, itikna 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


INM U14937 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


INM ui4yuz 


Onm/-k or>*<k!AM« VTA AAAiCyl MOTj^+A*** /VTA A f\{\£.A\ •w«13XTA 

Homo sapiens KlAA0yo4 protem (KlAA09o4), nriKNA 


NM 014695 


Homo sapiens KlAA09o 1 protein (K1AA096 1 ), mRNA 


NM 014942 


Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 


NMO 14959 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 

/'FT T/^ A XT\ wkOXT A 

( 1 UCAN ), mKNA 


NM 0l4yjZ 


LJ^vMA e<n«««AM« VTA AAA/I^ Mwr-k'fA:*^ /VTA AAA>1CA «mOXT A 

Homo sapiens KJAA0945 protem (K1AA0945), mRNA 


NM 014904 


IJa*vi/> «<OM«AMn VTA A AO/I 1 M«>r«4'A«M /DnUI 1 I7IDO\ mOXI A 

Homo sapiens jv1AA0941 protein (Kaoi i-rirZj, mKNA 


NM 014903 


LJy^k«>M^ rinvNiAmn VTA A AQ1 O ^^••rx'f a« /VTA AAA'20^ *v«OXTA 

Homo sapiens kiaao9Jo protein (K1AA09jo), mKNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


MM HMRfi'l 
INM U1400J 


I-Ti^w^/A oov^ianr VT A A AO 1 A rronA nvz-ki-li iy->-f /VT A A AO ^ A\ »v«DXT A 

Homo sapiens iviAAuyi4 gene proauct (^Js.iAAuyi4j, miviNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM_0 14966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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1 N IVl K) IJJ / / 


riomo sapiens iviAAUooy protein (iviAAUooVj, mKNA 


IN IVl U 1 H!/ J O 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
luncuon^ ^dNrr4^, niiviN/\ 


iNlVl u1*t7*tw 


PTnmn canipnc l^T A A0879 r»rr»f*>in /VTA A0879^ ml?MA 

nomu odpiens jvi/\/\uo /z proiein v^ivi/vf\uo /zj, imviN/v 


MM 01404"^ 


14nmn canif^nc VTA A08^/l nrnfiain /VTA A^8^^^ ml>XT A 

nomo bapiens r%s/\/\\jojH proiein ^^n.i/\/\Uo 34^, miviNA 


XTAyf ni400^ 

IX lYl U 1 *f 7 


U/\mrk cont/knc VTA AOfi^Q n«>rktAtn /VTA A HQ/I 8^ mDXTA 

nomo sapiens jvi/\/\Uo4o proiein (iviaauo4oj, itlkina 


"MM 01404^ 


T-TriTnr* OQr»i<»ric VTA Afi^AI r\rr\foin /VTA A^C/1'5^ wDXTA 

nomo sapiens ivi/\/\uo4j proiein (^is.iaauo4 j ), miviN a 


MM 014Q94 


t-Tnmn cjimVnc T^TA A08'^ 1 r»rr»tAin /VT A A 08'^ 1 ^ tnPMA 

nomo bdpiens rwi/\/\uoj i proiein ^^iviAAUo«> i ), mix IN A. 


MM 01470^ 

IN iVl V 1 H- / \JJ 


nomo sapiens ivi/\/\oouu gene proouci ^^fwiAAUoUU ), miviN a. 


MM 014^^0 


T-Tr»mr» cQr^ipnc VTA An7Q8 cre^ne^ r»t*rt/^ii/^+ /VTA A^7QC^ *v»T?XTA 

nomo sapiens ivi/v/\u/7o gen^ prouuci ^^iviAAU./7oj, nuviNA - - _ . 


MM 014^/^0 

IN IVl \J 1 *f OOu 


Wrktnn caniAnc VIA A078'? ft*»nA r*rr\rlii^f /VI A An78'5^ mDXTA 

nomo sapiens ivi/\/\o/oj gene proauci ^^rki/\/\u/oj j, mlvlNA 


MM 01 479 A 

IN IVl U 1 *t / 


T^nmr% cani^nc VTA A 077^ n^ne^ r\r•r^A^^r*i■ /VTA A 077^\ «vil3XTA 

nomo sapiens ivi/\au / /j gene proauci (^iviaau / /d j, mtviNA 


MM 014AQ0 
IN IVl \JlHDy\J 


nomo sapiens iviaau / / j gene proauci v^iviaau / /j), mKfN a 


MM 01480^ 


nomo sapiens ivi/\/\u /oo gene proauci (^iviaau /oo mKiNA 


MM (\}A9.M 


nomo sapiens kiaau /oj gene proauci (^iviaau /oj j, mKisiA 


NM 014804 


Homo sapiens KIAA0753 gene product (KJAA0753), mRNA 




nomo sapiens IvLAAU /jk) gene product (KJAAO/ju), mKNA 


MM 01470A 


nomo sapiens kiaau /4o gene product (JvIAAU /4o j, mKJN a 


XTM n 1 >17 1 O 


Homo sapiens IvIAAU /io gene product (ivlAA073o), mKNA 


MM ni/lQOC 
rNM UlHoZo 


Homo sapiens ivlAAU/3 / gene product (KJAAU737), mKNA 


MM 014S4Q 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 

tnRMA 


MM 014fi4${ 


nomo sapiens synaptic vesicie proiein zd nomoiog (^o vzt> mKNA 


MM 0 1 47 1 R 

IN IVl U 1 / 1 O 


T-fr\mr\ cQr»i*anc VTA A079A rron<» rvrr»/lii/»f /VTA A A77A\ »viT?XTA 

nomo sapiens ivi/\/\u/zo gene proouci / M), miviNA 


MM 014^^9 


nomo sapiens imponin i j ^Mr i j j, mKiNA 


MM 014ft/;7 


T-IrtWrt oor^iar^o VT A A A71 1 rraY«£k r\wr\A^\^4- / V T A A f\n t ^\ n>iT)XT A 

nomo sapiens iviaau / 1 1 gene product (^iviaau / 1 i mKNA 


MM 0148^9 


U/^v^/x oov^iAMc* VTA A A/i07 «^«>i-k^«i^'f /VTA A Ai^OX «mT3XTA 

nomo sapiens iviaauooz gene product (JsJAAUooZJ, mKNA 


MM CWA^^'X 
IN IVl U 1400 J 


Urk«viA pQv^iAmo VTA A Atf«77 rt^r>£\ /VTA A AiC^r/\ maOXTA 

nomo sapiens iviaauo / / gene product (KIAAUo / /), mKNA 


MM 014A4fi 
IN IVl U 14040 


nomo sapiens tviaauo/d gene product (KIAAUd / j j, mKNA 


MM 01 4770 
INIVI U 14 / /y 


I-T/\tY^rk cot-\ionc VTA A A/C/CO rrcknA *%«*i^/4ii/%4- /V T A A A/^/^0\ »v^T3XTA 

nomo sapiens is.i/\/\uoo7 gene proauci (^isj.aauoo7 j, mKNA 


MM 01481 1 
INlVl U14o 1 1 


nomo sapiens is.iAAUo4y gene product (iviAAUo47j, mKNA 


MM 014817 
INiVl U 1 40 1 / 


l-T/\mrt cor\i«^no VTA A A/x/i /I rran^ v\«*/>/^m->4- /VTA A A/«/l^\ wwDXTA 

nomo sapiens is.i/\/\uo44 gene proouci (^iviaauo44 niKN a 


MM 01S04A 
IN IVl U1JU40 


TJrtmrk cortionc VTA AA/^7^ v\f/\fAin /VTA AA^7<\ w^T^XTA 

nomo sapiens kiaauozj protein (KIAAUozd j, mKNA 


MM 014/^04 
INiVl U 14074 


nomo sapiens kiaauoud gene product (ivIAAUoUjj, mKNA 


MM 014a'^9 
INIVI U140jZ 


Ur\rv%f\ ertt^lartt* VTA A A^A^ rt^r%a m«>/%^«i/«-I- /VI A A AiCAO\ •mDXTA 

nomo sapiens iviaauouj gene proouci ^JvIAAUoUj mKN a 


MM 0 14740 
iNiVl U 14/47 


Homo sapiens iviaaujSo gene product (jvIAAUjoo), mKNA 


MM 014^/^8 
INiVl U14000 


Urtm/x po«>«A«^c VT A A A^7^ rrd^n^ •<kf/^^ii /^-f /VT A A AC^C\ •-»->DXT A 

nomo sapiens iviaau j / j gene proouci ^isjaaud / jJ, mKNA 


MM 014700 
INIVI U 14/1/7 


T-r/\rvi/\ c<qv\«ArkCi VT A A A^7A rt£^r\e^ /VTA A AC^A^ *-« D XT A 

nomo sapiens iviaauj /u gene proouci (Iviaauj /u )^ mKNA 


MM 014704 

INIVI U14/U4 


nomo sapiens ivi/\/\ujoz gene proauci ^^iviaaujoz^, mKNA 


MM 014700 
IN iVl U 1 4 / y\J 


nomo sapiens iviaaujdd gene product ^iviaaud j j j, mKNA 


MM 0147'51 
IN iVl U 1 4 / J 1 


nomo sapiens k^iaauj jZ gene product (KJAAOjSZj, mKNA 


MM 01470'^ 


T-Tr\rr>n cor\i<ar»p VTA AA^/17 rrctna r\fr\Aitr\i- /VTA AA^/17\ *v»DXT A 

nomo sapiens rvi/\/vu j4 / gene proouci ^^iviaaoj4 / j, mKNA 


MM OU.89^ 
INIVI U14oZD 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


MM 014840 
INIVI U14o4U 


nomo sapiens iviaaudj / gene proouci ^iviaaudj /), mKNA 


XTAA ni4A89 


1-fi^t^/% (?o«^iAmc« VT A A A^T ^ /vi^vmfk /VT A A ACT C\ *mT3XT A 

nomo sapiens k^iaau^j j gene product (K1AAUj3 j), mKNA 


XTM n 1/18^1 
IN IVl U 14531 


T_T^*M/x nrm-iAno VT A A A/1/CA rvAMrx M*>y^i4iiA4' / V^ T A A Ayl^A\ a^OXT A 

Homo sapiens kiaau407 gene product (KlAAU4oy), mKNA 


NM 014618 


T-fAmn <janipnQ 1^TAA04S0 a^»np nrnHiirt ^l^T A AOASO^ mRMA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA04I8 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


XTA4 niA717 


riomo sapiens JvIAAUJvu gene proauct (iviAAUjyuj, mKiNA 


fNJVl UI4^0oO 


riomo sapiens KiAAUJD^ gene proQuct (^JvIAAUjD j mKNA 


INiVl Ul'to/Z 


I-Trk«v«^ nom«£snr> VTA A A^ A «%«>i^ <-1 1 1 />4' /VT A A A*? C/1\ vvkT^XT A 

riomo sapiens IvIAAUj j4 gene proauct ^KiAAUjD4j5 mKJNA 


INiVl Ul^foJU 


riomo sapiens IsJAAUJjZ gene proQucujviAAUjjzj, niKiNA 


INJVi_U140jO 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSlA 

\^I\/\L*Orol AJ, mivINA 


"MM 01 
INIVI UlHOJj 


riomo sapiens iviaaujjo gene proauct (^isiAAUjjoj, nuviNiA 


INIVI Ui'toUj 


riomo sapiens iviaaujjd gene proauct ^^iviaaujJjJ, niKJNA 


INlVl Ul'fo'f'f 


tJ/%*v*/^ rmvkiAnn VTA A A10Q <^<ar»ia *%««<x/4iii-»+ /VT A AA'2'^0^ vmT^XTA 

riomo sapiens is.iaaujz7 gene proauct (^iviAAUizyj, mKJNA 


INIVI Ui^oZi 


riomo sapiens iviaau j i / gene proauct (IvIAAU j i / j, mKiN A 


INIVI U 14077 


U/%«v«/^ VTA A AOO^ rr/^n^s /VTA A AO Ail \ vmDXT A 

riomo sapiens iviAAUzyo gene proauct (iviAAUzyo mKJNA 


INiVl Ul*f/4Z 


riomo sapiens iviaauzj j gene proauct (^iviaauz j j j, mKiNA 


XTAA niA71d 

iNivi yji't/jH 


riomo sapiens isjaauz4 / gene proauct (K1AAUz4 / j, mKJNA 


IN IVl U 1 4 / OU 


T-Ti^rvi/x r>n*-k«<^nf> VTA A AO 1 Q rrj^ne^ yn^ i , /V T A A AO 1 0\ «mDXT A 

riomo sapiens kiaauzio gene proauct iviaa uz i oj, mKJNA 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


JNM U140jU 


Un*^^ VTA A AO 1 1 rv^M^ /VT A A AO 1 1 \ .^T^XT A 

Homo sapiens KlAAUZl 1 gene proauct (RlAAUZl i), mKJNA 


INM Ux4/44 


U r^r,^ln*^n VT A A AO 1 A «««>^,Ji.^4- /VT A A A'^ 1 A\ .i^T^XT A 

Homo sapiens KlAAUzlU gene proauct (KlAAOzlO), mRNA 


INM U14/ZD 


U^my^ fto«%^AMr> VTA AA10A nwA^lviA-f /VT A AA10A\ .imT^XT A 

Homo sapiens KlAAUloy gene proauct (ivlAAUlo7), mKJNA 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


NM_0147yi 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/VTA AA1'7^\ a^itDXTA 

(KIAAU 1 / j), mKJNA 


iNM U14/40 


T-T^w%y>^ <-mM«Ano VT A A A 1 1 M-crx ^ 1 1 ^4- /V TA AA1/C1\ vmT) XT A 

Homo sapiens iviAAU i o 1 gene proauct (Kl AAU l o l ), mKJNA 




Homo sapiens kiaauijj gene product (ivlAAUl jj), mKJNA 


INM_U14UUZ 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 

tYiTJXI A 
mivINA 


iNlVl U14o4/ 


T-T/XTVi/X coniot-ip VTA AA1/1/1 rriA-na vsvi-i/4i iz-tf /V TA A fi'i A A\ «v«DXT A 

riomo sapiens iviaau 144 gene proauct (^rwiAAUi44j, mKJNA 


MM 014.77'^ 
IN IVl \)\*\ i f 3 


U/\m/\ COniAne VIA AA1/11 rr^r^Ch r\r'nA^^^^ /VT A A A 1 /I 1 \ ^vvOXT A 

nomo sapiens kiaau i 4 1 gene proauct (^jviaau 1 4 1 mKJNA 


INIVI U 14047 


Homo sapiens kiaaui jo gene proauct (iviAAUiioj, mKJNA 


IN IVl U 1 4 / 7Z 


l-T/\tVl/^ COv\ianc< VTA AAIO^ nav%£^ rwf^Aiir^i' /VT A A A1 0^\ «v«T?XT A 

riomo sapiens iviaau izj gene proouct (^iviAAUiz^y, mKjNA 


INJVl U 14777 


Urtm/^ eoniAnc VTA A A1 1 Q v\wr\*aln /VTA A A1 1 Q\ m1>XTA 

Homo sapiens jviaau i i o protein (Jviaau 1 1 o), mKN a 


INIVI U14/4U 


l-Ji-km/\ oonianc VTA AA1 1 1 nana r\ff^Aiir^i- /V TA AA1 1 1^ «^T>XT A 

riomo sapiens jviaau 1 1 1 gene proauct ^^iviaaui 1 1 j, mJvJN a 


INJVl U140/J 


U/-««vi/\ covxiAnr VTA AAIA^ rta9%a m**^ /4 1 1 <->4- /V TA AA1A0\ wtX> XT A 

Homo sapiens iviaauiuj gene proauct (iviAAUiUJj, mKJNA 


XTA/t nizl7'5A 
In IVl U14/j0 


U/^rvirk eoniarto VTA AA1A1 rtav-ia *\fr\Att^4- /VT A A A 1 A 1 \ *^DXT A 

Homo sapiens iviaau lui gene proauct ^iviAAUiui j, mKJNA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


INM U140/7 


Ti T fi oov^t^rtri V^ T A A AAAO ^-vama 9\.-wnA^tn4- ^l^T a a AAA0\ vmDXT A 

Homo sapiens iviaauuvz gene product (iviAAUUyzj, mKJNA 


INM U14/07 


XJnrv\/^ anv^iaryo VTA A AAQO M«>^y-liir%'f /V T A A AAO'7\ wmT^XT A 

Homo sapiens iviaau Uo / gene product (iviAAUUo /), mKJNA 


XTAyf A1/1C77 
NM U14o / / 


LTrx«M/\ oaMiAMo Uailrt*%oa VTA A AAC>I /VTA A AA<yt\ maDXTA 

Homo sapiens neiicase jviaauu34 tJviAA0U54), mKJNA 


INM U14/10 


Homo sapiens centaurin, beta 1 (CENTS 1), mRNA 


NM_U1 jJOl 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 

^KjHLIMJ, niKJNA 


INM U14ooU 


T T ^ -~ <ir>v>« T a a AAOO <-»am/> MMrxr^iiA^- / V^ T A A AAOO\ •■mDXT A 

Homo sapiens jvjaauuzz gene product (JvlAAUUZZ), mKJNA 


INM U14o/o 


T-Irtrv^/^ cor>icknc VTA AAAOA rrana /V T A A AAOA\ *-mDXTA 

Homo sapiens iviaauuzu gene proauct ^iviaauuzuj, mKJNA 


INM Ui400j 


Ui-n-M/^ oorNifST-ic VTA AAA1/1 j^AmA »^*^^A%9f>4- /VT A A A A 1 ^ \ »v*DXT A 

Homo sapiens iviaauui4 gene product (ivi A AUU 14 j, mKJNA 


INM U140/1 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAAOOlO), mRNA 


INM U140J/ 


Ur%«v«/-k oo«<\«Ane« VTA A AAAO f*a-m^ /VT A A AAAA\ «mTDXTA 

Homo sapiens iviAAUuuy gene product ^iviAAUUuy ), mKJNA 




Hntnn Qnnipnc TDM'^ nrAfpin TTDTsJ'^^ mPMA 

nUIIlU oaplwllo liyi^l^ piUlClII ^ILylNJ IIlIvlN/\ 


NM 014188 


Homo sapiens HSPC182 protein (HSPCI82), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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XTA>f f\t A ^ n£. 
INM_U141 /O 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 

V^rlorV-zl jWJ, nU\JN/\ 


XTAX fll A 1 7*? 

INM U1*H Id 


riomo sapiens riorL/ 1 4z protein ^HorC 1 4z), mKN A 


ys^\A n 1 4 1 79 

INIVI Ul*fl /Z 


nomo sapiens riorL^i4i proiein (riord4i j, mKiNA 


INM UlHl / I 


riomo sapiens postsynaptic protein CKir l (CKlr 1 ), mKN A 


Miwr niytlAO 
INM ui4ioy 


Homo sapiens narC/i 34 protein (HbrCl 34), mJvNA 


INM U1410O 


Homo sapiens HorUiij protein (HorCI JjJ, mKN A 


INM U1410/ 


xiomo sapiens MorL. i zo protein (HorC l zo J, mKN A 


iNM U14I0J 


riomo sapiens riorL^iZD protein (riordzj), mKiNA 


iNM U1410J 


oomo sapiens ribrco/i protein (Horcovi), mKN A 


INM Ul*flOZ 


riomo sapiens rioi^v^u /z protein (^riorL/U /z ), mKiN a 


INM Ul'fljy 


oomo sapiens riuntingtin interacting protein r> (rixro), niKJNA 


INM U14IJO 


oomo sapiens Mbrcuo / protein (HorCOo /), mKN A 


XT\4 ni A1 ^7 
INM U14I J / 


riomo sapiens rlorL/UOj protein (HorCOoj j, mKN A 


XTX4 ni /1 1 ^7 
INM UI4ijZ 


riomo sapiens HorL/U54 protem (rlorC0j4j, mKJNA 


INM U141D1 


riomo sapiens riorCuji protem (HorUODJ}, mKNA 


INM Ui414o 


Homo sapiens HorC04o protem (HarC04oj, mKNA 


INM U1414/ 


Homo sapiens HbrCU4 / protein (HorC04 /j, mKNA 


INM Ui4U41 


Homo sapiens signal peptidase izKUa (orClzj, mKNA 


INM U14U4/ 


Homo sapiens HbrCOzJ protein (H5PC023), mKNA 


INM U14UZo 


Homo sapiens HorCUiv protem (HorCOlvj, mKNA 


INM U14UZ0 


Homo sapiens Hbrcui 5 protem (HbrCUljj, mKNA 


iNM UlDJOz 


Homo sapiens HorCOOz protem (HorCOOz), mKNA 


Al </iA1 
iNM UIDOUJ 


Homo sapiens uivrZ.r5ooMioiy protem (UKxZr5ooMioiy}, mKNA 


iNM Uljji/ 


Homo sapiens lJlvrZr5ooJloz4 protem (DKrZr5o6Jloz4), mKNA 


INM UOjo4 


Homo sapiens Ulvr Z^rjoor 15z4 protem (DlvrZ<r5oor 15z4), mKNA 


INM UIDO// 


Homo sapiens nypotnetical protein (DKr Zr 5 oor 13 lo), mKNA 


XT\>| A 1 CA 1 £ 

INM U1j410 


Homo sapiens UivrZrjoOAUl l protein (UJvrZr5c>oA01 1), mKNA 


XT\yf A 1 ^ ^ 1 1 
INM UljJii 


Homo sapiens uisxZrjooL>zli protein (UlvhZr5ooUzl3;, mKNA 


INM uijjuy 


Homo sapiens UivrZrjoooloi protem (UrvrZrjoooloi), mKNA 


xjlVyr A 1 4A/17 
INM yjiW^z, 


oOmO sapiens UlvrZir j04MUoZ protem ^UlvrZrD04MUoZj, mKNA 


INM U1j4jD 


Homo sapiens riaai iy4 protein (KIAAI iy4j, mKNA 


XTAyf Al C/CAI 

iNM Ul jOUI 


Homo sapiens Liivrzr5o4ouyz protein (UivrZr5o40oyz), mKNA 


XTA/f A 1/1 A/I /I 
iNM U14U44 


Homo sapiens UJvrZr5o4U0zzz protein (Uls±'Zr5o4U0zzzj, mKNA 


VT\>I ni^^^fi 
INM UIDOjo 


Homo sapiens uivrZrjo4doo protem ^uivrZr5o4L/iooj, mKNA 


INM U1D0j4 


Homo sapiens uivrZr5o4ClU3 protem (UivrZr5o4dOJ), mKNA 


INM UIDjJJ 


Homo sapiens UlvrZrjo4Az41o protem (UlvrZr jo4Az4io), mKNA 


INM Ui4l;J4 


Homo sapiens UlvrZrj4/bzl lu protein (L)KJ'Zr54/bzl 10), mKNA 


XT\/f Al ^/^A7 
INM UIjOU/ 


Homo sapiens L/KrZrj4/hlOlO protein (UlvrZr54/bl0i0), mKNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


XTA A A 1 C C 1 C 
NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAIKl), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBPl), mRNA 


NM_0 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 

.^nxT A 

mRNA 


INM Ul*fJUj 


Homo sapiens a i ur-iy-giucose 4,0-aenyaraiase 1 ur ou j, mKiN a 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKKLl -pending), mRNA 


NM_0 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERPl), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

nirvNA 




Homo sapiens pnospnolipase A2, group lib (rLA2G2E), mRNA 


INIVl U144/1 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


XTXvf A 1 /I on 1 
NM U14oyl 


Homo sapiens PDOrA associated protein 1 (PDAPl), mRNA 


"KWA filAinQ 

JNM_U14jU<> 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide pi 01 
(P101-PI3K), mRNA 


JNM U14Jjy 


Homo sapiens opticm (Ur 1 C}, mKN A 


XTA /f A 1 /I < 1 ^ 

JNIVI U14j1j 


Homo sapiens LCK4-N(J i transcription complex, subunit 2 (CNOrz), mKN A 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


iNiVl U14J/1 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


XTTi M f^'X A"^ 

NM_014342 


Homo sapiens mitochondnal earner homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015716 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


NM_0 14358 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
iectm, superiamily member 9 (CLECSF9), mRNA 


NM U14j!>Z 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NM_U14z4/ 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
iact01\ijcr J 1 (rU/.-ubr 1), mKN A 


INM U14Z0/ 


Homo sapiens small acidic protein (IMAGE 145052), mRNA 


XT\;f A 1/1 COT 


Homo sapiens acidic oZ kJJa protem mKN A (HbUl->->5zj, mKNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


XT\>f A 1 /I 

NM U14JOZ 


Homo sapiens 3 -hydroxy isobutyryl-Coenzyme A hydrolase (HIBCH), mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sapiens EROl-like (S. cerevisiae) (EROIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_0 14366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 

.^nxT A 

mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

/XT/^T?T5 A T>1 \ «^DXT A 

(NCjrKAPl), mKNA 


XTX >f Al y1 OAA 

NM 014890 


Homo sapiens downregulated in ovarian cancer 1 (DOCl), mRNA 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 

.^r>XT A 

mRNA 


XTX A A 1 >l 1 ^ 

NM_014316 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 

mDXT A 

mKNA 


XTAVf A 1 A A1f\ 

NM U144JU 


Homo sapiens cell aeatn-inaucing DFFA-like eiiector b (CIDEB), mRNA 


XTXyf Al yl vl AA 

NM_U144U0 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 

mKJNA 


INM U144UO 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


XTX A A 1 'JCiA'y 

NM 013943 


Homo sapiens chloride mtracellular channel 4 (CL1C4), mRNA 


XTXyf Al lAI'^ 

NM 013433 


Homo sapiens karyopnenn beta zb, transportin (TKN2), mRNA 


XTAif Al 1A^^ 

NM 01343j 


Homo sapiens retinal homeobox protein (RX), mRNA 


XTA/f A 1 linn 
NM U133// 


Homo sapiens hypothetical protein (DKrZp434B0417), mKNA 


NM_0 12297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 

/"VTA A A/CiCA\ mOXT A 

(IvlAAUOOUj, mKJNA 




T-Iaitia ccir\if»nc r'KirAtriACATYiA ^r»0 1 1 fT*>n*> c^aii^m/»^ ^UT fXA A ^^/^/^Pl\ m1?^TA 
OUlIiU 5apiCIla LlirUIIlUoUIllC jpz 1 . 1 gCllC DCt^UCnvC ^rHJlVl/WJV'VJDy, IIlIVlN/Y 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNXIO), mRNA 
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XT\>f A 1 '2 /I AH 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


INM UljJJJ 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


INiVl UIjZW 


Homo sapiens putative No-L;NA-metnyltransierase (NoAMl Ij, mKNA 


iNM U1jJ04 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


iNlVl UIjZ/j 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


XT\>r AIOTIO 
INM UlJJiZ 


Homo sapiens nooKz protein (HUURz;, mKNA 


rNivi uijjjz 


Homo sapiens nypoxia-inouciDie protein z (^Hiuzj, mKNA 


lNiVl_Ul JJUo 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


XTK/f A1'3'3Q>I 


Homo sapiens acici tibroDlast growth lactor-like protein (OL1O703), mKNA 


INJYl uijjzy 


HomO'Sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA - 


iNM UlJjjJ 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 




U^xrM^ cin«««AM(« •««*a4-a«mvAAAO / A A 1 1\ *mT>XT A 

Homo sapiens proteinxuuuo ^Auuii), mKNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM Uli4oi 


Homo sapiens IbKr 1 (TRFl)- interacting nuclear factor 2 (TINF2), mRNA 


NM Ulzz43 


Homo sapiens bKl-interacting protein (SNWl), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_0 12431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semapnorm) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RINGl and YYl binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5'-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_0 12390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 

^"n XT A 

mRNA 


NM 012346 


Homo sapiens nucleoporm 62kD (NUPo2), mRNA 


XTX jf AI'^'5'^A 

NM_0 12339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
1), mKNA 


NM_0 12338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 

2), mKNA 


NM UlZiJz 


Homo sapiens Mitocnonanal Acyl-LoA Tnioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


VTX if t\\ ^^t\ A 

NM_0 12294 


Homo sapiens guanme nucleotide exchange factor for Rapl ; M-Ras-regulated 

GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protem 1 (KIAA0132), mRNA 


XTX if AlOOOf 

NM_0 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 

member 4 (KCNH4), mRNA 


XTXJf AIT^^T 

NM 012267 


TT_ ^ ' 1 ^/\*A A* A*/TTO T^T* T\ 1 \ "T* "VTA 

Homo sapiens hsp/O-interacting protem (HSPBPl), mRNA 


NM_012266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_0 12204 


Homo sapiens general transcription factor IIIC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor UIC, polypeptide 3 (102kD) 
tOlrjv^iJ, mKNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, alpha 
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NlVi UUoooy 


Homo sapiens centaurin, alpha 1 (CENTAl), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM U07358 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTFl), 
mRNA 




Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit c (subunit 9), isoform 2 (ATP5G2), mRNA 


NM^007347- 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1 ), 
mRNA 


NM 002673 


Homo sapiens plexm Bl (PLXNBl), mRNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 
mRNA 


NM_004547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 

Ti 1 c\ /VTr\¥ Tr?"n a \ r»xT a 

B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


XTXjff A ATI 1 C 

NM_0071 15 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6), 

XT A 

mRNA 


NM 007217 


Homo sapiens programmed cell death 10 (PDCDIO), mRNA 


NM uo/zoy 


Homo sapiens syntaxin bindmg protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

^rtm«<Mn\ /CCD •mDXTA 

gamma) (aSKJ), mRNA 


NM 00/Zo2 


Homo sapiens ring rmger protein 13 (RNF13), mRNA 


NM UU/20j 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGTl), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
SUOunit (r AC 1 r 14Uj, mKNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


XTX>r AArrAAC 

NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NM_0070o4 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


NM_007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWPl (PWPl), 
mRNA 


NM 007080 


Homo sapiens Sm protein F (LSM6), mRNA 


NM 007072 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


XTX>r A AT AT? 

NM_007077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1), 
mRNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma pathogenesis-related protein (RTVPl), mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 

/■l~*r*T^ 1 1 A \ Tl VTA 

(PPPIRI A), mRNA 


XT* iff AA/'O^O 

NM_006823 


TT " A.*l* 1 1 A a1j*X«1'1»a 

Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens C0P9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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mKNA 


riWi UUoo/0 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


INM UUOOOZ 


Homo sapiens oniz-reiateci Cnr activator protein ^oKCAr j, mKJNA 


iNivi_uuooyz 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SADl), mRNA 


INM UUOOVD 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


INM UUOODJ 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 




Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_0Uoo27 


Homo sapiens P0P4 (processing of precursor , S. cerevisiae) homolog (POP4), 

mKNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


XTX A f\n/Z£. A O 

NM_0UOo4o 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 

mOXT A 

mKJNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM UUoj54 


Homo sapiens metaxin 2 (M 1 X2), mRNA 


NM_0 06609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mKNA 


INM UU4Z/4 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


XTAyf AA/C^'J'i 

NM_UUoojJ 


Homo sapiens motii containing (j 1 rase activating protein 2 (l(^(jAr2), 
mRNA 


NM UUoj4o 


Homo sapiens lur-il mKNA-binamg protein 2 (lMF-2), mKNA 


NM UU0044 


riomo sapiens neat snocK IUjkjj (Hbr iujo), mKNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


XTAiT AAiC^ylA 

NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_00657o 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNBS), 
mRNA 


XTA>f AA/CCCA 

NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM UUoo7o 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 

D XT A 

mKNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGRl 1), mRNA 


NM_006584 


Homo sapiens chaperonin containing TCPl, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis tacilitator) (BCL2L1 1), mRNA 


XTX >f AA^^OO 

NM 00o62s 


Homo sapiens cyclic AMP phospnoprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
bNAKb; homolog or S. cerevisiae V 111) (V 1 12), mKNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
nistone acetylase complex) (1 ADA3L), mKNA 


XTX if AAZTylCZT 

NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPCl A), 

XT A 

mKNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransrerase) (blA 1 6), mKNA 


XTXvf AA^ 1 >*0 

NM 006142 


Homo sapiens stratiiin (SFN), mRNA 


IN M__UU04 J J 


riomo sapiens nucleolar auioaniigen {joku) simuar lo rai synapionemai complex 

protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABACl), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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tYiPXI A 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 

yrKJLilJz,), mivJNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

o \i\c,ULJo)i rrUvJNA 


INM UUOJOV 


Homo sapiens MUr l protein (MUr l), mKlNA 


XT\yl f\f\^A A 1 
IniVI_UU0441 


Homo sapiens 5, 10-methenyltetrahydro folate synthetase (5- 
lonTiyiieiranyQroioiaie cycio-iigasej (^Miriroj, mKJNA 




Homo sapiens leucine rich repeat (in FLII) interacting protein 2 (LRRFIP2), 
mRNA 


INiVl UUOjJU 


riomo sapiens lysopnospnoiipase i ^LirJ^Ai ), mivjNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


XTlV/f f\f\^10^ 

iNivi uuo^yj 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


INM UUOJZZ 


Homo sapiens spindle pole body protein {GCP3), mRNA 


JNIV1_UU0141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 

♦v^DXT A 

mKNA 


XTN>f nr\/C/i 1 A 
rMlVl_UU04lO 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member I 
(SLC35A1), mRNA 




riomo sapiens puiaxive cyciin oi inieracimg proiem ^^LxVjiij, mKiSA 


NM 006429 


Homo sapiens chaperonin containing TCPl, subunit 7 (eta) (CCT7), mRNA 


INM UU04jU 


Homo sapiens chaperonin containing TCPl, subunit 4 (delta) (CCT4), mRNA 


PvIM UU04J1 


riomo sapiens cnaperonin contaming iCr i, subunit / (beta) (CClz), mKJNA 


iNM_UUZolU 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 

V^r 0ML14 J, mivlN A 


fN M_UUOUUZ 


Homo sapiens ubiQuitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


iNM UUOUOo 


Homo sapiens toll-like receptor 6 (TLR6), mRNA 


iNM UUOiUU 


Homo sapiens alpha2,3*sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


INM UUoUoi 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 

^DXT A 


NM 006034 


Homo sapiens p53-induced protein (PIGl 1), mRNA 


NM_00o039 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


XTX >r AA^A 1 O 

NMOOoOlo 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 

mKINA 


XT\>f AAiC 1 A1 

INM_UUolUl 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC), 

mKINA 


IN M_UU0U7O 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 

Z-llKe 1 ^^OfNljZLd ), mivlNA 


iNivi Kjyjjoyj 


riomo sapiens goigi auioaniigen, goigin suoiamuy a, d \\j\jLi\j/\j ^, miviNA 


INM UUOUZJ 


riomo sapiens l/izj gene proauci yuizj ), mtviNA 


xiM nnAOon 
rNM uuouyu 


nomo sapiens cnoiine/einanoiaminepnospnoiransierase {\,t:^r 1 1 j, miviN a 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCRILI), mRNA 


JNM UUDo// 


riomo sapiens ui-/r -galactose iransponer reiaiea ^^uoiiviiiji ), mrviNA 




T4nmrv canipnc tf^trjicnan 9 ^TQPAXI_9^ mPXIA 
nUIIlO dd.piCIlo LClIaopall Z ^1 OrrxiS^^jy IIIIVINA 


NM 005879 


Homo sapiens TRAP interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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Homo sapiens vinexin beta (SH3 -containing adaptor molecule- 1) (SCAM-1), 

mT?M A 
rnXvlNA. 




nomo Sapiens nypomeiicai oooiuj proiein ^oodiuj mjviN/\ 


INIVI UUjoOZ 


nomo sapiens siromai aniigen i i ali i ), mKJNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


MM HACAI^ 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


NM UUj//1 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 




1-J/^'rv^/> onniano D oWA A-(¥Aj-k'f aw A /O ADA1!>/IA\ smDXTA 

Homo sapiens Kaoy etiector p40 (KAiiyr40), mKN A 


INM UUjOo/ 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma - 
isoiorm ^caicineurin a gamma j ^rrrJi^L/j, mKJNA 


INM uuj/yo 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PPl 5), mRNA 


INM UUj/4z 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


iNM UUD0ii4 


Homo sapiens 5 1 Kua leucme-ricn repeat (LRK) pro tern (r J /NrJ), mKJNA 


INM_UUDoOl 


Homo sapiens a l ir l homology and U-Box containing protein 1 1 Ub 1), 
mRNA 


INM UUjoUI 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


XT A A A AC C 1 1 

NM UU->j11 


Homo sapiens melan-A (MLANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHS 14), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


XTX>f AACCA< 

NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 

receptor)-like 1 (CD36L1), mRNA 


NM UUj /OU 


Homo sapiens CCA A l-box-bmamg transcription tactor (CBrz), mKJMA 


XT\ /f Pincnnc 

NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPCIB), 
mRNA 


NM_005o7o 


Homo sapiens nuclear protein, marker for diiierentiated aortic smooth muscle 

and down-regulated with vascular injury (APEGl), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPBl), mRNA 


XTA A AAf AOl 

NM_005481 


Homo sapiens fliyroid hormone receptor-associated protein, 95-kD subunit 
( 1 KAP95), mRNA 


INM UU j44y 


Homo sapiens regulator or ras-mduced apoptosis ( 1 ObU), mRNA 


XTXil AAC>IOA 

NM 005480 


Homo sapiens tropninm associated protein (tastm) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 

(b 1 A 1 1), mKJNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAEl), mRNA 


XT\ >l AAC/IAA 

NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoen2yme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

mPXTA 

mrvJNA 


NM_005466 


Homo sapiens RNA polymerase 11 transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog oQ (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex. 



316 



(400/104) 





subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


lNM_UUJ41o 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 


XTX>f f\f\C 1 CI 

NM_005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14), mRNA 


XTXif AAC 1 1 O 

NM_0051 IV 


Homo sapiens thyroid hormone receptor-associated protein, ISO kDa subunit 
( IKArl jU;, mKNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), memoer o (oLCi Ao), mKNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 

^roMUjJ, mKNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCLl), 
mRNA 


XTAif AACAOC 

NM_00j025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 1 (SERPINIl), mRNA 


XT\>f AACAT3 


Homo sapiens protein geranylgeranyitransferase type I, beta subunit (PGGTIB), 

*^I>XT A 

mKNA 


XTXif AACAOA 

INM_UUjUzU 


Homo sapiens pnospnoaiesterase IC, calmodulin-depenaent (70kD) (FDEIC), 

tYiOM A 
mJtvlNA 


XTA/f AACAIT 


Homo sapiens phosphate cytidylyltransferase 1 , choline, alpha isoform 


INIYI UUJlJi 


riomo sapiens nuciear mairix proiem po4 ^"ot' mKJN a 




nomo Sapiens mieneron-siimuiaieu proiem, i d kucl ^iovj i ^ j, mjviN a 


MM nnsT?9 

IMIVI UUJlZZ 


nomu sapiens nuciear receptor suDiamiiy i, group i, memoer j v.i^kiij j, miviNA 




riomo sapiens vanin i (^vfNiNi ), niKjNA 


IMIVI UvH-Zf / 


oomo sapiens uj sniviNr-speciiic proxein, i lo ku ^^uj-i ioisaj)^ ituvINA 


NM 004704 


Homo sapiens U3 snoRNP-associated 5 5 -kDa protein (U3-55K), mRNA 


MM nnd.7»A 

IN IVl UU^ / OO 


riomo sapiens mioreaoxin-iiKe, jzkij anl^, mKNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


INM UU40zU 


TJrx«Mrv cvnMvAMn ' | -IVTT waaam^aw ahmaaI a4'A^ ^ /''I'll A \ ,-, -, T> XT A 

Homo sapiens iNr receptor-associated tactor o (IRAro), mKNA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM_0047o5 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_0U4252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 

member 6 (SLC16A6), mRNA 


NM_004696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 

member 4 (SLC16A4), mRNA 


NM_0042o3 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain ( 1 M) and snort cytoplasmic domam, (semapnonn) 4F (SEMA4F), 

rviDXT A 

mKNA 


rsIM UU4oOo 


Homo sapiens glycoprotem, synaptic z (OraN2), mKNA 


JNM_UU4o44 


Homo sapiens oH^-oomam oindmg protein j (d i R-associatedj (oHJorj), 

mPM A 


NM 00470^? 




NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RABl IB, member RAS oncogene family (RABl IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBPl associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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INM UU4o/i 


Homo sapiens rrotein inhibitor or activated STAT X (PIASX-BETA), mRNA 


MM UU4DOD 


Homo sapiens peroxisomal biogenesis factor 14 (PEXI4), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(rCY 1 in), mKNA 


INJVI_UU4jOj 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


iNM UU4oUU 


Homo sapiens transmembrane 9 supertamily member 2 (TM9Sr2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
innibitor, epsilon (NrJvDlh), mKNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM UU4j4o 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 

AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFBl), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUrAi), mKNA 


XTlVvf f\f\A CA A 

NM_UU4j44 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 

yf^ZKiJ) (NUUrAlUj, mKNA 


lNM_UU4/o4 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 




Homo sapiens lysosomal apyrase-like 1 (LYSALl), mRNA 


iNivi uuH/yo 


oomo sapiens Kinesin lamiiy memoer 3r> ^Kirjoj, mKNA 




Homo sapiens interleukin enhancer binding factor 2, 45 kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


INM UU4oj4 


Homo sapiens mnjv-i suliotransterase (HNK-lbl), mKNA 


XTlV/f Art/1/100 

INM uU44oo 


Homo sapiens glycoprotein V (platelet) (Ur5), mKNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


xiiv>r f\i\A 1 
NM 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fiicosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mKNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(blr2ol), mKNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(blr 1 AY), mKNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004531 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(7UkD) (CRSP7), mRNA 


NM_0042o9 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 

(33kD) (CKbPv), mKNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


XTX jr A/\ilOOO 

NM 004882 


Homo sapiens CBFl interacting corepressor (CIR), mRNA 


KJ\A nn/Liofi 
rNM_uu'nyo 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NM_004599 


Homo sapiens brain and reproductive organ-expressed (TNFRSFl A modulator) 
(BRE), mRNA 


XTIViT f\t\AOOt\ 

NM_004oo9 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 

subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM_003406 


Homo sapiens tyrosme 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

A (33kDX(YAPA), niRNA . _ _ 


NM_001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 

mKNA 


NM UUiiUU 


Homo sapiens INr receptor-associated lactor 3 (TRAF3), mRNA 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 

mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGFl), mRNA 


XTA jT AA^'7^^ 

NM 003763 


Homo sapiens syntaxm 16 (STX16), mRNA 


XTl jT AAOACC 

NM 003955 


Homo sapiens STAT mduced STAT mhibitor 3 (SSI-3), mRNA 


NM_003o93 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type rUZ protein (SPOr), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (S0AT2), mRNA 


XTX >r AA'^AAA 

NM 003099 


Homo sapiens sorting nexin 1 (SNXl), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 

— .n XT A 

mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

/OXT A T*/^ A \ -^nXT A 

(SNAPC4), mRNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23 kD (SNAP23), mRNA 


NM_003983 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM_003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 


NM_003896 


Homo sapiens sialyltransrerase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


XTX >f nrvo T^A 

NM 003769 


Homo sapiens splicing factor, arginme/senne-nch 9 (SFRS9), mRNA 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

TIXT A 

mRNA 


NM_003708 


TT • • I'VTA T^ iJ Jaa'IJIJ A /T^ ^NT^¥ ¥ 

Homo sapiens microsomal NAD+-dependent retmol dehydrogenase 4 (RODH- 
4), mRNA 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASEl), mRNA 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3), mRNA 


XTXyf AAOO^^ 

NM OOzooD 


Homo sapiens KAoz, member KAo oncogene tamiiy (KAdzj, mKJNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM_002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_00281o 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropam) 26S subunit, non-ATPase, 10 
(PSMDIO), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropam) subunit, alpha type, 4 
(PSMA4), mRNA 


NM_002757 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(rSMA2), mRNA 


XTXif AAAOCI 

NM_0u0951 


Homo sapiens pro line-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2),mRNA 


NM_0U0950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 

(PRRGl), mRNA 


NM 002750 


Homo sapiens mitogen-activated protem kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRCl), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase IG (formerly 2C), magnesium-dependent, 
gamma isoform (PPMIG), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(rrMlD), mRNA 


NM_U03o25 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
irRr J, interacting protein (iiprin), alpna 2 (rrrlA2), mRNA 


JNM UUZoVo 


Homo sapiens ruu aomam, class z, transcription lactor 2 (rUU2r2j, mRNA 


iNiVl UUzOo / 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM UUzo4/ 


Homo sapiens pnospnoinositiae-3 -kinase, class 3 (rlK3C3), mRNA 


XTX M A A AO O 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM UUzool 


Homo sapiens phosphate cytiaylyltransierase 2, ethanolamme (rCY 12), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


XT1k>r AA'^OAA 

NM_U03899 


Homo sapiens Rno guanme nucleotide exchange lactor (GEF) 7 (ARHGEF7), 
mRNA 


XTX yf AAOC^'J 

NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRLl), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17)(NDUFB6),mRNA 


NM_002492 


XT ' 'V T A T^T T A \ A Nllj 1 t ^ ^% 

Homo sapiens NADH dehydrogenase (ubtqumone) 1 beta subcomplex, 5 (lokD, 

SGDH) (NDUFB5), mRNA 


NM_002489 


T T * "VTA T^T Till / 1 ' ' \<11 1 1 A ^f\t 1—V 

Homo sapiens NADH dehydrogenase (ubiqumone) 1 alpha subcomplex, 4 (91cD, 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interacting senne/threonme kinase 1 (MKNKl), 
mRNA 


NM_0037o4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

member / (j>bJvrlND/), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


JNM Willi 


Homo sapiens integrin, beta 5 (ITGB5), mRNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPEl), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
llOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor IIH, polypeptide 3 (34kD subunit) 



320 



(400/104) 





(GTF2H3), mRNA 


XTlVif nA'20in 

rMM uujyiu 


Homo sapiens maternal GIO transcript (GIO), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM_003751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
iEIF3S9), mRNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 

(blF3S4), mRNA 


fNM_UUJ75o 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 

(^blrioj), mRNA 


XTivyf f\f\ 1/11/1 
INM^^UUlfHif _ 


_Homo sapiens eukaryotic-translation initiation factor. 2B,~subunit 1 (alpha, 26kD) 


iSNl UU141Z 


Homo sapiens eukaryotic translation initiation factor 1 A (EIFl A), mRNA 


INIVI UUjjOO 


Homo sapiens early endosome antigen 1 , 1 62kD (EEA 1 ), mRNA 


vr\>f nn 10^7 
INJYl uuiyD/ 


Homo sapiens endothelin receptor type A (EDNRA), mRNA 


INIVI UUiyjO 


riomo sapiens aipeptioyipeptiaase vi (Urroj, mRNA 


INlVl UUJO^o 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


XTii>r Ari's <OA 
INM Uui^yU 


Homo sapiens cuUm 3 (CUL3), mRNA 


NM_003592 


Homo sapiens cuUin 1 (CULl), mRNA 


XT"\>f AAI'IA'7 

NM 001207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NM_001689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM_001o88 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_U036o4 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 

.^T> XT A 

mRNA 


INM UDolOo 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


INM OOozzz 


Homo sapiens tectorm beta (TECTB), mRNA 


JNM_U!)oiy/ 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 

•v%i>xr A 
mKNA 




Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


iNivi ujoioy 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


xTA/f n^ft 1 fiA 
iNiVl U3olo0 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfl 1), mRNA 


INIVI UJoloH- 


riomo sapiens cnromosome zi open reading irame 4Z (Czlori4z), mKNA 


JNIVI UjoIoZ 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51)5 mRNA 


JNJVl UDoloU 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


INiVi UDol /j 


riomo sapiens small breast epitneiial mucin (LUCl Io4i0), mKNA 


JNlVl UJOl // 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


lsJ\A A17fifiA 
lyiVl U 1 /oo4 


Homo sapiens PIN2-interacting protein 1 (PINXl), mRNA 


XTA^ A<C/IA71 
INM UD4UZ1 


Homo sapiens u protein-coupled receptor 101 (GPRlOl), mRNA 


INM OjJzoU 


Homo sapiens n-bnippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRHl), mRNA 


NM 052872 


Homo sapiens mterleukm 17F (IL17F), mRNA 


XriVyT 07401 1 


riomo sapiens ceu uivision cycie z-iiKe z (^l.uuzLz j, transcript variant i, mKNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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iNlVl UjJJjZ 


oomo sapiens ceii oivision cycle z-iiKe z ^dJUzLzj, transcript variant o, mKNA 


fNivi yjjjjji 


riomo sapiens ceu ui vision cycle z-UKe z (CLIuzLzJ, transcript variant 5, mKNA 


INIVI UjJjZV 


riouio sapiens ceii uivision cycie z-iiKe z v.^ljl.zlz j, transcript variant 4, mKNA 


xjx/f ni'i^os 

INM UjJjZo 


riomo sapiens ceii envision cycle z-iiKe z (L/UUzLzJ, transcript variant i, mKNA 


INIVI yjjjjZ/ 


riomo sapiens ceu aivision cycle z-iiKe z (^cul.zLzJ, transcript variant z, mKNA 


jNjvi uuoozy 


riomo sapiens zinc linger proiein z / 1 yLvsr z / 1 nuviN A 




riomo sapiens iripaniie moiii-coniaining j i yiisAWVo i ), mivJN A 


TvINyf 0^57 1 "JO 
INJVl {JjJij/. 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


rsIM UJilUo 


Homo sapiens galanin-like peptide precursor (LOC85569-), mRNA 


iNM UjjIUj 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


INM UjJ1U4 


riomo sapiens stonin z (LUCo543yj, mKNA 


iNM UjjIUZ 


hiomo sapiens prostein protein (LOCo5414), mKNA 


WJvI^UUjoZj 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


iNJVl UUo4/U 


l_rr^«>Mj^ nnM'ij'kMM 4-»lMr«a»^24-A Mo^^a-^ ^ 1^ /"'I'll T\ A \ ^\ 'V T A 

Homo sapiens tripartite motit-containmg lo (IKlMlo), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin 11 (LOC84687), mRNA 


XTX AO '^C Oil 

NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mKNA 


XTNVf A^O< 1 O 

NM_U32j1o 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 




nomo sapiens kina Dinuing protein (^LUCo4j4yj, itlkna 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM UiZooV 


Homo sapiens zinc tinger protein 289, IDl regulated (ZNr2oy), mRNA 


NM U3iyio 


Homo sapiens Kjruppel-liKe lactor 16 (KLr 16), mKNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKLl), 

.^nxT A 

mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcnpt variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LUC65 121), mKNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


XT A if A'^OT C 

NM 022345 


Homo sapiens uterine-derived 14 kDa protem (LOC64150), mRNA 


INM Uz2343 


Homo sapiens 17kD letal bram protein (L(jL64148), mKNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


iNM [jZiOJZ 


Homo sapiens zinc-tinger protein ZBRKl (ZBRKl), mRNA 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc linger protein 26 (KOX 20) (ZNF26), mRNA 


NM 018675 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM_021226 


Homo sapiens hypothetical protem from clones 23549 and 23762 (LOC58504), 
mRNA 


NM_021211 


Homo sapiens transposon-derived Busterl transposase-like protein (LOC58486), 

mivNA 


NM 02U86 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA- _ _ 


NM uzuyuj 


Homo sapiens ubiquitin-specific processing protease (LOC57663), mRNA 


NM OzOooo 


Homo sapiens CDC-like kinase 4 (CLK4), mRNA 


NM 020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


XTAA AOA1 Af\ 

NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


XTAA A 1^*5 AC 

NM_0 16305 


Homo sapiens synovial sarcoma translocation gene on chromosome 1 8-like 2 
(ooloL2), mKNA 


XTA A A 1 iC y1 1 T 

NM 01641 7 


Homo sapiens clone rLB4739 (LOC51218), mRNA 


NM 02040/ 


Homo sapiens hypothetical protein trom clone 643 (LOC57228), mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 020385 


Homo sapiens XPMC2 protein (LOC57109), mRNA 


XTH A AOAO O 1 

NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


XTA Vf AOA1CO 

NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


XTA jf AOA1 An 

NM_020147 


Homo sapiens hypothetical protein trom EUROIMAGE 51 1235 (LOC56906), 
mKNA 


XTA/f AOA 1^/1 

NM 020154 


Homo sapiens chromosome 1 1 hypothetical protein ORr3 (LOC56851), mRNA 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


XTA >f A1AACA 

NM 019059 


Homo sapiens 6.2 kd protein (LOC54543), mRNA 


XTlVif AIAA'2'7 

NM 01903/ 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


XTA if AIOCTA 

NM 018579 


Homo sapiens mitochondrial solute carrier (L0C5 13 12), mRNA 


XTA A fit O AOC 

NM 018485 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


XTA A fit O A ^A 

NM_0 18479 


Homo sapiens uncharacterized hypothalamus protein HCDASE (LOC55862), 

•^OXT A 

mKNA 


XTA>f Al QAAI 

NM 01o44/ 


Homo sapiens 30 kUa protein (LUC55831), mRNA 


XTA A f\ ^ O A A 'J 

NM 01o443 


Homo sapiens zinc ringer protein 302 (ZNr302), mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


XTA if Al OAf\'^ 

NM 018402 


Homo sapiens interleukin 26 (IL26), mRNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 018171 


Homo sapiens hypothetical protein FLJ10659 (FLJ10659), mRNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NMO 13385 


Homo sapiens pleckstrin homology, Sec/ and coued/coil domams 4 (PSCD4), 
mRNA 


NMO 16651 


Homo sapiens heptacellular carcmoma novel gene-3 protein (LOC51339), 
mRNA 


NM 016955 


TT • lilt* A* tX* A* /T ^ -t r\f\ ^ \ ^ T A 

Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


X T A K A 1 ^ >l 

NM 016422 


Homo sapiens C3HC4-like zinc finger protem (ZFP26), mRNA 


NIVl_U10DiU 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type III (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOGS 1693), mRNA 
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XTiv A (\^ cy Af\ 
NM Ulol4U 


Homo sapiens brain specific protein (L0C5 1 673), mRNA 


NM U 16 107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 01o09o 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protem (LOC51o59), mRNA 


XT\yf A 1 /CAO/C 

NM_U160oo 


Homo sapiens map kinase pnospnatase-like protem MK-STYX (LOC51657), 

»«D XT A 

mRNA 


NM OlOUOl 


Homo sapiens LOl-127 protein (LUL51646), mRNA 


NM uioujy 


Homo sapiens coi-99 protein (LUC5163 /), mRNA 


NM UlOUZV 


Homo sapiens C\ji-o6 protein (LUC5 1635), mRNA 


XTA/f A 1 /CAO/1 

NM U 16024 


Homo sapiens COl-79 protein (LOC5 1634), mRNA - - . . _ 


NM oiooiy 


Homo sapiens CCjl-74 protein (LUL51631), mRNA 


NM Oijyo4 


Homo sapiens Drain speciiic protein vLUC5 16/3), mRNA 


NM OljViy 


Homo sapiens Cul-09 protem (LL)C51605), mRNA 


NM 01604/ 


Homo sapiens mesenchymal stem cell protein DISCD75 (LOC51337), mRNA 


NM 016640 


Homo sapiens mesenchymal stem cell protein DbCD28 (L(jC51336), mRNA 


NM OlOoiZ 


Homo sapiens ARr protein (LUC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM 016626 


Homo sapiens hypothetical protem (LUC5 1 320), mRNA 


XTA>f A 1 £.C 1 O 

NM 016618 


Homo sapiens hypothetical protem (LOC51315), mRNA 


NM 016616 


Homo sapiens NM23-Ho (LOC51314), mRNA 


NM OI60IJ 


Homo sapiens AU021 protein (LOC51313), mRNA 


XT\A A 1 /C/C 1 0 

NM 016612 


Homo sapiens mitochondnal solute carrier (L(jL51312), mRNA 


NM 016594 


Homo sapiens rK506 binamg protem precursor (LOC5 1303), mRNA 


NM 016562 


T T n in r. n oMa^I^aiafl ^ _ 1 1 III-—. aa^A^^a^^^-a T /T'T T^TN T% X T A 

Homo sapiens toU-lilce receptor 7(1 LR7), mRNA 


NM U 16546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protem PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens ii2r-iiKe protein (LUU512/0), mRNA 


XT\yf A 1 A.^ 1 1 

NM 016511 


Homo sapiens c-type lectin-like receptor- 1 (L(JC51267), mRNA 


XTlVyf A 1 iCC AO 

NM 016509 


TJ^ Aa<M ^ nnaibaAMn 4-a laia 1 .>a4-^ a» 1 Tl aa^n ^.^aaia^^aa ^ /T C 1 O ^ \ —a^ TSXT A 

Homo sapiens C-type lectin-like receptor-z (LOL5 1 266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LUC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


XTX X C\ \ ^ An 1 

NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC5 1 240), mRNA 


XTA A rxi A C A 

NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


XT\ >r ni^A^n 

N MO 16429 


Homo sapiens C0PZ2 for nonclathrin coat protein zeta-COP (LOC51226), 

D XT A 

mKNA 


XTAyf A 1 ^IQ'J 

NM 016383 


Homo sapiens HUM-lb&-o5 tumor antigen (LUC51213), mRNA 


XTA>r A 1 ill OA 

NM 016380 


Homo sapiens aiierentiation-related protem aiil3 (LQC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC51195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 {L0C51 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC_2H01 (L0C51 193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (L0C5 1 1 89), mRNA 


NM_0 16256 


TT * "VT J^ll • -11 11*a II^T 

Homo sapiens N-acetylglucosamme-l-phosphodiester alpha-N- 
acetylglucosaminidase (LUC51 1 /2), mRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 INGl homolog (L0C51 147), 
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mPM A 
mivIN/\ 


rNm U 101 JO 


nomo Sapiens cryinrocyie iransmemDrEine proicin (^LiUCD 1 1 4D mivN a 


IN IVl U 1 0 1 'rZ 


nomo Sapiens sieroia ucnyarogenosc nomoiog v^i^uv^Di i^^), nuviN a 


TsJA/f n 1 A 1 A 1 
JNM U10141 


riomo Sapiens oynein iigni cnain-A (lucdi 14j j, itikina 


fNIVl UIOIZJ 


rionio sapiens r i uu i o proiein ^lucd i ijo), niiviN a 


fNIVl U 1 0 1 Z 1 


Motno sapiens in y-1vcin-4j antigen (lucjI IjJj, itikjna 


IN M U 1 0 1 UZ 


riomo sapiens iripaniie moui-coniaining i / ^ikjmi /j, itikjna 


INM UlOUJo 


rionio sapiens coi-y / proiein ^LtL/Uj 1 1 1 y^, nusJN a 


iNM U10U3J 


Homo sapiens cui-yz protein (luc51 1 1 /), mKNA 


INM UIOUZO 


rionio Sapiens \^oi-oz proiein i luvj, mKJNA - - _ . . 


XT\>f ft 1 /Cft 1 ft 
INM UlOUlU 


liomo sapiens cui-oz protein ^luL/51 loi mKNA 


INM UlOUUl 


Momo sapiens clj1-4o protein ^L»uu5iuyoj, mKNA 


XT\yf ft 1 ^OO/^ 

JNM uijyyo 


Homo sapiens CLrl-40 protein (ivUL/5l09zj, mKNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


XTA/f ft 1 

iNM uiDyoz 


Homo sapiens CCj1-35 protein (LUC51077), mKNA 


NM 01 5960 


Homo sapiens CGl-32 protein (Lt)C51076), mRNA 


NM 1)15957 


Homo sapiens CCj1-z9 protein (LUC51074), mKNA 


XT\>f ft 1 

NM 015954 


Homo sapiens C(j1-26 protein (LUC51071J, mKNA 


XTAA ft 1 1 1 

NM_U1591 / 


Homo sapiens giutatnione d-transterase suDunit li nomoiog (LUC5l0o4j, 

wUXT A 
mKINA 


XT\/r n 1 C0 1 'J 
rNM yjljyij 


Homo sapiens hypothetical protein (LOC51060), mRNA 


INM uijyiz 


Homo sapiens hypothetical protein (LOC51059), mRNA 


INM U 1 1 1 


Homo sapiens hypothetical protein (LOC51058), mRNA 


XTlV/f ftl ^QftT 
NM U159U/ 


Homo sapiens leucine aminopeptidase (LOCS10S6), mRNA 


XT1V>I ftl ^QQI 

NM U15ooJ 


T T — — ^ fvraM-iAMn aIama 1 ftftft vimI^m Avmr** 'M'Ma4-a«w* /T /^/^C1Aylft\ vmDXT A 

Homo sapiens clone 1900 unicnown protem (LUC51049J, mKNA 


XT\/1 ftl ^CTO 
INM UlJo/Z 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043), mRNA 


XT\>f ftl COTI 

NM U15o /I 


Homo sapiens zinc linger protein (LUL5104Z), mKNA 


xi\vr n 1 ACiTJ 

INM UlOU/Z 


Homo sapiens L/Vji-141 protein ^L.\ji^5iozoj, mKiNA 


XTlVyf ft1/Cft/^Q 
INM UlOUoS 


Homo sapiens L.ol-135 protein (LUC5i0z4j, mKNA 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


XT\>r ft 1 /Zf\A/Z 

NM UloU4o 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM 015944 


Homo sapiens CGI-14 protem (LOC51005), mRNA 


XTX if Al^A^A 

NM 016060 


Homo sapiens CGI- 125 protein (LOGS 1003), mRNA 


XTX A nt £ A 

NM_0 16482 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mKNA 


NM_0146ol 


Homo sapiens DbAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDA34), 

mDXT A 

mKNA 


XT1V4 ft 1 /I /I 1 ^ 
NM U14'llj 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


XTA/t ftl A'lAI 

NM 01434/ 


Homo sapiens zinc finger protein (ZF5128), mRNA 


XT\>f ftftT 1 y1 /C 

NM 007146 


Homo sapiens zinc linger protein 161 (ZNF161), mKNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


XTX iT AA^'>^^ 

NM 006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc tmger protein 263 (ZNr263 ), mKNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (ISOkD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


INIVl_UUUOJo 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 




Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 




Homo sapiens zinc tmger protein 177 (ZNF 177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NiVl_0U34U7 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mivNA 


NM_g01519 _ 


Homo_sapiens BRFl homolog, subunit of.RNA polymerase- III transcription - - 
initiation lactor lllB (S.cerevisiae) (BRr 1), mRNA 


NM_000157 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 

♦v»T>XT A 

mKINA 


rsi M / 1 / O 


riomo sapiens tring (LUCl l /jo4j, mKJNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate \y (ALbzCKly), mKNA 


INM UDol /o 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM U12223 


Homo sapiens myosin IB (MYOIB), mRNA 


NM_0 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

A M\ra. /XTCTM^/IT \ wkDXTA 

4-llKe (NbUU4L), mKNA 


NM 015074 


Homo sapiens kinesin family member IB (KIP IB), mRNA 


NM_032591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


MM U142Uo 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_0054ol 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wmgless-type MMTV mtegration site family, member 5A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 

(WNT16), transcript variant 1, mRNA 


XT\ >f ni^AOT 

NM 016087 


Homo sapiens wmgless-type MMTV integration site family, member 16 
(WN 1 16), transcript variant 2, mRNA 


XT\>r A1 O 1 A1 

NM_012101 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1 , 
mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 

__T>XT A 

mKNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 058248 


Homo sapiens DNase Il-like acid DNase (DLAD), transcript variant 2, mRNA 


INM UZlZ^j 


Homo sapiens DNase Il-like acid DNase (DLAD), transcript variant 1 , mRNA 


NM__058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mPXT A 
mKlNA 


INM UUJJlZ 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


INM UZU/Ji 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


INM UjJU4y 


Homo sapiens stresscopin (SPC), mRNA 


INM Ujzoj4 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


INM UUUjU/ 


Homo sapiens rructose-l,6-bispnospnatase 1 (FBPl), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA _ 


NM_0308 1 1 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


iNM_UjiUzi 


Homo sapiens zinc finger protein homologous to Z^91 in mouse (ZFP91), 

mKINA 


INM UjZoZO 


Homo sapiens WU repeat domain o (WuKo), transcript variant 2, mRNA 


INM VjZoZj 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


INM UjZoZi 


Homo sapiens wu repeat domam 5 ( WUKj), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1 , mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 3, mRNA 


NM_031902 


Homo sapiens mitochondnal nbosomal protem S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NMO 15969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 

encoding mitochondrial protein, mRNA 


NM_0 16065 


TT * 1*1*1 1 A* 4 / T% #^ 4 ^ V i 

Homo sapiens mitochondrial nbosomal protem S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondnal nbosomal protem SI 5 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protem SI 1 (MRPSl 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16034 


Homo sapiens mitochondrial ribosomal protem S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


TT * *j. 1 _1*1*1 1 J* "^^^ «^ \ t 

Homo sapiens mitochondnal ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPSl 8 A), nuclear gene 
encodmg mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 

mPM A 

miviN/\ 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDPl), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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t\) pnospnaiase, suDunii i i ur i ^, rranscnpi variani r\^r la, mKNA 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COLS A3), mRNA 


JNIVl \J\j\)jyJ 


riomo sapiens collagen, type v, aipna z (CULjAz), niKNA 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (C0L5A1), mRNA 


iNM UUIZjO 


Homo sapiens ceil division cycle 11 (CULzV), mKJNA 


XT\^ f\f\A 1 

INM UU400l 


Homo sapiens LDCzJ (cell division cycle z3, yeast, nomolog) (CDC23), mRNA 




Homo sapiens cyclin D-type binding-protein 1 (CCNDBPl), transcript variant 2, 
mRNA 


INJVi_Ulzl4z 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBPl), transcript variant 1 , 

mRNA_ . _ _ . . 


XT\/f niQ^QO 

INM uivDyz 


Homo sapiens ring imger protein zu (KNrzOj, mKNA 


NM UUjjoO 


Homo sapiens zonaanesin (ZAN), mRNA 


iNM_uuiyjy 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


XTliyf A0 1 1 O 1 

INM_Uzl IZl 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF 1 32), 
transcript variant 2, mRNA 


NM UU0//0 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1 , mRNA 


NM UjZozo 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 


NM_UU /Uzo 


Homo sapiens tripartite motif-containing 3 1 (TRJM3 1 ), transcript variant 1 , 

mKJNA 


N\j uuuuiy 


Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 


NM \jj£yj£. 


Homo sapiens aisrupiea in renai carcinoma i (jJiKL/i j, itikina 




Homo sapiens riDosomai protem L»iu \ )\jr\^5\j)^ mKiNA 


NM \)\)\)y 10 


Homo sapiens ribosomal protein L23 (RPL23), mRNA 


NM 


Homo sapiens ribosomal protein L 1 7 (RPL 1 7), mRNA 


INIVI UiytrJj 


oomo sapiens proiocaanerin lo vrCUHioj, mKJNA 


INIVI U 1 io\)y 


Momo sapiens nuciear kin a export lacior z (^rNArzj, iranscripi variant i, mKJNA 


XJN4 n'^flQA^ 


Homo sapiens amnionless protein (AMN), mRNA 


XI\yf 0990^'? 


nomo sapiens nuciear injna expon lacxor z (^iNArz iranscnpi variant z, itikina 


NM Ul*f/OZ 


Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA 


\r\>r n9'^099 
iNivi uz:)7ZZ 


riomo sapiens lasxe receptor, lype z, memoer 14 Ao/ki'^j, mKJNA 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM UZJ7ZU 


Homo sapiens taste receptor, type 2, member 1 J (i AozKI j), mKJNA 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


XTAyr A71Q 1 0 

NM Uzjyio 


Homo sapiens taste receptor, type 2, member 8 ( 1 ASzRS), mRNA 


XIAyf AT7Q17 

NM uzjy 1 / 


Homo sapiens taste receptor, type 2, member 9 (TASzR9), mRNA 


NM_OzzlUU 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


XT\yf A99 1 /CO 

NM_Uzzloy 


Homo sapiens A 1 r-binding cassette, sub-ramily (j (WHl 1 b), member 4 

\t\j5\^\j'\)^ mKJNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM 014586 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 


NM 014296 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGLl), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYCl),mRNA 


INM UUZ4// 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


XTX>r 


Homo sapiens nbosomal protein bo kinase, 52kD, polypeptide 1 (Rro6KCl), 
mrviN/\ 


INm UUUOZJ 


riomo sapiens oraoyKinin recepior oz (dUj\.\\jdZ), miviNA 


xTx/f nnoAOA 

IN 1YI_^UUU4/'I' 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 

ivicaTa/ivoDner/ vVcDcr-i-/OCKaync lypes ) ^ivivi j rniviN/v 


INIVI UUZZ /Z 


riomo Sapiens Keraiin h (^isjv 1 4 niiviN A 


IMIVI UJ /UOO 


tiomo sdpiens Kcraitn j v,i^J^ i -^a miviN/\ 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRTl), mRNA . _ 


INM UO/loZ 


Homo sapiens cyclin El (CCNEl), transcript variant 2, mRNA 


INM UUiZJo 


Homo sapiens cyclin El (CCNEl), transcript variant 1, mRNA 


TvTAA 0<i409Q 
INM UjHUzy 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


\I\yf O^A017 
INM UjW 1 / 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 

tnPXT A 

uLKlNA 


xiA/T 00AQ9A 
INM UU'fyZO 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1)5 mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


INM UIjjjj 


Homo sapiens joined to JAZr 1 (JJAZl), mKNA 




Homo sapiens 1 Arv RNA polymerase 11, TATA box binding protein (TBP)- 
associateo ractor, jd ku (i Ar / j, mKiNA 


INM UJZOOJ 


Homo sapiens nypotneticai protein MOCi imcjCUUUjj, mKNA 


XTN>r A19^CX 
INM_UJZOjO 


Homo sapiens UbAU/n (Asp-ulu-Ala-Asp/Hisj box polypeptide 37 (DUajV), 
mRNA 


INM UJlViy 


Homo sapiens cysiann ana uur ly domain containmg i ^L/oLiUrUi j, mKiNA 


XT\/f n'5 1 A7^ 
INM Uj14/j 


Homo sapiens espin (ESPN), mRNA 


XI\A 09/11 Ol 
INM UZ^lUi 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


XIX>f 0010A1 

INM_UZlzUl 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 

(MS4A7), mRNA 


NM (JzUoj4 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM_002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant scr2, mRNA 


NM_01oo39 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant MSSP-2, mRNA 


NM_0 16838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(KBMbl), transcript variant MSSP-1, mRNA 


NM_0 16837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(KxSivioi J, transcript variant Maor-3, mKNA 


jNM_U10oiO 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
^ivoMoi j, uranscnpi variant ici, miviN a 


XllV/f 0 1 MA 1 
iNM U 105/41 


Homo sapiens aeita-iiKe i ^Lirosopniiaj \ j, mKiNA 


INM UlOJJj 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


INM U1j344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTLl), mRNA 


U\4 01J.J.S0 

INIVI Ulf*TjU 


nomo sapiens oriFZ inieraciing iransmemDrane auapior ^oi x nitxiN a 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NIVl UUlUlU 


Homo sapiens ribosomal protein b6 (RPS6), rtiRNA 


NM UUUyol 


Homo sapiens ribosomal protem LI 9 (RPL19), mRNA 


NM \j\)33/o 


Homo sapiens VuF nerve growth ractor inaucible ( VGF), mRNA 


NM UUlOlZ 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 1, mRNA 


XT\yf nOAl 1 C 

NM_UzUl 1 J 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 1 1, 
mRNA 


XTA >r non 11/1 

NM UzUl 14 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 9, mRNA 


XTAyf non 111 

NM UzUl 13 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 8, mRNA 


XTA/f AOA 111 

NM UzUl Iz 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 7, mRNA 


XTAyf AOfi 111 

NM UzUl 1 1 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 6, mRNA 


NM_UzUl lU 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 10, 
mKNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript vanant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


XTIk M AOA1 

NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


XTH jt ai cn^c 

NM_0 15975 


T T ^ " A T^ A 1*1 T^'V T A 1 TT A AI I'J* 

Homo sapiens TAF9-like RNA polymerase II, TATA box bmding protem 
( 1 13r}-associatea ractor, 31 kD (1 Ar9L), mRNA 


NM_013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSKIN), 

•mO XT A 

mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQO 1 ), mRNA 


XTX A AAOACA 

NM 002959 


T T * 1.' 1 • I/O /^T^ 1 \ T^ T A 

Homo sapiens sortilin 1 (SORTl), mRNA 


XT\ >f AC'll'TA 

NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


nm_ud /loy 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1 , mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


XTAjf ACTI £.n 

NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


XIX jT A^TI 

NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


XTX if AI A^'n^ 

NM_0 14776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subumt 1 (Alr6Sl), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (AD0RA2A), mRNA 


XTA >f AOOA'^T 

NM 033027 


T T * A "VTXT 1 1 X J / A "VT FTV 1 \ T^ XT A 

Homo sapiens AXINl up-regulated (AXUDl), mRNA 


NM 002539 


TT * 'aI'J 1 1 1 / t \ T^'V T A 

Homo sapiens ornithine decarboxylase 1 (ODCl), mRNA 




Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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KN rs ) (^NULAj mKN A 


INM uziy4/ 


Homo sapiens serine racemase (SRR), mRNA 


INM UiOj/y 


oomo sapiens oUo antigen (oUoA), mKN A 


INM UU0o4y 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


INM_UUzOjU 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(riJv'H^Aj, iranscnpi variant i, mKN a 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM uuuyo/ 


Homo sapiens ribosomal protem L2o (RPL26), mRNA 


INM UUUyoO 


Homo sapiens ribosomal protem L24 (RFL24), mRNA 


NM 0ily.o4_ 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM UUU4zU 


Homo sapiens Jvell blood group (KbL), mRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens rtsJ nomolog 3 (E. con) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (C0L4A1), mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NM_033131 


Homo sapiens wingless-type MMTV integration site family, member 3 A 
(WNT3A), mRNA 


NM_Q3Q753 


Homo sapiens wmgless-type MMTV mtegration site family, member 3 (WNT3), 

r> XT A 

mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
(WNT15), mRNA 


NM_00462o 


Homo sapiens wmgless-type MMTV integration site family, member 1 1 
(WNTll),mRNA 


NM 057176 


Homo sapiens barttm (BSND), mRNA 


NM_0 12079 


Homo sapiens diacylglycerol 0-acyltransferase homolog 1 (mouse) (DGATl), 

•mDXT a 

mRNA 


NM 005490 


T T OTT'^ ^ ^.^^ ^ A /OT T'^T^'^ A "\ T^XT A 

Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


XIIV 4 A 1 yl O 1 H 

NM 014yi4 


Homo sapiens centaurin, gamma 2 (CbN 1 Cj2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIASl), mRNA 


NM_000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens baculoviral lAP repeat-contaming 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens marmosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosammyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mRNA 


NM_u00449 


Homo sapiens regulatory factor X, 5 (influences HLA class II expression) 
(Rr a5), mRNA 


NM__054025 


Homo sapiens beta-l,3-glucuronyItransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant 1, mRNA 


NM ouiyju 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


XTTV/f A 1 O 1 /I 1 

NM_0lol41 


Homo sapiens mitochondrial ribosomal protein SIO (MRPSIO), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


T T - — - _ _ ? - . - - - - _1 A-T^ XT A ■- -t-t- / O A Tl O \ _^T>X T A 

Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NM_033664 


Homo sapiens cadherm 11, type 2, OB-cadhenn (osteoblast) (CDHl 1), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherm 11, type 2, OB-cadhenn (osteoblast) (CDHl 1),. transcript 
variant 1, mRNA 


NM 033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


T T ^ I 11^..^ ^ TX T _1 1 C / Al 1. J \ f ¥ A A f \ 

Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratm associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


XTXiT f\f\\ f\t\^ 

NM 00 1006 


Homo sapiens ribosomal protem S3A (RPS3A), mRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM__033335 


TV * 1 ^ \ f *% ^ A 14 TT^ A 4 V 

Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 

transcript variant 3, mRNA 


NM_033334 


TT • 1 A ty *\ ^ A 11 /~V TT^ ^ A 1 \ 

Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


XTX K f\f\. 1 A oe\ 

NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 2 

(^AiiUAzj, mKNA 


JNM U0zZo4 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


INM UUZZOJ 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM UUzzoz 


riomo sapiens keratm, nair, basic, J (jvKIHdj), mKNA 




riomo sapiens Keratm, nair, oasic, z ^ivK i rihJz ), mKJN A 


InM UOzzol 


riomo sapiens Keratm, nair, oasic, i (^KJvirirSij, mKNA 


XTlVvf f\1inA^ 

INM UijU4D 


Homo sapiens Keratm, nair, oasic, 4 (ivK l riD4), mKNA 


XTAif AAl All 
JNM OOiOl 1 


Homo sapiens ribosomal protem o7 (Kra7), mKNA 


XTKif A A An OA 

NM 000980 


Homo sapiens ribosomal protem LI oa (KPLl 8 A), mRNA 


NM oouy/y 


Homo sapiens ribosomal protem Lis (KFLlo), mKNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 2, mRNA 


NM yjyjyjy fO 


riomo sapiens rioosomai protein i^iz ^^Kri^iz^, mKNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPLl 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NM_033181 


Homo sapiens cannabmoid receptor 1 (brain) (CNRl), transcript vanant 3, 
mKNA 


XT/^ A AAA 1 O 

N(j_U0001o 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


XTXif AI^J 1 C 1 

JNJVl_UjJ 1 J 1 


Homo sapiens A 1 F-binding cassette, sub-iamuy C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


iNM uuoyvo 


Homo sapiens secretagogin (bbCRb i), mKNA 


NM UUozOl 


Homo sapiens PCTAIRE protem kmase 1 (PCTKl), transcript vanant 1, mRNA 




Homo sapiens rC 1 AlRb protem kmase 1 (PCTKl), transcript variant 3, mRNA 


NM O3301o 


Homo sapiens PCTAIRE protein kmase 1 (PCTKl), transcript variant 2, mRNA 


XT/^ AAAAIO 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


XTlVif AAIAO'J 

INM UUlUzJ 


Homo sapiens nbosomal protem b20 (Rro2U)5 mKNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


INM UUj/jj 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), mRNA 


XTXVf A A 1 A 1 C 

NM U01U15 


Homo sapiens nbosomal protem SI 1 (RPSl 1), mRNA 


NM UUoyzj 


Homo sapiens stromal celi-aenved tactor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_0037ol 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMPS), 

mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcnpt vanant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXVIIB (25-hydroxyvitamin D-1- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondnal protem encoded 
by nuclear gene, mRNA 


XTA K A') \ A\C\ 

NM__031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPSl), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif contammg protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSPIO), mRNA 


NM_030660 


Homo sapiens Machado-Joseph disease (spmocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


XTX M AO 1 1 

NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


XTX4 mxcso 
NM_Uio5j2 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (L0C5 1763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBPl), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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JNJVl \)\)Zjy\) 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1 , mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECELl), mRNA 


INM 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


XTAyf AA1 A 1 O 

iNM UUlUlz 


Homo sapiens ribosomal protein So (RrS8), mRNA 




Homo sapiens rC 1 AlRb protein kinase 2 (FL 1 K2), mRNA 


MM Wijyj 


Homo sapiens dual speciricity phosphatase 9 (DUSP9), mRNA 


NJVl_U03oo/ 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mKiNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 




Homo sapiens cycl in-dependent kinase 6 (CDK6), mRNA . _ _ _ _ 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcnpt variant 2, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcnpt variant 1, 

mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcript 
variant 3, mRNA 




Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcript 
variant z, mKJNA 


INM Uj/10U 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


jNivi Uj/uyi 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


XTN>r AC7AQA 

INM uD/uyu 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


XTX >f A AAA C A 

NM UUOUjO 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1, mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaponn 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1 , mRNA 


NM_053032 


Homo sapiens myosm, light polypeptide kinase (MYLK), transcnpt variant 8, 
mRNA 


NM_053031 


Homo sapiens myosm, light polypeptide kmase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosm, light polypeptide kmase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosm, light polypeptide kmase (MYLK), transcript vanant 4, 
mRNA 


NM_053028 


TT • 'I^Ia \ .^•J'l* M'^ T'W "WW'S. A. ^ A • A ^ T^ 

Homo sapiens myosin, light polypeptide kmase (MYLK), transcript variant 3B, 

mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3A, 
mRNA 


NM_053026 


Homo sapiens myosm, light polypeptide kmase (MYLK), transcnpt vanant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NMO 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_^021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM_053035 


Homo sapiens mitochondnal nbosomal protem S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 16071 


Homo sapiens mitochondrial ribosomal protem S33 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondnal ribosomal protem S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


XTA A A 1 O AA^ 

NM_0 18997 


Homo sapiens mitochondnal nbosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_03j362 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


xtxjT AO tiAA 

INM Uzll44 


Homo sapiens rC4 ana SrRSl interacting protein 1 (PSIPI), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMPIO (HTM? 10), mRNA 


XTTi A A'^ A^ A A 

NM 030649 


Homo sapiens centaunn, beta 5 (CENTB5), mRNA 


XTH if A'^OAO^ 

NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


XTA A /\^ 1 1 A^ 

NM_021107 


Homo sapiens mitochondrial ribosomal protem SI 2 (MRPS12), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


XTX if AAIOZTA 

NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM_003o74 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcript 
variant 1 , mRNA 


INJVl UD /uy4 


Homo sapiens crystauin, beta Az (CKYtJAzj, transcript variant 3, mKNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


INM U!)2yo4 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1 , mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1 , mRNA 


NM_006522 


Homo sapiens wmgless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wmgless-type MMTV mtegration site family, member 1 (WNTl), 
mRNA 


XTA if AA^^A>I 

NM_003394 


Homo sapiens wingless-type MMTV mtegration site family, member lOB 
(WNTl OB), mRNA 


XTA if A'^OI^ 

NM_025216 


Homo sapiens wmgless-type MMTV mtegration site family, member lOA 
(WN 1 lOA), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
nomolog (Mt,L)f mKJNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM OOjOoo 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


INM UjiU34 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, PO (RPLPO), transcript variant 1 , mRNA 
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INIVI UJJZ/J 


Homo sapiens nDosomai protein, large, ru (KrLrU), transcript variant 2, mKNA 


NM 054034 


Homo sapiens fibronectin 1 (FNl), transcript variant 2, mRNA 


INlVl UUZUZD 


Homo sapiens fibronectin 1 (FNl), transcript variant 1, mRNA 




Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XX VIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 

transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (L0XL4), mRNA 


NM_00339j 


Homo sapiens wingless-type MMTV integration site family,, member 14 . _ 
(WNT14), mRNA 


NM_U33101 


Homo sapiens lectin, galactoside-bmdmg, soluble, 12 (galectm 12) (LGALS12), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM U322Uo 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


XTXA n 1 AiZA A 

INiYI_U14o44 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 

(rJJii4UlrJ, mKJNA 


iNJYI_UUOjD 1 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 

n PMTl^ tnPXTA 
[^LtrtlDjj mi\J[N/\ 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJl), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1 , mRNA 


INM UU/J40 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo sapiens cell death-regulatory protem GRIM 19 (GRIM 19), mRNA 


NM_014275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotem beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_001o72 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1 , mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_0U12oo 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1 ) 
(Cbbl J, mRNA 


NM_U042o7 


Homo sapiens golgi SNAP receptor complex member 2 (G0SR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 

variant B, mRNA 


INM VuZyUo 


Homo sapiens radixin (RDX), mRNA 


INM UU 1UU4 


Homo sapiens nbosomal protein, large rz (RrLrz), mKNA 




numo sapiens noosomai protein, large, "i ^ivri-(r i ), lurvfNA. 


NM_0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PC0LCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKDl), mRNA 
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Homo sapiens calciutn/calmodulin-dependent protein kinase IG (CAMKIG), 
mRNA 




Homo sapiens NUL1K2 protein (NOL1R2), mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIGl), mRNA 


NM UloU44 


Homo sapiens NOLIR protein (NOLIR), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51175), mRNA 


X TIL iff /M A^^t\ 

NM_0 14239 


Homo sapiens eukaryotic translation mitiation factor 2B, subunit 2 (beta, 39kD) 
(EIF2B2), mRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


NM_009587 


Homo sapiens lectin, galactoside-bindmg, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


XTAyf AAl 1 OT 

NM UUllo/ 


Homo sapiens B melanoma antigen (BAGE), mRNA 


XTA>r An 1 
NM_Ui21o2 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


XTlV/f A 1 /I '2 

NM U14733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NETl), mRNA 


NM_002119 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 

r^/^ A \ v-mO XT A 

UUA), mKNA 


XTAiT A'^ 1 A AO 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


XTA A A 1 O /I 1 O 

NM ulo412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


XTXiT A^jIAOA 

NM 034020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2), mRNA 


XT A A A C 1 O 1 

NM 053261 


Homo sapiens aachsnund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens S0X7 transcription factor (S0X7), mRNA 


XT'ft A'^A^A^ 

NM_030796 


Homo sapiens hypothetical protein DKFZp564K0822 (DKFZP564K0822), 

.^OXT A 

mRNA 


XT A A A*^ C 1 1 T 

NM 025117 


Homo sapiens nypotnetical protem FLJ11871 (FLJ11871), mRNA 


NM 014893 


Homo sapiens K1AA0951 protem (K1AA0951), mRNA 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYTl), 
mRNA 


XT A A A < 'I A C C 

NM U530jj 


Homo sapiens C-terminal modulator protein (C 1 Mr), mRNA 


XTA A AO 1 O 1 O 

NM 021212 


Homo sapiens HCr-bindmg transcription factor Zhangrei (ZF), mRNA 


XTAyf AATTn 


Homo sapiens or 140 nuclear body protein (Sri 40), mRNA 


NM_U0o30o 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 

•v«DXT a 

mKNA 


NM UUj /Dy 


Homo sapiens abl-interactor 12 (SH3-containing protein) (AlP-l), mRNA 


XTAyf ACOOiCiC 

NM U52y0O 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


XTAyf AAOAIT 

NM 003017 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


XTA>I AAiClOA 

NM 006289 


HJ^^i.^^ A-^1Z~ 1 /HTT XT 1 \ .^nXT A 

Homo sapiens tahn 1 (TLNl), mRNA 


XTA iff A A A A T A 

NM 000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


XTAvf AA'JATi 

NM 003973 


Homo sapiens ribosomal protein LI 4 (RPL14), mRNA 


XTA A A A 1 '5 ^ 1 

NM_0013ol 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
miiucnonuriai proicin, misjN/\ 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFNl), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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"MM 0}^AAd 


T4nmr\ ci»r\iAnc iiKiniiilin 9 ^1 TROT XT9^ ml?MA 

rioino Sapiens UDiquiiin z ^^udi^lnzj, rruviNA 


INIVI \JJJ\J\Jl 


nomo Sapiens UDiQuuin i ^^udv^lin i j, iTanscnpi variant z, nUviNA 




numu adpiens uuiquiiin i (^uoi^IjIN i uanscnpi Variani i, itlkin A 


INIVI UJZ 1 1 ^ 


nomo Sapiens poiassiuni cnannei, suDiamuy iv, meiriDer lo (^ivL/iNivioj, miviNA 


MM n^'^9»A 


rionio sapiens WAr, ro, ig, RUj ana in i K-containing protein (WriivRNj, 

IIUVlN/\ 


MM nS'^77R 


nouio sapiens o proiein-coupieu recepior luz v^vji^ixiuzj, mivLN A 


MM 


riouio sapiens viinn ^vii j, itlkina 


MM 0^9^40 


nomo sapiens giuiamaie Carooxypepuaase-iiKe proiein z yurKjLiZ ), nUviN A 


MM ns'^ni? 


nomo sapiens nypoineiicai proiem (^L-v/V^ i i*f i j./ ), niivJNA _ - - 


MM 


nomo sapiens loii'iiKe recepior j \ i ivivj ), rniviN A 


MM ns'^nn^ 


nomo sapiens rw^L/AZ proiem ^^n^^L^AZ miviN a 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


MM CSlAldCi 


nomo sapiens aisnipiea m oipoiar aisoroer i (UidUi ), mKiNA 


MM 01^791 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


INM UUJ/jU 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


MM A'lnQI/^ 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mRNA 


MM rt99'l^C 
IN IV1_UZZ J Do 


Homo sapiens potassium channel, subfamily K, member 1 5 (TASK-5) 


MM 099 S7A 


nomo sapiens pnosuucin \r\j\^), iranscnpi variani riiLvJri, miviNA 


MM 01R960 


nomo sapiens oirL* proiem ^^oirLjj, miviNA 


NM 015915 


Homo sapiens spastic paraplegia 3A (autosomal dominant) (SPG3 A), mRNA 


MM n^'JO'lA 
INIVI UDjUJO 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


MM n^'^ni^ 

INIVI UjjUIO 


Homo sapiens paralemmin 2 (PALM2), mRNA 


INIVI UJ-)U3/ 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPTl), mRNA 


InM_U3zUJ4 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
memoer 1 1 (aL»L/4Ai i mKiNA 


MM 1 fiQQ 
INIVI UJloW 


riomo sapiens goigi pnospnoprotein j (OULrnj mKN A 




riomo sapiens ir>r-interacting protein ( i ir izUA), mKlNA 


MM ni^Q<;9 


Homo sapiens cell adhesion molecule-related/down -regulated by oncogenes 

i^L/L/UlN J, mlVlN A 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


MM n^'^HA^ 


nomo sapiens nypometicai protein MLrv^i4jz/ (iViOL/l43z/), mKJNA 


NM 017680 


Homo sapiens asporin (LRR class 1 ) (ASPN), mRNA 


iNiVl UUjyi4 


nomo sapiens cyciin Al (CCNAlj, mKiNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_U 19093 


Homo sapiens UDP glycosyltransferase 1 ramily, polypeptide A3 (UGTl A3), 
mRNA 


NM_021027 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1A9), 
mRNA 


NM__0 19076 


Homo sapiens UDP glycosyltransierase 1 family, polypeptide A8 (UGTl A8), 

mKJNA 


INJV1_UUU40J 


Homo sapiens uur glycosyltransierase 1 tamily, polypeptide Al (UGTlAl), 
mRNA 


iNM UlOOUo 


Homo sapiens ALbA 1 protem (ALbA 1 ), mKN A 


MM 01^1^107 


nuiiiu Sapiens /-\l^li>j\j pruLeiii y/\LuLiJ\j )^ inrviN/v 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGTl A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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XI\>r AOIQTC 

NM \j[)iy/j 


Homo sapiens enolase 2, (gammji, neuronal) (EN02), mRNA 


NM UU14z<5 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM \)jZo3o 


Homo sapiens cadnenn related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadhenn (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NM_052819 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA _ 


NM1024ir0 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1, mRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARDl 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


NM_0 12083 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type III, alpha polypeptide 

/O^^XT^ A \ nXT A 

(SCN3A), mRNA 


NM_005347 


T T \ A \ \ MAI A*^/i 1a1 j* 

Homo sapiens heat shock 70kD protein 5 (glucose-regulated protem, 78kD) 

(HSPA5), mRNA 


NM 003777 


TT 'J* ll 1 t^' A \ \ /'TX'V T A T T t t \ T^ *V T A 

Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAHl 1), mRNA 


NM_0 13282 


Homo sapiens ubiquitm-like, containing PHD and RING finger domains, 1 

(UHRFI), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


XTA >r A'^ylC'^A 

NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SluLbC-like 1 (SluLECLl), mRNA 


NM 033329 


Homo sapiens SlGLEC-hke 1 (SIGLECLl), mRNA 


XT* if A 1 C 1 A 1 

NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektm 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading fitime 22 (Clorf22), mRNA 


XT* >f AOO'lCC 

NM 022755 


Homo sapiens chromosome 9 open reading fi^me 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading n^me 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM_0 16000 


Homo sapiens mitochondrial CCA-addmg tRNA-nucleotidyltransferase 

/■fc iTA.^*!/^ A \ nXT A 

(MtCCA), mRNA 


NM_0 15989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protem 2 (CSAD), 

XT a 

mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


XTA A A AT 1 ^7 A 

NM 007179 


T T — \ 1^1 /I /TXTOT ^\ T>XT A 

Homo sapiens insulm-uke 6 (1NSL6), mRNA 


NM UUj4/i5 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TlGAl (TlGAl), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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riomo Sapiens riv Qomain coniaining / (^r jvum / j, niKJN a 


JNIVI Sjjzyyj 


rioino Sapiens usner synarome ja ^^uorijA^, ituvina 


IN IVl Ulr / 1 1 U 


rionio Sapiens leionierase-associaieu proiein i i^icrri j, uiivlna 


iNlVl UjjODO 


rtouio sapiens wu repeal aomain y (^vvuKy;, iranscripi vananx z, nuviNA 


iNlVl U1O70j 


iionio sapiens wu repeat uoinain y ^wuinj/^, iranscnpi variani i, nuviNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


fNM UJjOOZ 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM Uloooy 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1 , mRNA 


NM U175o3_ 


Homo sapiens. WD repeat domain 13 (WDR 13), mRNA - 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM^005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1 , mRNA 


NM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


NM_0048oo 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1 , mRNA 


NM_U->zozz 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


xTXyf n^ofi 1 1 
INM UjZo 1 1 


Homo sapiens ret finger protein 2 (RFP2)5 transcript variant 2, mRNA 


XT\>r nn^iQO 
NM UUj fyo 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1 , mRNA 


INM UDZoi / 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


xT\>r 

NM UlZzlO 


Homo sapiens midline 2 (MID2), transcript variant 1 , mRNA 


NM UUU/yo 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


INM. UUU/V'I' 


riomo sapiens aopamine recepior ui yvjisiji ), mrviN a 


NM uuu/yo 


Homo sapiens dopamine receptor D3 (DRDS), transcript variant a, mRNA 


iNM UJJDOj 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor 03 (DRD3), transcript variant d, mRNA 


iNM UjjOjV 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


NM UJiOJO 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


NM 004061 


Homo sapiens caanenn 12, type 2 (N-caanerm 2) (CDH12), mRNA 


NM_030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


NM 052831 


Homo sapiens aj55C23.6 gene (dJ55C23.6), mRNA 


XTX jT ACOOI^ 

NM_0528l6 


Homo sapiens tripartite motif-containing 3 1 (TRIM3 1), transcript variant 2, 

mOXT A 

mKNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 

•»*.r> XT A 

mRNA 


NM 052955 


Homo sapiens transglutaminase z ( l UM / j, mivN A 


NM 052957 


Homo sapiens putative nuclear protein (NAARl), mRNA 


NM 052851 


Homo sapiens similar to KnoOAr (Ulo^O;, mKNA 


NM_033229 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 1, 

mKNA 


XTXyf A 1 0 1 A'2 

NM OlolOj 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


XTXyf A 1 /I Q'TQ 

NM 014o/9 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


TsJM 000707 
INIVI \)\)\} ly 1 


riomo sapiens oopamine recepior Lft \ijisaj^ miviN a 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOPIMT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA 
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iNivi ujzyoi 


riomo Sapiens soiuie earner lamiiy zo, nfieniDer o (^oLtv^zoao miviN a 


NM 052958 


Homo sapiens vestibule- 1 protein (VESTl), mRNA 


INM UjZ7J4 


nouio Sapiens cysieine ana lyrosine-ncn proiem i i y k i j, niKiN a 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


INM U^zyi4 


Homo sapiens solute carrier ramily 26, member 9 (SLCzoA9), mKN A 


NM 052933 


Homo sapiens testis specitic, 13 (1 SUA 13), mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 

mKN A 


XTIiVf AC1001 

NM_052oyl 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(rOL YKriaipna), mKN A 


INM U^Zooo 


Momo sapiens iviAAUDoj-reiatea gene (LUL.i i4ojyj, mKN A 


XllV/f A^OCQT 
JNM^UjZoo / 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
proiein i iKAr j, mi\jN a 


INIVI UDZooO 


riomo sapiens mai, i -ceii aiiiereniiaiion proiein z \Nu\LtZ j, ituvina 


fNJVl UDZooZ 


oomo sapiens zinc linger, impriniea j ^z^imj j, mKiN a 


JNM UDZooU 


riomo sapiens nypoineiicai proiein moci /jju (^mljv^i ulkina 


INM UDZo/D 


nomo sapiens nypoineucai proiein mvjU1U4oj (MLrL/iU4oDj, mKN a 




riomo sapiens syniaxini dz aiuzj, itikina 


INM UjZoOj 


Homo sapiens putative cytokine high in normal- 1 (HIN-1), mRNA 


INM UDzoOZ 


riomo sapiens nypoineiicai proiein moL'Z1oD4 (^mlfi^ziojh-j, mKiNA 


INM UDZoOl 


Homo sapiens nypotneticai protem moczio/j (MLjCZIo/j), mKN a 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


INM UjZo4o 


Homo sapiens nypotneticai protem M(JCzUZ!>!> (MLrCZUZjD), mKN A 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 05Zo4Z 


Homo sapiens i3CL2-liKe 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hypothetical gene COO 18 (COO 18), mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_0zz829 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


NM_01oo35 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (ORIKI), 

mKN A 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component Z) (oN i dZ), mKN a 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


XTIk iT A'>'^>IA'^ 

NM_033493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript veiriant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


XTAyf nn 1 TOT 

InM_UU1 /o / 


Homo sapiens cell division cycle 2-like 1 (rlTSLRE proteins) (CUC2L1), 
transcript variant 1 , mRNA 




Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant i, mruNA 


IN iYl_U J ZO J / 


riomo sapiens o-pnase Kinase-associaieu protem z vp4 j ) ^aJvr z iranscnpi 

variani z, miviN/\ 


iNivi uziyoo 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


INIVI UUZ o 


nomo sapiens miiogen-aciivaiea proiein Kmase o (^MArrwOj, miviN/\ 


VT\/r 

rNivi uujjz/ 


Homo sapiens H2B histone family, member N (H2BFT4), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


xTNyf rinnooo 
JNM uuuyyy 


Homo sapiens noosomai protein ljo (KtLjoj, mKJNA 


rNJVl WVyzfo 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 




Homo sapiens riDosomai protein l,j / (^Kr / ), mKJNA 


xTx/r noon*;/! 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


Miv>f no 1 1 A 1 
INM^UZi 101 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 

^IVl^INKlUJ, niKINA 


jNivi uuJy'^*f 


riomo sapiens seienium oinaing proiein i ^oiiLiiiNrSr i j, mKiNA 


JNJYl UJJO^y 


Homo sapiens fibroblast growth factor 18 (FGFl 8), transcript variant 2, mRNA 


IN iVl UU'f 1 1 H 


riomo sapiens iiDroDiasi growxn lacior i j ^^ror ij), iranscnpi variant ia, mruNA 


INlVl UjjOH-Z 


riomo sapiens iioroDiasi growin lacior i j (^rvjr i jj, iranscnpi vanani lo, nuvJNA 


vjiv^ n 1^070 

INIYl UlOZ/y 


riomo sapiens caanerm v, lype z 1 1 -caanenn j v^i^uriv ihajn a 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


VTA/f (\1 1 OQ1 

INM UJloyi 


Homo sapiens caanenn zu, type z (^cuHzuj, mKiNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDHIO), mRNA 


rNM UjjO/1 


Homo sapiens cyclin B3 (CCNBS), transcript variant 2, mRNA 


InIVI UJ^O/U 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 




Homo sapiens cell division cycle 2, Ul to S and 02 to M (CDC2), transcript 
variant 2, mRNA 


INM UUl /oO 


Homo sapiens cell division cycle z, Ui to o and \jz to M (CUCz), transcript 

VaTiani I , mivLN A 


iNM UUH- JOI 


oomo sapiens caanenn /, lype z ^^^^Li'ri / ^, iranscnpi vanani o, mKJNA 


INM UjjO^O 


riomo sapiens caanenn /, lype z ^^curi / ), iranscnpi vanani a, mKiNA 


INM U I / / 3*f 


riomo sapiens paimaeipnin ^^r ALfiviu miviN a 


INM UJZoJZ 


nomo sapiens soiuic earner lamuy zo, memoer / ^^ol^L/ZOA/ miviN a 


IN M U I O / 1 o 


nomo sapiens lesiis speciiic, 14 ^^i ovjai^j, miviNA 


NM 015935 


Homo sapiens CGl-Ol protein (CGI-Ol), mRNA 


XTA/f n'?n7n 

iNM UJjIZU 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


INM UjjUjI 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 




Homo sapiens CAl 1 (LOC5o287), mRNA 


NM^O 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNAzUi), mKNA 


XTX if A 1 O 1 n 


Homo sapiens tyrosyl-DNA pnodpnodiesterase (TDFl), mRNA 


XTA A f\^ A Af\A 

NM_0 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 

(CACINODJ, mKJNA 


NM 01440^ 


ouiiiu aapiciiD waiciuiii Lfiiaiiiici, vuiidgc-ucpcnacni, gannua SUDUnil 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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i^CACNvjJ )y mKN A 


INM UU434/ 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


INM UUJoOZ 


rionio sapiens iiDroDiast growtn tactor i o (rOr i o ), transcript variant l , mKN A 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM U3077o 


Homo sapiens hypothetical protein PRO 1331 (PRO 1331), mRNA 


NM 004927 


Homo sapiens mitochondnal nbosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratm associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA _ _ 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NM_033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 




Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM U330ol 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


XT\4^ nil 1 o<? 
NM UJiloo 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 0330!>y 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


XIA jT AAT^AA 

NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


XTX jT AAAAA^ 

NM 000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM_033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 

»^I>XT A 

mKN A 


XTA >r AT5'5>IC 

NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29124_l (R29124_l), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


XTXif A'i'iACA 

NM 033050 


Homo sapiens Cj protein-coupled receptor 9 1 (uPK9 1 ), mKN A 


NM 03z/2o 


Homo sapiens hypothetical protein MCjC1z921 (MOCl 292 ij, mKN A 


XTXif A'iOAIA 

NM 032910 


Homo sapiens hypothetical protein MGC14136 (MuC14136), mRNA 


NM 03zo5/ 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


XTXjf A'30iC/lA 

NM 032640 


Homo sapiens hypothetical protein MOC1052o (MuL 10526), mKN A 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


XTXif A'T^ICI 

NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


XTH if rf^l 

NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCKl), mRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3146 (MGC3146), mRNA 


NM 031269 


Homo sapiens PRO 13 86 protein (PRO 13 86), mRNA 


XT* iff i\'^/\f\^C 

NM 030975 


Homo sapiens keratm associated protein 9.9 (KRTAP9.9), mRNA 


XTX jff /\'>/\0 1 ^7 

NM_030817 


Homo sapiens hypothetical protein DKFZp434F0318 (DKFZP434F0318), 

ml? XT A 


NM 017970 


Homo sapiens hypothetical protein FLJ 10008 (FLJ 10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 

and Cerberus (rLJzl 195), mRNA 


XTKA noil /I /I 


Homo sapiens protein Kinase Njmu-Rl (NJMU-Rl), mRNA 


\\\A nnooo/1 

INM WZyZH 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


INM_UZU4Uz 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNAIO), 

mPXI A 

mKINA 


rNM U1j4ZU 


riomo sapiens JJivrZrDo4UU4o3 protein (UivrZr !)o4UU4o3), mRNA 


INM UIOjjj 


Homo sapiens iiQpUzDo protein (LUCjIzUz), mRNA 


INM UzUJ /U 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


XTAyf f\ 1 OA 1 #C 

INM uiyuio 


Homo sapiens nypotnetical protein (rLJ20261), mRNA 


INM Ul /o /Z 


Homo sapiens nypotnetical protein rLJz0546 (rLJ20546), mRNA 


NM Ul<>J/i 


Homo sapiens nypotnetical protein FLJl 1271 (FLJl 1271), mRNA 


INM Uloz// 


Homo sapiens nypotnetical protein rLJ 10932 (FLJl 0932), mRNA 


INM UloZ4z 


Homo sapiens nypotnetical protein rLJ 1084 / (rLJ 10847), mRNA 


iNM UIOUDj 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48), mRNA 


INM Ul040o 


Homo sapiens nypotnetical protein (LUC51241), mRNA 


XT\4 A 1 A AQQ 


Homo sapiens rRU17o8 protein (rRU1768), mRNA 


INM U14yo4 


Homo sapiens iviAAlOoj protein (KlAAlOoj), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


XTXvf A 1 /I 1 T/1 

NM U141 /4 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


XTA>r A 1 /t 1 CiC 

NM Ul415o 


Homo sapiens D1CFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


XTIV A A 1 O 1 

NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NM_0 12301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 

protein 1 (K1AA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM_003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCEl), mRNA 


NM_002815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll), mRNA 


XTX Jf AAO^T7 

NM 002577 


Homo sapiens p21 (CDKNl A)-activated kmase 2 (PAK2), mRNA 


XTX Jf AAOOZ'T 

NM 003867 


T T ^ ^ * 1 11 A^ A 1 A -1 ^ /"f^ -1 ^\ "VTA 

Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HKl), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_03349o 


Homo sapiens hexokinase 1 (HKl), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HKl), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HKl), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM__033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM_03jo3o 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM_033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM_03jo34 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mKJNA 


I>IM_U3J03i 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 

mKJNA 




Homo sapiens oLAN aomam-containing 2 (SCAND2), transcript variant 1, 
mlvINA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


xjKyf C\'XOAC\Q 
INIVI UjZ^UV 


Homo sapiens PTEN induced putative kinase 1 (PINKl), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM uU4/zy 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM__004192 


Homo sapiens acetylserotonin 0-methyltransferase-like (ASMTL), mRNA 


NM 0021 15 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_0001oo 


Homo sapiens hexokinase 1 (HKl), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


NM__UU4 /Zo 


Homo sapiens DhAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 (DDX21), 


iNlVl UZZlHo 


Homo sapiens cytokine receptor- like factor 2 (CRLF2), mRNA 


XTAyf nOO'^'^T 
iNiVl UZZjJ / 


Homo sapiens kaojo, memoer KAo oncogene ramily (KAB3oj, mRNA 


iNM U104ZO 


Homo sapiens NiioH protein (NboH), mKNA 


INiVi V 1 DZZ / 


riomo sapiens cnromosome i open reading trame y (CI orty ), mKNA 


"MM n 14987 

INlVl Ul^fZoJ 


riomo sapiens cnromosome i open reading trame y (Cloriy), mRNA 


IN iVi \J I OH- / J 


riomo sapiens i r a regulated locus ( i r AivLj, mKNA 


INIVI UZU'tOl 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


iNivi ujuyjH 


riomo sapiens cnromosome i open reading trame zj (Clorrzj), mKJNA 




nomo sapiens cnromosome i open reading trame 14 (ClortM), mKNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM UIooUj 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open readmg frame 21 (Cl lorfZl), mRNA 


NM_033508 


Homo sapiens glucokinase (hexokmase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 

.^nxT A 

mRNA 


XT\ jr AAA t 

NM_0001o2 


Homo sapiens glucokinase (hexokmase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 

mDXT A 

mKNA 


NM 09S941 


ouiiiu oapiciis uoyv uumaiii-coniaining i Wjo^iJi ), rnrviN /\ 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCAIB), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPKl), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1 , mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protem 10 (DAPIO), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1 , mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 

variant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein. 132 (TReP-132), transcript . 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5 A), transcript variant 
4, mRNA 


XTX A A-^-^/lOA 

NM_033430 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NM_u010o3 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 

1, mKlNA 


INM UUUloy 


Homo sapiens nexokmase 2 (HK2), mRNA 


iNM Uiiloj 


Homo sapiens keratin associated protein 3.3 (KAr3.3), mRNA 


iNM uiiyjy 


Homo sapiens keratm associated protein 3.2 (KXl Ar3.2), mRNA 


XT A VT '5 '2 /I O 1 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM U334oU 


Homo sapiens r-box only protein 9 (FBXU9), transcript variant 2, mRNA 


INM Ulz34/ 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1 , mRNA 


NM U33jUo 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1 , mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


XTX It A^ 1 yl C 

NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 

-^"O XT A 

mRNA 


NM_003ol4 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 

mDXT A 

mKINA 


NM uiDoyo 


Homo sapiens l d4 protem ( i !>4), mKNA 


NM 033222 


Homo sapiens PC4 and SFRSl interacting protein 2 (PSIP2), mRNA 


NM 002667 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


XTX >f A1 /lAAC 

NM 014005 


Homo sapiens protocadhenn alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHAl 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHACl), transcript 
variant 2, mRNA 


NM_0 18898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHACl), transcript 
variant 1 , mRNA 


NM_U31o63 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1 , mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NIVl_UiZ4U/ 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


XTAvf A 1 OfiOn 

NJYl_U 15^29 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1, mRNA 


NM_0324U6 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NM_Ul8v25 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 , mRNA 


NM_032101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


XTX>f A1 OAOT 

NM_U 18927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1 , mRNA 


XTXif A^'^AAA 

NM_032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NMO 18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1 , mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


XTXvf A 1 OAOiC 

NM_0 18926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1 , mRNA 


XTX/f A'^OAAT 

NjV1_032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_0 18924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1 , mRNA 


NM_U32096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


XTXVf A 1 OOT? 

NM_0 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


XTHVT ATOAAC 

NM_032095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGBl), transcript 
variant 2, mRNA 


XTX >r A10A'^'> 

N JVl_u 1 8922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGBl), transcript 
variant 1 , mRNA 


XT\>f A'^OAOA 

NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


XT\>f A 1 OA'^ 1 

NM_0 18921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1 , mRNA 


XTAyf A'lOAOO 

NM_U3zUoo 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1, mRNA 


XTXjT AI/fAAyl 

NM_0 14004 


Homo sapiens protocadherin ganuna subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ 14868 (FLJ 14868), mRNA 


NM 032589 


Homo sapiens Dov^n syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


Ki\A ft 1 coon 
rMjvi_ui oyzu 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


xTxx f\ 1 om o 
NM_01891o 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1 , mRNA 


NJVl_032U5i 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM_01oyi7 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1 , mRNA 


NM_032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA , _ __ 


XTA >r AT^nrkO 

NM_032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


XTX M /\ 1 Ot\ t ff 

NM_0l8915 


Homo sapiens protocadherm gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1 , mRNA 


XTA A A'^ 1 AAO 

NM_031993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGAl), transcript 

variant 2, mRNA 


XTA >r A'^OAAO 

NM_U3209z 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGAl 1), transcript 

variant 3, mRNA 


XTX jf A 1 OA 1 O 

NM_0 18912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGAl), transcript 
variant 1 , mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGAl 1), transcript 
variant 2, mRNA 


XT* A A 1 OA 1 >l 

NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGAl 1), transcript 
variant 1 , mRNA 


NM_U32090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGAIO), transcript 
variant 2, mRNA 


XTXjf n 1 QO 1 1 

iNM_Ulo913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGAIO), transcript 
variant i, mivrNA. 


"MM niQi9n 

INiVl 


riomo sapiens proiocaQnenn oeia o v^urit>o ), miviNA 


MlVyf 01 $20 AH 


nomo sapiens proiocaunerin oexa / yrx^uriD i ), nuviN a 


XT\/f niRQ'^Q 

iNivi uioyjy 


oomo sapiens proiocaanerin oeia o ^^ri^uriijo j, mKTN a 


INlVl U1300!7 


riomo sapiens proiocaanerin oeia d yrK^vjrioj j, miviNA 


INM U107J0 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


XNJVl U107J/ 


riomo sapiens proiocaanerin oeia j ^rL/UoiJ j j, mtvJN a 


XTX/f niftO'^^ 

INM U1O7j0 


riomo sapiens proiocaanerin oeia z v^rdJMiJZ^, mKiNA 


JNJYl UUJ'fU 


Homo sapiens protocadherin beta 1 (PCDHB 1 ), mRNA 




riomo sapiens proiocaanerin oeia lo \jr\^\Jr\j5iO}y mxuNA 


fNM \JloyjJ 


Homo sapiens protocadherin beta 15 (PCDHB 15), mRNA 


JNM Uloyj4 


Homo sapiens protocadherin beta 14 (PCDHB 14), mRNA 


xr\/f n 1 QQii 

INM UloVJJ 


Homo sapiens protocadherin beta 13 (PCDHB 13), mRNA 


XTA/f n 1 

fsM Uio7JZ 


Homo sapiens protocaanerin beta iz (rCUHDlzj, mKJNA 


INM Uioyjl 


Homo sapiens protocadherin beta 1 1 (PCDHB 11), mRNA 


INM UioyJU 


Homo sapiens proiocaanerin oeta lu (rCUHDiUj, mKNA 


JNM UJloj/ 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 1 , mRNA 


InM UJioDO 


Homo sapiens protocaanerin alpha 8 (rCDHAo), transcript variant z, mRNA 


INM Uioyii 


Homo sapiens protocaanerin alpha 8 (rCDHAo), transcript variant 1, mRNA 


NM 0*^1 

i.>lVl 


nomo bdpiens proiocaanerin aipna / ^^r\^L/riA / j, iranscripi variani z, miviN a 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1 , mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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fNlVl Vjl^y/ 


oomo sapiens protocaanerin aipna 3 (rCL/riA3j, transcript variant 2, mKNA 


INIVI UI07UO 


riouio sapiens proiocaanenn aipna 3 L/UriA j j, transcript variant i , mKiN A 


INlVl Ujl'fyO 


oouio sapiens proiocounenn aipna z ^rcuriAz transcript variant 3, mKiNA 


iNM UJlHyj 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 




Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1 , mRNA 


IN IVl U J 1411 


Homo sapiens protocadherin alpha 1 (PCDHAl), transcript variant 3, mRNA 


fNM Uj141U 


Homo sapiens protocadherin alpha 1 (PCDHA 1 ), transcript variant 2, mRNA 


INM uioyuu 


Homo sapiens protocadherin alpha 1 (PCDHAl), transcript variant 1, mRNA 


INM UJIoOj 


Homo sapiens protocaanerin alpha 13 (rCDHA13), transcript variant 2, mRNA 


INM UloyU4 


Homo sapiens. protocadherin alpha 13 (PCDHA 13), transcript variant. 1 , mRNA - 


INM UJio4y 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


INM UjIoOh 


Homo sapiens protocadherin alpha 12 (PCDHA 12), transcript variant 2, mRNA 


INM Uj1o4o 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


INM UloVUJ 


Homo sapiens protocadherin alpha 12 (PCDHA 12), transcript variant 1, mRNA 


INM UJloOi 


Homo sapiens protocadherin alpha 1 1 (PCDHAl 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM UJloOU 


Homo sapiens protocadherin alpha 10 (PCDHA 10), transcript variant 3, mRNA 


XTlVyf Al 1 o^o 

NM UJlojy 


Homo sapiens protocaanerin alpha 10 (rCDHAlO), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA 10), transcript variant 1, mRNA 


XT"N>f A1 C/lOO 

NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM^031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18), mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMPl), mRNA 


NM030762 


Homo sapiens basic helix-loop-helix domam containing, class B, 3 (BHLHB3), 

D XT A 

mKNA 


NM_02303j 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACiNAiAjj transcript variant 2, mKNA 


XTAVf A 1/1 /I 0*7 

NM 0i44o/ 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM OzDzJy 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


XTA>f AO/I 0^0 

NM 0Z4oDy 


riomo sapiens nypotneticai protein rLJ2ioo/ (rLJ21oo /), mKNA 


XTTiyr AAACTC 
NM 000 J /D 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 00ji4o 


Homo sapiens neat snocK yOKL; protein 1 , alpha (HorL/A), mKNA 


XTA/f AAAOAA 

NM oooyou 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 02300/ 


Homo sapiens torKheaa transcription tactor rUAL2 (orbo), mKNA 


NM 022jjZ 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


XT\>f An 110 
NM 0221 ly 


Homo sapiens protease, serine, 22 (FKSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


XTX >r Aiozr^c 

NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


NM_02034o 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 

cotransporter), member 6 (SLC17A6), mRNA 


XTA/f AOAOAA 

NM_020309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporterj, member / (bLUi /A/;, mKNA 


XT\>f A'1 A 1 '2 1 

NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 01 7444 


Homo sapiens chromatin accessibility complex 1 (CHRACl), mRNA 


INiVl UIOZOU 


oomo sapiens zinc linger proiein, suDiamuy i a, z v^rieuosj ^^/-dNriN i azj, mKiNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDRl), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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iNM Uljz/4 


Homo sapiens polymerase (UNA airectedj, iamoda (rOLL), mKNA 


XTlVif f\f\1^'7^ 

MM UUizJj 


Homo sapiens tnyrogloDulin (lUj, mKNA 


INM UUiyOJ 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


XTA>f Ami CO 

NM UU/lJO 


Homo sapiens NKAb-related gene (DIS15jb), mRNA 


NM 007000 


Homo sapiens uroplakin lA (UPKl A), mRNA 


NM UUoy4/ 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM UUooVz 


Homo sapiens UNA (cytosine-5-)-metnyltransierase 3 beta (DNMT3B), mRNA 


NM OOo/oO 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKDl), mRNA 


J4M^0065.72. _ 


Homo sapiens guanine nucleotide binding protein (G .protein),-alpha 13 _ 
(uNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc fmger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM_004212 


Homo sapiens solute earner family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5 -decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 

mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homo log 1 (RAFl), 
mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIPl), mRNA 


NM 003627 


T T • J_ ^ 1 -1 /"T^^^T T \, T^ "VTA 

Homo sapiens prostate cancer overexpressed gene 1 (POVl), mRNA 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucm 9, oviductm) (OVGPl), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


TT • 1* T^ /y^y^VYT^X X T A 

Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mKNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
l)(ABCG5),mRNA 



350 



(400/104) 



NM UloJJi 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


XT A 4 1 O/l 1 o 


Homo sapiens nistone H2A.r/Z variant (H2A V), mKNA 


iMJVl_UUl<$y / 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 

//^CD/^/lX vv^DXT A 

(Corij4j5 mKNA 


XTAyf m 1 /ion 

iNIVl Uil4zU 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM UzUJyj 


Homo sapiens nypotnetical protein bBB 167 (LUC571 15), mRNA 


NM UIjVjo 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM UU4JJ / 


Homo sapiens nucleosome assembly protein 1-like 1 (NAPILI), mRNA 


NM U3J5U4 


Homo sapiens CAC-l (CAC-l), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motit) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNKIGI), mRNA 


NM 019009 


Homo sapiens Toll-interactmg protein (TOLLIP), mRNA 


XTA if f\tor\co 

NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTACl), mRNA 


NM_0 17443 


T T • 1 /TXX TAJ* *1 O/IT 1 '^X /T\y^T T^O \ 

Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


XT • % jTT XT^ 1 J. • /■* iTT XTC1\ T>XTA 

Homo sapiens MLN51 protem (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLRIO), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 


NM_0 13432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NM_003740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_0333 1 1 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM_033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM_016611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 

(KCNK4), transcript variant 1 , mRNA 


NM_033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM_004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM_022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variants, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1 , mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


XTX K AA^ C A \ 

NM 003541 


Homo sapiens H4 nistone tamily, member D (H4rD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


XTX if A A'^ C 

NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM \j\)OJDJ 


Homo sapiens rij nistone lamiiy, memoer r (rijrr ), mKNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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rioino sapiens Hi nistone lamily, memoer j (Hlr3j, mKNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


XT\>I t\f\1 CIA 


Homo sapiens H2A nistone lamily, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


NM__033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
.variant C, mRNA _ . 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcnpt 
variant B, mRNA 


NM_001228 


Homo sapiens caspase 8, gqjoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


XTIVVT riAlOOT 

NIVl_UUlZZ / 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


xj\4 nm nn^ 

INIVI UUlUUj 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein LIO (RPLIO), mRNA 


JNM UIJjOo 


Homo sapiens KrA-Dinamg trans-activator (K±> 11), mKNA 


XTAyf nrkO'*>0/C 

INM UUZzoo 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM uU5j3o 


Homo sapiens innibin, beta C (INHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
mKNA 


XTIiVf AA1 Gin 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


XTA>f AA 1 iCOO 


Homo sapiens arachidonate S-lipoxygenase-activating protein (ALOX5AP), 

mKlN/\ 


xT\/t 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


XTXyf AAAAQI 

INM UUUOoj 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


XT\/f AAA^QI 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NM_032404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM_006883 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA 


NM_000451 


Homo sapiens short stature homeobox (SHOX), transcnpt vanant SHOXa, 

T^XT A 

mRNA 


NM_00o47o 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 

subunit g (ATP5L), mRNA 


NM_006356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit a (ATP5H), mRNA 


NM 024oo3 


Homo sapiens hypothetical protein FLJ22729 (FLJ22729), mRNA 


NM_033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM_033453 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 

/'T'TT> A \ XT A 

(1 1 FA), mRNA 


NM 032144 


Homo sapiens RAdoC, member RAS oncogene lamily (RABoC), mRNA 


NM 0312VO 


Homo sapiens RA1333B, member RAS oncogene lamiiy (RAB33B), mRNA 


NM_022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


NM 016322 


Homo sapiens RAB 14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


NM_007066 


TT * J*!* /A%, 1 % A AlA*X*fl*1"A 

Homo sapiens protem kinase (cAMP-dependent, catalytic) inhibitor gamma 

(PKIG), mRNA 


NM_002732 


Homo sapiens protein kinase, cAMP-dependent, catalytic, gamma (PRKACG), 

~_nxT A 

mRNA 


NM_005055 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 1 , mRNA 


NM_032645 


Homo sapiens receptor-associated protein of the synapse, 43 kD (RAPSN), 

transcript variant 2, mRNA 


NM U3i3Uj 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM UlDloo 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPRl), mRNA 


NM ujuyo/ 


Homo sapiens keratin associated protein I.l (ICR! API. 1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


XTA X 1 O O C 

NM 031885 


T T • T> J ^ T^ ■ J 1 J /T\ T\ Cy^\ T* VTA 

Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


NM_007083 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 

/Tw TT TTNT^^ \ T^ X T A 

(NUDT6), mRNA 


NM_013317 


TT * \ A Til % * A % y A * /rry -■ A V 

Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 1, mRNA 


NM_006474 


Homo sapiens lung type-I cell membrane-associated glycoprotem (Tl A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo sapiens splicmg factor, argimne/senne-nch 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


NM_001954 


Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 2, mRNA 


XTX M A 1 ^ AA A 

NM_0 13994 


Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcnpt 
variant 3, mRNA 


NM_0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 1 , mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mKINA 


INIV1_UUjU4o 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


M\>t nn 1071 


Homo sapiens elastase 1, pancreatic (ELAl), mRNA 




Homo sapiens nypotnetical protein similar to CCj7943 (MuC14o3o), mRNA 


INM Ujj4zU 


liomo sapiens nypotnetical protein MuC4Uz2 (R321 o4 3), mRNA 


iNM UjJ4Uo 


Homo sapiens nj^Dotnetical protein MdCJzUj (MBC3zUj), mRNA 


inivi_u i4jyj 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 

\\JJ\rr i J, mivlNA 


NM uujyio 


Homo sapiens glycogenin.2 (GYG2), mRNA . _ _ _ _ _ 


INJVl UUIjUZ 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


iNM UUOjOZ 


Momo sapiens nuciear km A export lactor i (NAr i j, mKJMA 


INiVl UjjIjj 


Homo sapiens nuclear RNA export factor 5 (NXFS), transcript variant 5, mRNA 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


XTX>f nil 1 ^'5 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 




Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM UzzUjZ 


Homo sapiens nuclear RNA export ractor 3 (NXF3), mRNA 


NM_021b08 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 

n nn-l-i >1 nn In n4- n n n m-^'m .l4-^n^ ^^>.n ^ A / ^ tX T A n T'AN //^ ATX TT^A\ -.^ XTA 

acetylgalactosaminyltransrerase 9 (ualNAc-ly) (CjALNT9), mRNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


XTXyf A 1 HA 1 n 

NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNTS), mRNA 


XTA>f AA/l'^iCl 

NM UU4zOl 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPXl) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(P1K3C2G), mRNA 


NM_002o46 


Homo sapiens phosphoinositide-3-kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spinal cord-denved growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM_025208 


Homo sapiens spmal cord-denved growth factor-B (SCDGF-B), transcript 
variant 1 , mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


Homo sapiens BAIl -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (M0X2), 
mRNA 


NM_002245 


Homo sapiens potassium chaimel, subfamily K, member 1 (TWIK-1) (KCNKl), 

__T*XI A 

mRNA 


r>IM_UUjZ4 / 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


lNM_Ui4ZD0 


Homo sapiens UDr-OlcNAcibetaual beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor 1F2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_0 13445 


Homo sapiens glutamate decarboxylase 1 (bram, 67kD) (GADl), transcnpt 
variant GAD25, mRNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

5 (B3GALT5), transcript variant 5, mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM 033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NM_033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM_033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM_033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


NM_003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM_003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NM_00463 1 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotem 
e receptor (LRP8), transcript variant 1, mRNA 


NM_033300 


TT • 1 1 "jI* a * A 1j1 a ' £\ !• j» 

Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotem 
e receptor (LRP8), transcript variant 2, mRNA 


NM_0 17522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotem 
e receptor (LRPs), transcnpt variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


INM OjJJi/ 


Homo sapiens caveolin 3 (CAV3), transcript variant 1 , mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolm 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAVl), mRNA 


NM_033291 


Homo sapiens midlme 1 (OpitzABBB syndrome) (MIDI), transcript variant 2, 

mRNA 


NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NM_033274 


TT ' 1**j * 1 .lit A* \ /\ ^ 1 A * t A X 

Homo sapiens a disintegrin and metalloproteinase domam 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 1 9), transcript variant 1 , mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(rUUrRB), mKNA 


NMJJ\)Ol\)0 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(rUCjrKA), mKNA 


JNM^Uj JUlO 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


INM UUUO/o 


Homo sapiens adrenergic, alpha- ID-, receptor (ADRAID), mRNA 


iNM uuuo/y 


Homo sapiens adrenergic, alpha- IB-, receptor (ADRAIB), mRNA 


INM UUzO/!> 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


INM UJjZjU 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1 1 , mRNA 


INM UJJZ4y 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


INM [JjJZh/ 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


INM 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


INM UJJZHJ 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1 2, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


INM Uiiz4z 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha-! A-, receptor (ADRAl A), transcript variant 4, 

.^Tl XT A 

mRNA 


NM_033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAl A), transcript variant 2, 
mKNA 


NM_033302 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAl A), transcript variant 3, 

mKINA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukm 1, beta, 
convertase) (CASPl), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukm 1, beta, 
convertase) (CASPl), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratm, hair, acidic, 8 (KRTHA8), mRNA 


XTX if AA'^'^OA 

NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


XTX if AAACO^ 

NM_00052o 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KJ< 1 1 4), mKNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1 , mRNA 


XTIkif AAA^^I 

NM 00066 1 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPLIOA), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTIl), mRNA 


NM_021 196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 

mRNA 


NM 032241 


Homo sapiens ribosomal protein LIO (RPLIO), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 ^£>3CjN 14J, mlvNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


XT\>f 

INM UliJ/y 


Homo sapiens dipeptidylpeptidase 7 (DPr7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_00o057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM_000o48 


Homo sapiens chemokme (C-C motif) receptor 2 (CCR2), transcript vanant B, 
mRNA 


VTXiT A AAO O 1 

NM_0003ol 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 

mKJSIA _ _ _ _ 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 

mRNA 


NM_UU2oUo 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1 , mRNA 


XTAif (\f\^ \'yA 
JNM UU11J4 


Homo sapiens alpna-ietoprotem (ArP), mRNA 


lNM_UUUoi$U 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRAIA), transcript variant 1, 

mDXT A 
mJvlNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


XTlVyf 

INIVI UZUijJ 


Homo sapiens pnospnolipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


XTAyf A 1 0/10/1 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PrPlR12B), transcript vanant 4, mRNA 


NM_0321U3 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


XTAif AA0/I01 

N M_UUZ4o 1 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(rrr iKizrS), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTAl), mRNA 


XTA A AAiCAAC 

NM OUoOOj 


Homo sapiens Woltram syndrome 1 (woliramin) (WrSl), mRNA 


NM_0 15722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 

mKNA 


XTA 4 f\r\A 1 O /I 

NM UU4164 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_^014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (oLCoA7j, mKNA 


NM UUjoZj 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


XTAvf A 1 1A(\A 

NM U1j4U4 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


XTX jt AA*^ a OA 

NM_002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPP1R12A), mRNA 


XTX >r AAOO^O 

NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


XTXif A1 OATA 

NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNKl), mRNA 


XI\>I AO0 1 OT 
NM_U2zlZ / 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFNl A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 


NM 031433 


Homo sapiens membrane-type frizzled-related protein (MFRP), mRNA 


NM_022466 


Homo sapiens zinc finger protein, subfamily 1 A, 5 (Pegasus) (PEGASUS), 
mRNA 


NM_00432U 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, fast twitch 1 

(A 1 rzA 1 ), mKN A 


iNM UzlU4/ 


Homo sapiens zinc finger protein 253 (23*«IF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orr91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens uMP-CMP kinase (UMP-CMPK), mRNA 


NM_0 16066 


Homo sapiens glutaredoxm 2 (GLRX2), mRNA 


NM_0 16255 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


XTX K A 1 A^O 1 

NM_0 14781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 

/'VTA AAOA1\ mDXTA 

(ivlAAUzUJJ, mKN A 


NM U144oo 


Homo sapiens VbN 1 -like nomeobox 2 (VENTX2), mRNA 


NM OlJioi 


Homo sapiens transcription tactor-like 4 (TCFL4), mRNA 


XTX K A 1 O yl O 1 

NM 012481 


Homo sapiens zinc imger protein, subramily lA, 3 (Aiolos) (ZNFN1A3), mRNA 


NM UizziU 


Homo sapiens FUM (FOM121 rat homolog) and ZP3 lusion (POMZP3), mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (E1F2C1), mRNA 


XTXif f\(\ZQ ACi 

NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


-V TTk K f\f\ A C 

NM 004245 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKLl), mRNA 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORFl, 0RF2, and putative envelope protein (HSU88895), mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 

/"A K ■% ^ fW. ^ T A 

(Ml 60), mRNA 


NM 033326 


T T ■ ^ /T T ^ ^ ^X"* ^ ^ \ TX X. T A 

Homo sapiens Sox-6 (HSS0X6), mRNA 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM_033256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPF1R14A), mRNA 


XTX K A 0 "5 1 ^ 

NM 033213 


Homo sapiens hypothetical protein MGC 12466 (MGC 12466), mRNA 


XTXjT A'i^A^A 

NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

*mDXT a 

mRNA 


NM 032752 


Homo sapiens hypothetical protein MGC 15548 (MGC15548), mRNA 


NM 032686 


Homo sapiens hypothetical protem MGC13008 (MGC13008), mRNA 


XTXif A'3'^'3'71 

NM 032371 


Homo sapiens hypothetical protein MGC 154 16 (MGC 154 16), mRNA 


NM 032366 


Homo sapiens hypothetical protein MGC131 14 (MGC131 14), mRNA 


NM 032353 


Homo sapiens hypothetical protem MGC10540 (MGC10540), mRNA 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


TT • 1 A.1 ^* 1 J • T^T^ T^r^ ^ A T^/\ ^ A ✓T^T.r'T^r^ A^ A ^ AV TX X. T A 

Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA 


INM UjZZ4U 


Homo sapiens nypotneticai protem rLJziMy (rLJzJDiyj, mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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iNlvl UZ jZO / 


riomo sapiens nypotneticai protein MOCz /44 (MOCZ744), mKNA 


INIVI uzjudi 


riomo sapiens nypotneticai protein rLJziUzz (rLJzJUzZ), mKNA 


IN lYl UZH-y / 'f 


riomo sapiens nypotneticai protein rLJ i louu (rLj i loUU), mKNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


INM Uz4oUj 


Homo sapiens hypothetical protein rLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


NM 024042 


Homo sapiens hypothetical protem MGC2601 (MGC2601), mRNA 


NM 020535 


T T I'll 11* 11_l't*l A A_ i • 1 

Homo sapiens killer cell immunoglobulin-like receptor, two domams, long 
. cytoplasmic tailv 5. (KIR2DL5-), mRNA. _ . . _ . _ 


NM_02iy3y 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(rLJ22u41), mRNA 


iNM UzUoo4 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


JNJVl Ulo/ZZ 


Homo sapiens BWKl protem (HbA404617), mRNA 


INM UZUjy4 


Homo sapiens zinc imger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


XTX yr Aio^'^A 

NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


XTA >r A1 DC^O 

NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


XTAyf A10ACA 

NM OIoOjO 


Homo sapiens hypothetical protem FLJ 10298 (FLJ 10298), mRNA 


XTlV>f A1 OA1 A 

NM 018019 


Homo sapiens hypothetical protein FLJ10193 (FLJ10193), mRNA 


XrA>r Al^TiCAA 

NM_0 17609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mKNA 


INM UlOjJZ 


Homo sapiens selenoprotein a, 1 (bhrXl), mKNA 


INM UlOJoU 


Homo sapiens clone HQ0477 rKO0477p (LOC51204), mRNA 


iNM UIoUUz 


Homo sapiens CUl-4y protein (LUC510y7), mKNA 


XTA /f A 1 /! Q 1 '2 

INM U14yij 


Homo sapiens lvlAA0o63 protein (lvlAA0o63)5 mRNA 


NM U14/UU 


Homo sapiens K1AA0665 gene product (K1AA0665), mRNA 


NM U140oU 


Homo sapiens JsJAAOlOO gene product (KJAAOlOO), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM UU /ZZZ 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHXl), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


XTX >r AA^ZT'T? 

NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulm complex protem 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIMl), mRNA 


NM_0 14787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

member 1 (SLC28A1), mRNA 


NM_003141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 

±. A.* CIO A IT% \ /OO A 1 \ T^^VT A 

autoantigen SS-A/Ro) (SSAl), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 

A. • X ' ^ A 1 r»XT A 

transcript variant 1, mRNA 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 

transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


INM_UloUoj 


Homo sapiens cannabinoid receptor 1 (brain) (CNRl), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherln alpha cluster (PCDHA@) on chromosome 

5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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INMUUJoVj 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


INM UUO/o/ 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


INM U10ZU3 


nomo sapiens platelet oerivea growtn tactor c (rUOrC), mKNA 


iNJVl Ul /yij 


Homo sapiens Hspyo-associating relative or Cac37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM Uljioo 


Homo sapiens Rho u 1 Fase activating protem 8 (ARHGAP8), mRNA 


INM Ulzzoy 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 


Homo sapiens kinectin 1 (kinesm receptor) (KTNl), mRNA 


NM_001840 


Homo sapiens csmnabmoid receptor 1 (bram) (CNR 1), transcript variant 1, - - 
mRNA 


NM 014417 


Homo sapiens Bcl-2 bmdmg component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 3 
(GABRG3), mRNA 


XTX if AACT^O 

NM 005762 


Homo sapiens tnpartite motif-containing 28 (TRIM28), mRNA 


XT\ AICAA^ 

NM_0 15906 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 
mRNA 


XTX >r ATOA'^A 

NM_033020 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant beta, 
mRNA 


XTAyf A'20/101 

INM UJz4zl 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mRNA 


XTX >f A'5 A A t £ 

NM 031416 


Homo sapiens chromosome 18 open reading frame 2 (C18orf2), mRNA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protem (TP53TG3), mRNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBLl Y), mRNA 


NM 031951 


Homo sapiens NYD-SPl 1 protein (NYD-SPl 1), mRNA 


XTX jT A0A>I 1 A 

NM_020414 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDX24), 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


XTX Jl AA^^A^ 

NM 006707 


Homo sapiens butyrophilm-like 3 (BTNL3), mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


NM 001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_,000090 


Homo sapiens collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (C0L3A1), mRNA 


NM__033150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (C0L2A1), transcript vanant 2, 
mRNA 


NM_001844 


TT ■ t1 A TTtl*/"* A a1"j* 

Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (C0L2A1), transcript vanant 1, 

--^n XT A 

mRNA 


XTX if AOCO/IC 

NM 025245 


TT_ * T^ 11 11 * J. • A* /* A A /'T\T\'\J' A^. T^"VT A 

Homo sapiens pre-B-cell leukemia transcription factor 4 (PBX4), mRNA 


XTX if AAjI^jII 

NM 004342 


Homo sapiens caldesmon 1 (CALDl), transcript variant 3, mRNA 


NM 033157 


Homo sapiens caldesmon 1 (CALDl), transcript variant 2, mRNA 


NM 033140 


Homo sapiens caldesmon 1 (CALDl), transcript variant 5, mRNA 


XTXX nil 1 '5Q 

NM 033139 


Homo sapiens caldesmon 1 (CALDl), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALDl), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (N1F1E14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM_0 19849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM_033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYALl), transcript variant 2, 
mRNA 


NM_007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYALl), transcript variant 1, 
mRNA 


NM_006119 


Homo sapiens fibroblast growth_factpr 8 (androgen-mduced) (FGF8), transcript 
variant B, mRNA 


NM_033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NM_033164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant E, mRNA 


NM_033163 


Homo sapiens fibroblast growth factor 8 (androgen-mduced) (FGF8), transcript 
variant F, mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevm, beta (DTNB), transcript variant 1 , mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevm, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM_000777 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM_000764 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 1 , mRNA 


NM_030589 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 

polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM_000762 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 6 (CYP2Ao), mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM 03325o 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


TT_ • Jl_l*/X*11_ A A. 'a.' ^ a. /T TT^T T 1 \ T>X T A 

Homo sapiens winged helix/forkhead transcription factor (HFHl), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEXl), mRNA 


NM 022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NM_003773 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 1, 
mRNA 


NM 032794 


TT ? VTy^'N'^ A. ' /^JJ^f\^\ 'V T A 

Homo sapiens NG22 protein (NG22), mRNA 


NM_030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 

/TT l/" A T*\ .^nXT A 

(ILKAF), mRNA 


NM 025257 


Homo sapiens NCj22 protein (Nu22), mRNA 


XTA A A'^ AAA^ 

NM 020996 


Homo sapiens ribroblast growth factor 6 (FGFo), mRNA 


XTX X f\\ £.C A^ 

NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SluLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGFl 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGFIO), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM UUJ /oo 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 0021} 10 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) (FGF9), mRNA 


NM_03j21 J 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPP1R3F), mRNA 


NM_032741 


Homo sapiens l-acylglycerol-3-phosphate 0-acyltransferase 1 (lysophosphatidic 

acia acyitransierase, alpnaj (AOrAl 1), mKNA 


NM UzzlDz 


Homo sapiens rrl201 protein lrrl201), mKNA 


NM UjjZZj 


Homo sapiens CUB and dusni multiple domains 1 (CoMDl), mRNA 


NM_0 14505 


Homo sapiens potassium large conductance calcium-activated channel, 
suDiamuy m, oeta memoer 4 tKCNMt>4 j, mKNA 


NM 0JZ55y 


Homo sapiens kmesm protein (LUCo4o43}, mKNA 


NM yjljJy^ 


riomo sapiens zinc ringer protem lo (IvUa i) (ZNr loj, mKNA 


NM UUjjoo 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1 , mRNA 


NM UjZ/3o 


Homo sapiens torsin family 1, member B (torsin B) (TORIB), mRNA 


NM UJiOoy 


Homo sapiens nypotnetical protem MCjC13071 (MCjC13071), mRNA 


XT\/f A'^OOO'7 


Homo sapiens nypotnetical protein rLJ22o7y (rLJ22o7y), mKNA 


XTA/f A 1 /I ^AA 
NM U14DUO 


Homo sapiens torsin lamiiy l, memoer d (torsm d) (lUKlrJj, mKNA 


XT\>f A^AOAA 

NM oioyoo 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM UJO/jo 


Homo sapiens oxysterol binding protein 2 (OSBP2)5 mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 01o225 


Homo sapiens nomolog or C. elegans smu-1 (SMU-1), mRNA 


XTA>ff A 1 idO< 

NM 016265 


Homo sapiens Kruppel-Iike tactor 12 (KLF12), mRNA 


XTAvf c\r\n^ ACS 
NM UU7z4y 


Homo sapiens Kjuppel-like ractor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM_006411 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyitransterase, alpha) (AOrATl), mKNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


XTAyf AAAOOC 

NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 

(CjOr 1 1), mKNA 


XTAVf A'S '3 1 OO 

NM 033196 


Homo sapiens pnospnatidylinositol glycan, class S (PIGS), mRNA 


XTAif AAOA'^A 

NM_002y20 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

(KrA4j, mKNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM OloOlS 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tripartite motif-containmg 5 (TRIM5), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant gamma, 
mRNA 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 

«^r> XT A 
mKNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 

RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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Homo sapiens nypotneucai protein rLJl4yio (rLJ 14^36), mKNA 


iNm 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 

(AdCC 1 1 J, mKJNA 




Homo sapiens nypotnetical protein rLJ 14936 (rLJ 14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


NM 021727 


Homo sapiens ratty acid desaturase 3 (FADS3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-hke 4 (ELOVL4), mRNA 


NM "015162 


Homo sapiens lipidosin (BGl), mRNA 


NM_02117o 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 

protein (luRr), mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
(NUDT4), mRNA 




Homo sapiens pleckstrin homology domain-containing, family A 
(pnospnomositiae Dinding specitic) member i (rLblCHA3), mRNA 


JNM uiozyj 


Homo sapiens nypotnetical protein rLJ loyy / (rLJ luyy /), mRNA 


fNM_ui jyy4 


Homo sapiens ATPase, H-i- transporting lysosomal (vacuolar proton pump), 
memoer m \ f\ i rOM mivJN a 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 




Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA 


INM UloiUy 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


INM U1jj4D 


Homo sapiens G protein-coupled receptor (02 A), mRNA 


INM UlzzZo 


Homo sapiens pilin-like transcription factor (PILB), mRNA 


INM_UUOooO 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsuon suDunit (^Ai rDiij, mKiNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1 , mRNA 


INM UJZ04J 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 0ijl4i 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM U2Uojo 


Homo sapiens ribro blast growth tactor 23 (rur23|, mRNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 1, 

mKJNA 




Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 3, 

ml? XT A 


INM UjZIUZ 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NM_033I36 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 2, 

♦vkDXT A 

mKiNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLECIO), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


XTA A AT 1 OA 

NM_033180 


Homo sapiens oltactory receptor, family 51, subfamily B, member 2 (OR51B2), 

•mOXT A 

mRNA 


XTlVvf 

NM_U33 1 ly 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 

*^DXT A 

mKJNA 


INIVI Uj J I/O 


l^r^tnn csmi^nc /1/\tiV\1i» lirtTvi^/\f%/w A. (^WY\[ wil^XTA 

nuiiiu Dapicii2> uuLtDic nomcoDOX, h- miviN/\ 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type 11 (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

^jvrA*fJ, mr\JN/\ 


VT\yf ftOA^^l 
INIVl VZ'tJDi 


rioino sapiens nypoineticai protein rL»JZi4jZ ^rL»jzi43zj, ihkna 


fNJVl UZIojU 


riomo sapiens cnromosorne i u open reauing irame z (i^i uoriz ), mKN A 


iNM ui /y /Z 


Homo sapiens nypotnetical protein rLJzUooy (rLJzUoo9), mKN A 


INM_UZUJVo 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLWl), mRNA 


fNIVl UiU03 / 


Homo sapiens iiDroDlast growtn tactor zz (rOrzz), mKN A 


iNM U IV 1 1 J 


riomo sapiens iiDroDlast growtn tactor zl (rOrzlj, mKNA 




Homo sapiens nypotnetical protein.rLJzUooy (rLJZUoo9-),-niKN A 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NiVl_0 15960 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


XTXvl A 1 CQ1 A 


Homo sapiens zinc imger protein 226 (ZNFzzo), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHDl), mRNA 


NM_00709o 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


XTIiiT A AO A AT 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1 , Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM Uzz 143 


Homo sapiens NAul4 protein (NACj14), mKN A 


INM UUjzyz 


Homo sapiens u protein-coupled receptor lo (uFKlo), mRNA 


INM UUiJ/1 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


INM_U1ZZ /O 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
1 M Qomain j, memoer 4 yiLi i / j, mivN a 


xi\4 nionoo 


riomo sapiens inauciDie i-ceu co-siimuiaior ^ii^Uoj, mivJNA 


NM 032447 


Homo sapiens fibrillins (KIAA1776), mRNA 


XT1V4 AO/1 A IT 
INM UZ4U1 / 


Homo sapiens nomeo box r>y (HUArsy), mKNA 


NM 019558 


Homo sapiens homeo box D8 (H0XD8), mRNA 


XTA/t A 'J OTTO 

NM UJzi /y 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


XTlVyf AO/i^AA 

NM Uz4oyU 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_0 18558 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 
mRNA 


NM_014452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NM_006545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPRzL), mRNA 


XTIkif AAOAO 

NM_0U5398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 
(rFrlKJC), mKNA 


XTAif AAiC^>K 

NM_UU004D 


Homo sapiens serologically detined colon cancer antigen zo (oDCCAOzo), 

ml? XT A 

mrvJNA 


NM UjZoUU 


Homo sapiens nypotnetical protein rLJi4jZj (rLJi4jZ!)), mKNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


XTAyf A1 T/IAO 

NM U1j4UZ 


Homo sapiens tatty acid desaturase 1 (FADo 1 ), mKNA 


INIYl UJi^'ZO 


riomo sapiens nypomeiicai proiein rL<j 14jZj v^l»ji4dzjJ, mivNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l ,3,4,5)P4-bmding protein) (GAPl IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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XTAA A 1 CnO>1 

NM Ul!>yo4 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


XTXif A 1 iCI Ci£ 

NM Ulol5o 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


NM_00ooo7 


Homo sapiens progesterone receptor membrane component 1 (PGRMCl), 

mRNA 


XTIk/f AA^'^ 1 O 

NM UUd312 


Homo sapiens nuclear receptor co-repressor 2 (NC0R2), mRNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4. (ARHGEF4), 
transcript variant 2, mRNA 


NM_0 15320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1, mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanme nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mRNA 


NM_004723 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 

.«nxT A 

mRNA 


XTAif AAylTAiC 

NM_0U470o 


Homo sapiens Kno guanine nucleotide exchange lactor (GEF) 1 (ARHGEFl), 
mRNA 




Homo sapiens ribosomal protein bzo (RrS26), mRNA 


NM 001030 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1 ) (RPS27), mRNA 


XT"N>f AA1AOA 

NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (1451cD) (RFCl), mRNA 


NM_005o85 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 

variant 2, mRNA 


XTAyf AAC 1 IT 

NM 0051 17 


Homo sapiens iibroblast growth lactor 19 (Fur 19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKCl), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


TT * 11 A_ "irTILI /y^/^T /'A1\ T^XTA 

Homo sapiens collagen, type VI, alpha 1 (C0L6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 032943 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


NM 006932 


Homo sapiens smoothelin (SMTN), mRNA 


NM_000411 


Homo sapiens holocarboxylase synthetase (biotin-[propnonyl-Coenzyme A- 
carboxylase (ATF-nyarolysing)J ligase) (HLCS), mRNA 


XTA if A'5ATTT 

NM_030777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 0 
(SLC2A10), mRNA 


NM 022897 


Homo sapiens RAN binding protein 17 (RANBP17), mRNA 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM_020041 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 

\oL\^J,i\y)^ mKJNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEFIO), 
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mRXIA 
mix IN A. 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


MAX AHA^Afi 
INIVI UUDjOo 


Homo sapiens cell growth regulatory with ring finger domain (CGR19)j mRNA 


rNM UU^o^l 


Homo sapiens KAb protein activator like z (RAbALz), mRNA 


INlVi UU4 1 1 J 


Homo sapiens tiDroDiast growtn lactor 14 (rOr 14), mKNA 




Homo sapiens lurr>-inaucea lactor (1 ALh lamily nomeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 

mKJNA 


fNM UUOU'l/ 


Homo sapiens KNA Dinding motir protein 12 (RBM12), mRNA 


INiVl UJzOoo 


. Homo sapiens ring imger protein 28 (RNF28), mRNA - 


INJVl UjU/00 


Homo sapiens apoptosis regulator BCL-u (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mKNA 


VTNyf n 1 1 
JNM U1j041 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


XTA>f A 1 Q 1 /i ii 


Homo sapiens aecol alpha torm z (rLJlOj/o), mRNA 


INM UjZUIj 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 

^LAr 1 M4A j, mKJNA 


INM UZU4lj 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


INM UZUjjo 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


INM UUjooZ 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


vr\>r A1A<0'5 
JNM__U10DZJ 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRFl), 

ml? XI A 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


XTA4^ AA/;o/;0 

INM UUOoOZ 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


INM uuo//y 


Homo sapiens L.dc4z eiiector protein z (Cbrz), mRNA 


INM uuozyz 


Homo sapiens tumor susceptibility gene 101 (1 SGI 01), mRNA 


INM UUo44y 


Homo sapiens Cdc42 eiiector protein 3 (CEP3), mRNA 




Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 

mDXT A 

mKJNA 


XJM AAA7T5 
INM UUO / IZ 


Homo sapiens r Ao i Kinase Aa i Jv), transcript variant l , mKJNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


iNM UZjUyo 


Homo sapiens r AS 1 kinase (FAS 1 K), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIFl), mRNA 


INM UUJ / /U 


Homo sapiens keratm, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


XT* if Arv>i/\zro 

NM_0Q4068 


Homo sapiens adaptor-related protem complex 2, mu 1 subunit (AP2M1), 
mRNA 


XT* if AAiCOAO 

NM_00ooU3 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 

mDXT A 

mKNA 


iNM_UUj4yo 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 

*v»DXT A 


INM UjZVol 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


INM ujzyou 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


INM VjZy /y 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


INM ujzy/o 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 




nuiiiu bcipierii> uybiroDrevin, aipna \\j i in/\^, iranscripi varieuii aipna, mxvJNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTNI, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM_024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mKNA 




Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1 , mRNA 


NJY1_U14Uj / 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variants, mRNA 


XTAVf n 1 iC 1 CO 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


NM_032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 

transcript variant D, mRNA . _ _ - 


NM_032976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 

transcript variant C, mRNA 


NM_032974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 
transcript variant B, mRNA 


NM_001230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 
transcript variant A, mRNA 


NM_032992 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


NM_00i22o 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


NM 033133 


Homo sapiens 2',3'-cyclic nucleotide 3' phosphodiesterase (CNF), mRNA 


NM U33125 


Homo sapiens organic cation transporter 0KB 1 (0KB 1 ), mRNA 


NM_02U34V 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 

mKJNA 


XT\4 nr^n<i/in 

INM UUUD4U 


Homo sapiens ryanodine receptor 1 (skeletal) (RYRl), mRNA 


XTA/T A 1 AO'S A 


Homo sapiens syntaxin lo (bl aIo), mKlNA 




riomo sapiens iviaau iy5 gene proouct (RIAAU /yj j, mKiN A 




Homo sapiens vav 1 oncogene (VAVl), mRNA 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


INM UiJUoy 


Homo sapiens ADu-90 protein (ADu-90), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDACl associated repressor protein (SHARP), mRNA 


NM_032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcnpt variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 1 , mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68C, mRNA 


NM_UUlZZ4 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSFl 1), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamiiy, member 1 1 
(TNFSFl 1), transcript variant 1 . mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBll), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial PNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NM_03299o 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


XTiv/f AO'inni 
NM_U32y91 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM U33Ud1 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCRl), mRNA 


XTX jT AO'^AA'^ 

NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


XTXiT A'^'^AA^ 

NM_03300o 


Homo sapiens death effector filament-formmg Ced-4-like apoptosis protem 
(DEFCAP), transcript variant D, mRNA 


XTX >r A'^'^AAC 

NM 033005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(UbrCAr), transcript variant A, mRNA 


NM_014922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(UiirCAr uanscnpi variant r>, mKNA 


INM UUUUoo 


Homo sapiens collagen, type I, alpha 1 (COLlAl), mRNA 




riomo sapiens tenascm Ab ( l Nad), transcript variant XB, mRNA 


JNM UjjUjO 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

mKNA 


NM UJJUzo 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM UZloU/ 


Homo sapiens secretory protem obCo (obCo), mKNA 


NM U2U13/ 


Homo sapiens OKlr-associated protein 1 (uKAbPl), mRNA 


XT\>f A 1 < 1 "J ^2 

NM_U1D1 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 

(^iVIArrwOlr J ), HIKNA 


NM U14UUO 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMGl), mRNA 


NM uziyi4 


Homo sapiens cofilin 2 (muscle) (CFL2)j mRNA 


NM UJZDZU 


Homo sapiens nypometicai protein caddoIo^ (i^ADDolo4j, mKNA 


NM VjZyZj 


Homo sapiens nypotneticai protein moL/IoUzd (MOdou25), mKNA 


TsIM n'?9017 

IMIVI U JZr7 1 / 


nuiiiu bapiciid iiypumciiLai proicin iviov-^zoh-o ^ivivji-'Zo'f 0 rnjviN/\ 


NM 032868 


Homo sapiens hypothetical protein FLJ 14981 (FLJ 14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ 14529 (FLJ 14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC 15631 (MGC 15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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iNlVl UjZOOO 


tiomo sapiens nypoineiicai protein MOC4 / / 1 (MOL.4 / / 1 ), mKN A 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


INM I / 


Homo sapiens nypotnetical protein MCrC4549 (MuC454y}, mRNA 


JNM UjzjZO 


Homo sapiens nypotnetical protein MCjC4o1o (MCjL4o1o), mRNA 




Homo sapiens nypotnetical protein MCjd0y74 (MCjCluy74), mRNA 


INIYl UjZZol 


Homo sapiens nypotnetical protein Dlvr^p547J03o (DKxZp347J03o), mRNA 


1N1V1_U1 JOjU 


Homo sapiens microtuDuie-mteractmg protein that associates with lRAr3 (Mlr- 

T'^^ mPMA 

1 jj, mi\JN/\ 


INIVI UJl*fo/ 


Homo sapiens nypometicai protein MOL/4oU4 (MoC4oU4j, mRlNA 


iNM Uj14/U 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA - - 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


XT"\>r n'2 1 7 1 
NM UilZlj 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


INM U312Uo 


Homo sapiens hypothetical protein DKFZp56oJ2046 (DKFZP5o6J2046), mRNA 


INM Ujuyz4 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3)5 mRNA 


INM UiUoZ4 


Homo sapiens hypothetical protein FLJ 14356 (FLJ 14356), mRNA 


INM_UiUoJl 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
memoer 21 (oLC2jA21 ), mRNA 


INM UZ'f J / 1 


Homo sapiens nypometicai protein rLJ22y4U (r LJ 22y 4 U), mRNA 


INM UZJU13 


Homo sapiens iviaau4 i / gene product (Iv1AAU4 i /), mRNA 


IN M UZ*f 1 U J 


Homo sapiens hypothetical protein moL/2o1 j (MLrU2olj), mRNA 


MM n'irt^7ft 

INM \)j\Jj lo 


Homo sapiens hypothetical protein MOL/4uy3 (MOC4uy3 j, mRNA 


MM ft 1 Aft 1 ^ 
IN M U 1 4U 1 J 


riomo sapiens m y protein (^m y Lt/j, mKJN a 


MM ft7^nQ/l 
INM yjLJyjy^ 


Homo sapiens hypothetical protein rLJ22lo4 (rLJ22lo4), mRNA 


MM n7^ft7» 
iNM UZ jU/O 


Homo sapiens hypothetical protein tLJZZj /o (tLiJZZj /o), mRNA 


MM 09^0^1 
iNM UZjUOi 


Homo sapiens nypometicai protein rLrJ2j42U (rLJ2342U), mRNA 


MM n7/lQA7 
iN iVl UZ470 / 


Homo sapiens hypothetical protein rLJi io3 / (^rLJ I lo3 /), mRNA 


MM ft7/18Q» 
INiVl UZ4 070 


Homo sapiens hypothetical protein r lj 22 / j / (^rLJ22 /j / j, mRNA 


MM ft7AR77 
INiVl uZ*fo / / 


Homo sapiens nypotnetical protein rLJiJ203 (rLJi32oj), mRNA 


MM 07477/; 
iN iVl UZ'f / ZO 


Homo sapiens nypotnetical protein tLjzzjZ / (rLJ22j2 /), mRNA 


MM ft7471Q 
iNiVl UZ4/17 


Homo sapiens nypometicai protein rLJ224/4 ^rLJ224/4)5 mRNA 


MM ft7A/;ftn 
INM UZ40UU 


Homo sapiens hypothetical protein rLJ2Uoyo (rLJ2Uoyo), mRNA 


MM n7/i^nfi 

INM UZ4DUO 


Homo sapiens hypothetical protein MUCio/yo (MUdU7yo), mRNA 


'W\A A7/H/I 1 
INM UZ4j4i 


Homo sapiens hypothetical protein MCjC4U54 (MCjC4054), mRNA 


iNM UZ4U04 


Homo sapiens hypothetical protein MLrC5io3 (MCjC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


INM UZJU/o 


Homo sapiens hypothetical protein rLJ 13852 (FLJ 13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM U22o42 


Homo sapiens hypothetical protein FLJ22969 {FLJ22969), mRNA 


NM U22/3/ 


Homo sapiens hypothetical protein FLJ 13055 (FLJ 13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr (hLJ 13046), mRNA 


NM_022437 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 

0\/AO/^/^0\ **-»DXT A 

2 ) (AdCOo), mRNA 


XTAyf ri77 1 'I C 

NM U221j^ 


Homo sapiens popeye protein 2 (P0P2), mRNA 


NM_U22U00 


Homo sapiens likely ortholog of mouse ubiquitin-conjugating enzyme E2-230K 

(ii2-23UK), mRNA 


MM 01S4Rft 


l-frkmr% cani«>nG n^r^tin /'D1^P'7P^AAT)^fiAA^ mPXTA 

nuiiiu bapiciib ncwiin j £jSrjOvD\Jo^D), itiivIn /\ 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIPIO), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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INM UzUZZ4 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp547014o), mRNA 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


NM 019012 


Homo sapiens phosphomositol 3-phosphate-bindmg protem-2 (PEPP2), mRNA 


NM 01oo35 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM_0 18687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 

r> XT A 

mKNA 


NM_0 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HbA250303), mRNA 


XTXyf A1 < 
INM U1o04j 


Homo sapiens hypothetical protein Hbb6 (HhS6), mRNA 


NM yi /yo/ 


Homo sapiens hypothetical protein rLJ20850 (FLJ20850), mRNA _ _ 


XTXyf Al TOl A 
NM Ul /y 14 


Homo sapiens hypothetical protein rLJ20640 (rLJ20640), mRNA 


NM Ul /yuj 


Homo sapiens hypothetical protein rLJ20623 (FLJ20623), mRNA 


NM Ul / /ZZ 


Homo sapiens hypothetical protein rLJ20244 (FLJ20244), mRNA 


NM Ul /OOo 


Homo sapiens Lib 1 -interacting protem NUDbl, rat homolog (NUUbl), mRNA 


NM Ul /OlO 


T_T^M>*^ ^- . - J 1 . 1 * 1 CT TOAAA/i /T^T TOAAA>l\ — Tt "V T a 

Homo sapiens hypothetical protein rLJz0004 (rLJz0004), mRNA 


XTKyf A 1 Q 1 Q < 

NM UloloJ 


Homo sapiens hypothetical protein rLJ 10704 (rLJ 10704), mRNA 


XT\>f Al OAT/I 

NM UloU/4 


Homo sapiens hypothetical protein FLJ10374 (FLJ10374), mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


XfXif Al OA>IA 

NM 018049 


T T - _ * ^ 1 x\ % • T^T T 1 AO A^ /T^T T1AOAT\ nXT A 

Homo sapiens hypothetical protem FLJ 10297 (FLJ 10297), mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ 1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protein FLJIOI 16 (FLJIOI 16), mRNA 


NM 016S10 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_016434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin mducible transcription repressor-2 
(GIOT-2), mRNA 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

n XT A 

mRNA 


XTX>r Al COAT 

NM_0 15897 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mKJNA 


XTA A A 1 < Q 1 
NM UlOJOl 


Homo sapiens bCMl (L(JC51z95), mRNA 


NM Ul04/y 


Homo sapiens hypothetical protein (LUC51z4o), mKNA 


XT\>r A 1 /^A HA 

NM U 104/4 


Homo sapiens hypothetical protein (L(JCMz44), mKNA 


JNM uiouy4 


Homo sapiens HbrC04Z protein (L(JC5l izz), mKNA 


NM UlDy4Z 


Homo sapiens uoi-iz protein (LUCjIOOI), mKNA 


NM Ulo4/j 


T T^«^ ~ On-MIAMO W'< rMA4-VkA4-4n<-k1 MWr^'fAIM /UOT>/^Ol^\ T) XT A 

Homo sapiens hypothetical protein (HorCzli), mKNA 


NM U104j/ 


Homo sapiens protem Kinase L)2 (rlvDz), mRNA 


XTXif Al ^ 1 1 1 

NM UlOl 1 1 


Homo sapiens K1AA0683 gene product (K1AA0683), mRNA 


XTlVyf Al A(\ACS 

NM U14U4y 


T T ^ ^ nr\-^\r>.v%.t^ XTT^T^AAO mm^^-^^^^m /XTT>T^AA0\ .^T^XT A 

Homo sapiens NrDOOz protein (NrD002), mRNA 


XTAiT Al ACMi'J 

NM 014963 


Homo sapiens KIAA0963 protein (K1AA0963), mRNA 


XTlVvf A 1 CCT 1 

NM U1j3/1 


¥ T ^ .-II ^ ^ M O T TA >f 1 ^ ^\ ^ /OTTO T> 1 \ 1** XT A 

Homo sapiens SUMO-1-specitic protease (SUSPl), mRNA 


XT\ A Al Anon 

NM 014789 


TT_._-^_ I/'T A A A^OO — _ — _ J —A /TXT A A A/'00\ _.^T>XT A 

Homo sapiens K1AA0628 gene product (KIAA0628), mRNA 


NM U14/14 


T T „ "W TA AACAA — ^ ^ . . ^4- /l/" TA AACAA\ T> XT A 

Homo sapiens K1AA0590 gene product (K1AA0590), mRNA 


XTA yf AlylTCO 

NM U14758 


T_J^.« A «»m! r^^y^ T/"TA AA'^C/I ^^^^ J., ^4. I A A AO C A\ ..^T^XT A 

Homo sapiens K1AA0254 gene product (K1AA0254), mRNA 


NM 014065 


T T ^ ^ T TT'AA 1 ^ — /T TT^AA 1 \ Tl X T A 

Homo sapiens HTOOl protein (HTOOl), mRNA 


IN IVl U 1 *T 1 / U 


nomo sapiens riorV-'ijj protein \^rioi:^Lxi jj^, ituvxn/\ 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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JNM UU/UoO 


Homo sapiens AND-1 protein (AND-1), mRNA 


fNM UUO/Ul 


Homo sapiens similar to S. pombe diml+ (DlMl), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


rswi uuo4// 


Homo sapiens RAS-related on chromosome 22 (RRr22), mRNA 


MM UUoUo/ 


Homo sapiens tubulin, beta, 5 (1 UBB5), mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


XTXyf AAC01 C 

NM 005ol5 


Homo sapiens Kruppel-type zinc linger (C2H2) (ZKl), mRNA 


NM_005ol7 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protein) (TIP47), mRNA 


XTA >f AACOA1 

NM 005801 


Homo sapiens putative translation initiation factor (SUH), mRNA 


NM_005»37 


Homo sapiens P0P7 (processing of precursor, S. cerevisiae) homo log (RPP20), 

mKJMA 


NM 005776 


Homo sapiens coraichon-like (CNIL), mRNA 


XTA if AAylAOA 

NM_U04970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(lurALb), mRNA 


NM 004945 


Homo sapiens dynamin 2 (DNM2), mRNA 


NM U04Zo3 


Homo sapiens RABiD, member RAS oncogene ramily (RAB3D), mRNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
(22kD, FDSW) (NDUFBIO), mRNA 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


XTA if AA>IOT7 

NM 004877 


Homo sapiens glia maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETRlOl), mRNA 


VTA M /\/\ A f\ A A 

NM_004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


XTA Jff AA >l *> 1 ^ 

NM_004315 


TT-> ^ ■ ^VT 1 • 1 / 'J 'J \/AdAT T\ 

Homo sapiens N-acylsphmgosine amidohydrolase (acid ceramidase) (ASAH), 
mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STXIO), mRNA 


XTA >r AA*^ 1 1 A 

NM 003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SPlOO), mRNA 


"VTA M AA/\f A^ 

NM_000543 


Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 
sphingomyelinase) (SMPDl), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NM_002807 


Homo sapiens pioteasotne (prosome, macropain) 26S subunit, non-ATPase, 1 
(PSMDl),mRNA 


VTA iT T/\ A 

NM_002704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue-activating peptide III, neutrophil-activating 
peptiae-2) (FFBF), mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COLl A2), mRNA 


XTA if AAI^O^ 

NM_00l687 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, delta 
subunit (ATP5D), mRNA 


XTA>r AOAI^O 

NM OzOloo 


Homo sapiens p21(CDKNlA)-activated kinase 6 (PAK6), mRNA 


XTA A'^'^^C'? 

NM 032657 


Homo sapiens hypothetical protem MGC 10442 (MGC 10442), mRNA 


NM_032571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3), 

tnPMA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMESl), mRNA 


NM 015093 


Homo sapiens TAKl -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (0RNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMNl), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ 10774 (FLJ 10774), mRNA 
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iNM Uz4o J / 


Homo sapiens beta-galactose-3-O-sulrotransierase, 4 (uAL3ST-4), mRNA 


XTXyf 1 1 

NM Uz4ol / 


Homo sapiens nypotneticai protein rLJ134U9 (rLJ 13409), mRNA 


INJYl_UzU/yo 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


INM UIjZoj 


Homo sapiens methionine adenosyltransferase II, beta (MAT2B), mRNA 


XTXA A 10011 

JNM UlZ/Jl 


Homo sapiens rK domain contammg z, with ZNr domain (rKUMi), mKJNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM UlDdOO 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM^O 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (Ki A AOoo 1 ), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NM_022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens WiUiams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCRl), 

transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(P0LR2J), transcript variant b, mRNA 


NM_032958 


TT— •— 1 /T*'V T A \ TT ^T^'V TAJ" aJ\ t A T/'1'*<^1 "l^X 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(PULR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 

(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasmmogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1 , mRNA 


NM_033013 


TT * t ^1^*1* T TT^h « T^\, 

Homo sapiens nuclear receptor subfamily 1 , group I, member 2 (NRl 12), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NRl 12), 
transcript variant 1, mRNA 


NM_022002 


TT * 1 W TTX 4 TAX, 

Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NRl 12), 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCRl), 
transcript variant 1 , mRNA 


NM_032408 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZIB), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZIB), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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IN iVl U 1 Z 1 J 6 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 




rionio sapiens cenironiere protein r (jjU/4UUicjj, tnitosinj ^CbNrrJ, mKNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


INM UJzUjZ 


Homo sapiens zinc ringer protein z7o (ZNrz/o), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM UizUDU 


Homo sapiens zinc ringer protein 278 (ZNr278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1 , mRNA 


NM_033003 


Homo sapiens general transcnption factor II, i (GTF2I), transcript variant 5, 
mRNA 


NM_U01518 


Homo sapiens general transcnption ractor . II, 1 (GTF2I), transcnpt variant 4, 
mRNA 


XTA >r A'J'^AAI 

NM_033001 


Homo sapiens general transcription factor II, i (GTF2I), transcnpt variant 3, 
mKNA 


XT\>r All AAA 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 

ml} XT A 

mKNA 




Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1 , 

mDXT A 
mKNA 


xT\yr n AO on A 


Homo sapiens KU KNA-Dinding protein (KJJrSrj, mKNA 


XTAvf An07^^ 
fNlVl UUZ/DD 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


INJYI UUoj4/ 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


INM UUlOil 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


XTAyr A0 1 1 < 1 
iNM Uzl 1 j1 


Homo sapiens carnitine 0-octanoyltransferase (CROT), mRNA 




Homo sapiens pnospnoiipase Az, group IVB (cytosolic) (rLAz04B), mRNA 


XTAVr AAAlOil 

iNJYl_UUUlz4 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


XT\/t AOA 1 

INM UzUIj/ 


Homo sapiens otorapiin (UlUK), mKNA 


XTXif Al QO 1 '5 

JNM UloJlJ 


Homo sapiens polybromo 1 (FBI), mRNA 


XTlV>f A 1 O 1 


Homo sapiens polybromo 1 (FBI), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM_U12139 


Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
(UbLObr), mKNA 


XTAyf AAOA/il 
INM UU/UOl 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM UUDj ty 


Homo sapiens myosin lA (MYUl Aj, mKNA 


NM__000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide z (LYrzIAz), mKNA 


XTTVyf AAAAAl 
NM UUUUOJ 


Homo sapiens complement component 2 (C2), mRNA 


NM U14U/0 


Homo sapiens mitocnonanal ribosomal protein LI 3 (MKrLI3), mRNA 


XTA/T AO 110^ 

NM Uzll34 


Homo sapiens mitocnonanal ribosomal protein Lz3 (MRPL23), mRNA 


XTA/T A0AO/1Q 

NM_UzUz4y 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromDospondin type I motir, y (ADAM l by), mKNA 


NM UloUy4 


Homo sapiens oi to o pnase transition z (Oor iz), mKNA 


XTX/f A 1 /1 1 fi A 
NM U141oU 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


XTAVT A 1 CO OC 

NM U153o5 


Homo sapiens SH3 -domain protein 5 (ponsm) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


xjivyf AAA IK 
NM UUUIJJ 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (P0LR2F), 

mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_0329o5 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
Y A 1 J J, transcript variant 3, mKN A 




Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 5 
(^oi^iAijj, iranscnpi variant i , nvKN A 


NM_032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


XT\>r f\f\nnci 


Homo sapiens Z.W 10 mteractor (ZWIN F), transcript variant 1, mKN A 


NM 032997 


Homo sapiens ZWIO interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOCl), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_0 14456 


Homo sapiens progranmied cell death 4 (neoplastic transformation inhibitor) 

trUCU4), mKNA 


iNM UU4iy/ 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


XTlVVf A ATI 1 /I 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (otCoJLj, mKNA 


INM UUOoUS 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


XT\yf AA1ATC 

NM UUlUZo 


Homo sapiens rioosomai pro tern ozd (Krozj), mKNA 


XTXyf AAIAOT 

NM UUlUzz 


Homo sapiens nbosomal protem S19 (Krbl9), mKNA 


NM 001021 


Homo sapiens ribosomal protein SI 7 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPSlo), mRNA 


NM 001018 


Homo sapiens ribosomal protein SI 5 (RPS15), mRNA 


NM 001017 


Homo sapiens nbosomal protein SI 3 (HPS 13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA hehcase Ql-like) (RECQL), transcript 
variant 1 , mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NM_021128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) II (DNA directed) polyf)eptide I (I4.5kD) 
(P0LR2I), mRNA 


NM_006232 


T T * 1 ^ T A X TT y^^^ ¥A 1* IX 1 /T^^^ V A «- "WX 

Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide H (POLR2H), 
mRNA 


XTX JT AA'>^A^ 

NM_002o95 


TT • 1 /T^'V T A \ TT ^T^^ ¥ A J • a fX 1 1 "f^ / ^ \ X 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


XTX if /\f\AO/\C 

NM_004805 


TT_ ' 1 y'T^'V T A X TT XT^'V T A !• a IX 1 a^ t T^ /T^^^T T^ ^ T^ X 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 

(T^rW DOAN maOXT A 

(rULKzA), mKNA 


NM uuiyo/ 


Homo sapiens ets variant gene 6(1 bL oncogene) (h 1 Vo), mKNA 


iNivi yjjzy ID 


iiomo sapiens proiocaunerin zz v^ri^urizz j, xranscnpi variani c, mKiN a 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-protocadhenn (brain-heart) (PCDH7), transcript variant c, 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_002559 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mRNA 


MM UlOJoU 


Homo sapiens protocadhenn 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDHl), transcript variant 2, 

•mDXT a 

mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant d, mRNA. . . 


NM 032968 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant b, mRNA 


X TIL if /^OOrtffA 

NM_032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript vanant 2, 
mRNA 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


NM_006575 


Homo sapiens mitogen-activated protem kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NM_002587 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDHl), transcript variant 1, 
mRNA 


NM_004759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1, mRNA 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPlCArK2), transcript variant 2, mRNA 


XTXvT Anc 1 < 
INM UiZMj 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKL), mRNA 


XTAyf A 1 < 1 an 

NM DID loo 


Homo sapiens K1AA0027 protein (MLCl), mRNA 


NM_U01795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 

rvkDXT A 

mivJNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


XTXvf AAITA'^ 

NM uui /yj 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1 , N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDHl), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1 , mRNA 


NM_032459 


Homo sapiens signal transduction protem (SH3 containing) (EFS2), transcript 
variant 2, mRNA 


XTA A /\T^ 1 

NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant II, mRNA 


XTX ;f AlCylTO 

NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MB 1 ), transcript vanant 1, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1 , mRNA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


xjA^ Aoo/i/;/; 
INM UJZ'fOO 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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XTXyf A'^ 1^11 

NM 031311 


Homo sapiens carboxypeptidase, vitellogenic-Iike (CPVL), mRNA 


NM 022766 


Homo sapiens RNA binaing motif protem 15 (RBM15), mRNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NM_0 14330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 

(PPP1R15A), mRNA 


NIvI 014522 


Homo sapiens protocadhenn 1 1 (PCDHl 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTMl), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (P0LR2G), 
mRNA 


NM_000938 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B .(140kD) - 
(P0LR2B), mRNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 


Homo sapiens estrogen receptor bindmg site associated, antigen, 9 (EBAG9), 
mRNA 


XT* K f\t\C 111 

NM 0051 1 1 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZLl), mRNA 


NM_004381 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBLl), 

mKNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4 A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 023937 


Homo sapiens mitochondrial nbosomal protem L34 (MRPL34), mRNA 


NM 022567 


T T • J 1 • TX r^r\ T> "VTA 

Homo sapiens nyctalopin (NYX), mRNA 


NM_022467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NM_0 16557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHKl), mRNA 


XTX H t\ \ £.1 \ 

NM 016116 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASBl), mRNA 


NM 016115 


TT_ 1 • A JO y^rf^ O 1 '>/'Ar^ ^ \ "r> ■VTA 

Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 014398 


Homo sapiens lysosomal-associated membrane protein 3 (LAMPS), mRNA 


NM_0 14434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NRl),mRNA 


NM_004860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


NM 006850 


Homo sapiens mterleukin 24 (IL24), mRNA 


XT* M /\f\.^ F A ■% 

NM 006541 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


XTX M t\/\ A ^ 

NM_004662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcnpt 
variant 1 , mRNA 


XT* K t\f\t\t\^(\ 

NM_000029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


XT* if C\r\At\Cf\ 

NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflanmiatory factor 1 (AIFl), transcript variant 3, 
mRNA 


NM_032955 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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NM_031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 

/'Tt>TAl\ »*-»DXTA 

(^IKIAI ), niKJNA 


NM_U3 Izol 


Homo sapiens immunoglobulin super&mily receptor translocation associated 2 

/'TRTA'7^ mT?XTA 
niKINA 


JNM^UUU / o / 


Homo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


iNiVl UZUIOj 


riomo sapiens posirepiicauon repair protem nKAUisp ^kauioJ, niKJNA 


INM UUl / lU 


Homo sapiens B -factor, properdin (BF), mRNA 


INM UzlcSUU 


Homo sapiens J domain containing protein 1 (JDPl), mRNA 


INM 


Homo sapiens tumor endothelial marker 1 precursor (TEMl), mRNA _ _ 


INM UUOO /Z 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 

(^oLv^ZZA / ), ITLKIN A 


INM UU0J7O 


nomo sapiens aiUDiquiiin {^udu), mKNA 


INM 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


INIVI U 1 I'ryj 


riomo sapiens seo^jj ^^rioiviN Aoiio niKN a 


INM UUIOjZ 


nomo sapiens aiKaune pnospnaiase, placental (^Kegan isozymej {jKLirr)^ nuvNA 


INM Ij 


riomo sapiens oexa luouiin i, ciass vi (^i uotsi ), itikna 


INM UZUOHj 


riomo sapiens cnromosome 1 1 open reaaing irame lo [s^i lornoj, niKiNA 


NM 020644 


Homo sapiens chromosome 11 open reading frame 15 (Cllorfl5), mRNA 


INM UzUo4z 


Homo sapiens chromosome 1 1 open reading frame 1 7 (C 11 orfl 7), mRNA 


INM UzUzUl 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM UU/1 Id 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
UbrllJ, mKJNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (ClorfZ), mRNA 


XIAif AA/C 1 AC 

NM_UUo1Uj 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 

/TTD A »-»-»DXTA 

(tirACj, mKNA 


INM / 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


XTAif AAIOIT 

INM UUlZlJ 


Homo sapiens chromosome 1 open reading frame 1 (CI orfl), mRNA 


XTAyf f\(V^1^A 

INM_UUZij4 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTDl), 

mPXT A 

mtvINA 


INM UUj*f7Z 


Homo sapiens chromosome X open reading frame 1 2 (CXorfl 2), mRNA 


INM WJ fy f 


Homo sapiens embryonic ectoderm development (EED), mRNA 


XTA/f AlOO/C-^ 

INM UjZoOj 


riomo sapiens nypomeiicai proiein rL*j i^yz / i^rLJ i^vz / ), itlkina 


INM UjZoIj 


Homo sapiens hypothetical protein FLJ 14624 (FLJ 14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ 14437), mRNA 


XTA>f A'JO'^CC 
INM UjZjoj 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


INM UJzZiy 


Homo sapiens nypotnetical protein rLJzijl 1 (rLJzJM 1), mKNA 


XT\/f A10A10 

INM VjZViz 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


XTA/r A^ 1 00*^ 

NM OilVzz 


U^m^ MnM^AMfi DAT DDI m«.a<«-a2«« /T l^OCiOCAX «mDXT A 

Homo sapiens KALBPl protem (LUCo3ojy), mKNA 


XTA/f A^ 1 OAA 

NM_u31oyO 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 

rv%DXT A 

mKNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame lA (C17orfl A), mRNA 


XTA/f f\'J(\OAA 

NM UJUy44 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


XTA/f AlAOAiC 

NM UJUoUo 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


XTA4 Ci^OlQCi 

INM uju/yu 


oomo sapiens nypoineiicai proiein cuauo {K^uf^vo), itikina 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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INM Uzzloi 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


INM UzzlU/ 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM OOo/ol 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open readmg frame 4 (C3orf4), mRNA 


NM UIZZOJ 


Homo sapiens chromosome 22 open reading frame 3 (C22orG), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 1 1 open reading frame 14 (CI lorfl4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl), mRNA 


NM 018555 


Homo sapiens zinc finger protein 331; zinc finger protein 463 (ZNF361), mRNA 


XTA >f AIAIA^ 

NM 019106 - 


-Homo sapiens septin 3 (SEPTS), mRNA - . _ _ 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM OZOJ /4 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orG), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


XTA X AOAI'^A 

NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


XT\ >r AIACA^ 

NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


XT\ if AIAA^'^ 

NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


XTX >r AioAcz: 

NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


XTA jT AITCO^ 

NM 017586 


Homo sapiens chromosome 9 open readmg rrame 7 (C9ori7), mRNA 


XTl^ /f A 1 OZ' A 1 

NM 018691 


Homo sapiens chromosome 5 open readmg frame 3 (C5orG), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading fi^me 10 (ClorflO), mRNA 


NM_0 15927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(TGFBlll), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM 016348 


Homo sapiens chromosome 5 open readmg frame 4 (C5orf4), mRNA 


XTIi iT A1 i< A AA 

NM_0 14009 


Homo sapiens immune dysregulation, polyendocrmopathy, enteropathy, X- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 open reading fiame 5 (C6orf5), mRNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl ), mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorfS), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orE5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open readmg frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, S, 150kD (TAF2S), mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame lA (C17orflA), mRNA 


NM_005967 


Homo sapiens NGFI-A binding protein 2 (EGRl binding protein 2) (NAB2), 
mRNA 


NM_005966 


Homo sapiens NGFI-A bindmg protein 1 (EGRl bindmg protem 1) (NABl), 
mRNA 


NM 005003 


Homo sapiens Wolt-Hirscnnom syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (CSorfl ), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7), mRNA 


NM_00095o 


Homo sapiens prostaglandin h receptor 2 (subtype br2), 53 kU (FlCjbR2), 

niKJNA 


NM OOIjoO 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


VTXyf AA1 CQC 

NM UUlDoj 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl)5 mRNA 


NM 001Z14 


Homo sapiens chromosome 16 open reading frame 3 (C16orG), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfS), mRNA 


NM 003475 _ 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGTl), 
mRNA 


NM_0 13291 


Homo sapiens cleavage and polyadenylation specific factor 1, 160kD subunit 
(Crbr 1), mRNA 


XTAvf A 1 y1 ^ AA 

NM 014500 


T_Ta.^^ nf^^'.^^n "LJ'T\7 'TAT' r,.^^^lCl^ C^^*-^.^ 1 /TUT* A TCr?1 \ .^DXT A 

Homo sapiens HIV lAl speciiic tactor 1 (HTATSrl), mRNA 


NM_0055o7 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 

(LOALojDrj, mKJNA 


NM 005/1 1 


Homo sapiens bur -like repeats and discoidin l-like domains 3 (bDlL3), mKNA 


NM 010593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEAIO), mRNA 


XTX >f A'^ 1 A /< A 

NM 021049 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


XTA A A 1 A^ AO 

NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class 11 associated) (B INL2), mRNA 


XTlV>f A 1 OAAO 

NM 018002 


Homo sapiens oxidation resistance 1 (OXRl), mRNA 


NM 013392 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


NM_01239o 


Homo sapiens pleckstrin homology-like domain, family A, member 3 

(roLUAj j, mKJNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEAl 1), mRNA 


XTA if AO^^QA 

NM 0Z4490 


Homo sapiens A l rase, Class V, type lOC (AlrlUC), mKJNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALPl), mRNA 


XTlVif A 1 

NM 01o655 


Homo sapiens lens epitnelial protein (LbiNbr j, mKNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


XT1V4 AA/CAAA 

NM 006099 


Homo sapiens protein inhibitor or activated STAT3 (P1AS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protem L12 (MRPL12), mRNA 


NM 016239 


Homo sapiens myosin XVA (MY015A), mRNA 


NM_005094 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 
(SLC27A4), mRNA 


XTX A A 1 C ATT 

NM_0 15077 


Homo sapiens sterile alpha and HEAT/Armadillo motif protein, ortholog of 
Drosophiia (SARM), mRNA 


rNivi uiJZjy 


riomo sapiens proiein pnospnaiase za Kua reguiaiory suDunii ^ri\*f o rruxiN a 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNBl), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBPl), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEAl 2), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mKNA 


XTXVf 

1NJV1_UJZ4Uz 


Homo sapiens protocaanenn gamma subiamily C, 3 (PCDHCjC3J, transcript 
variant z, mKNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCDl), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM_031894 


Homo sapiens ferritin, heavy pplypeptide-like 17 (FTHL 17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 

-^T> XT A 

mRNA 


XTA JT AAylilOA 

NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 
mRNA 


XTliyf AA1 00*7 


Homo sapiens crystallin, beta Bl (CRYBBl), mRNA 


XT\/f AACOAO 

rsIM UUdzUo 


Homo sapiens crystallin, beta A 1 (CRYBAl), mRNA 


XTIVA (\(\ 1 OOQ 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


iNM_Uz213z 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 

rviPXT A 


JNIYI UUlZoo 


Homo sapiens chloride intracellular channel 1 (CLICl), mRNA 


INIVI UZiOZ4 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


JNlVl ujzdz/ 


riomo sapiens nypotneticai protem rLJi4y/z (ivlAAlo4 /j, mKNA 


xjiv>f nn^<iiAn 

JNM UUjjOU 


Homo sapiens laminin, alpha 5 (LAMAS), mRNA 


jNivi ujzyji 


riomo sapiens nypotneticai protein Moci Jziy (Moci Jziyj, mKNA 


JNJVl UjZyZ4 


riomo sapiens nypotneticai protein MLrdoU4U (MLrdou4Uj, mKNA 


iNJvi ujzyzu 


riomo sapiens nypometicai protein MLr\^i jo /j (MOCIDo /3), mKNA 


fNM UjZyij 


riomo sapiens nypotneticai protein MLrL/i44j<> (MLjd44jojj mKNA 


iNivi u^zoyj 


riomo sapiens nypomeiicai protein MOv^i*rJ3o (^MLrt^i^jJOj, misJNA 


iNlVl UJZooy 


riomo sapiens nypomeiicai protein moci uuo (^mltCI i jUoj, mKNA 


INJVI KjoZoVj 


riomo sapiens nypomeiicai proiem rL,j i4ojy ^rLrJi^ojyj, mivNA 


XT\^ 070709 
iNlVl \JjZ/yo 


riomo sapiens nypomeiicai proiein tlj i^ju^ ^^ri^j ihjVj ), mKNA 


iNivi Ujz/yj 


riomo sapiens nypotneticai protein ri^j i44yu (rL^j i44yuj, mKNA 


INM Ujz/yi 


riomo sapiens nypometicai protein rLJ 144/ / (rLJ 144 / /j, mKNA 


INM U3z/oy 


Homo sapiens hypothetical protein FLJ 14464 (FLJ 14464), mRNA 


fNJVi ujz /oy 


riomo sapiens nypotneticai protein MOL/lozlz (MLrClozlz), mKNA 


INM U3z/oU 


Homo sapiens nypotneticai protein MOCl4yoo (MuC14yoo), mKNA 


NM VjZoyO 


riomo sapiens nypotneticai protein MOClzzoz (MUdzzoz), mKNA 


KJ\A ni7A^<* 
fMm U3Z003 


riomo sapiens nypometicai protem mljU4o4U ^mijU4o4U), mKNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC10600), mRNA 


NM Uizojj 


Homo sapiens hypothetical protein MuC 10997 (MGC10997), mRNA 


IN IVi \Jjz.DZ>J 


nomo sapiens nypomeiicai urain proiein myun-u ^^ivi i U4U ), mtviN a 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like3(ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADFK1L2J, mRNA 


NJVl_UU->44/ 


Homo sapiens peptidylglycine alpha-amidating monooxygenase COOH-terminal 
inieracior amci j, mKiN A 


1NJYI_UUU1 J / 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 


INJVl UUlOOO 


tionio sapiens crysiaiiin, mu ^^v^kymj, niKiNA 


INIVI UJZOUo 


oomo sapiens nypoineticai protein DKi2jri2.i (h>Rl2jH2.l), mKJNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 




Homo sapiens connexin 62 (CX62), mRNA 


INM {jjZjyo 


Homo sapiens testes aevelopm_ent-relatea NYD-SP20 (N YD-Sr20), mRNA 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


iNM UizDoI 


Homo sapiens down-regulatea by Ctnnbl, a (DRCTNNBIA), mRNA 




Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 
similar to riz.Z2/resistin-liKe protem (HACrz), mKNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 




Homo sapiens emopamil binding related protein, deltaS-delta? sterol isomerase 
reiatea protein (i^DKi'), mKiNA 


INM UjZjOI 


riomo sapiens rivoi protein (xiVUi mKJNA 




Momo sapiens r I43 protein (r 143), mKlNA 




Homo sapiens inner mitochondrial membrane peptidase 2 like (IMMP2L), 
mj\JN/\ 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


INM UIjUoU 


Homo sapiens neurexin 2 (iNKXN2), mRNA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBMIO), mRNA 


NM 032526 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


NM 032483 


Homo sapiens HTPAP protein (HTPAP), mRNA 


NM_032094 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mKJNA 


XTKVf AAnK 

INM_UU3 fjj 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 

variant 1 , mRNA 


INM Ujioo/ 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHLl), mRNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXBl), mRNA 


INM UUoVoO 


Homo sapiens melanoma antigen, ramily D, 1 (MAGEDl), mRNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGECl), mRNA 


NM_002375 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1, 
mRNA 


XTIk if A'iAAO'^ 

NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4, 
mRNA 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3, 
mRNA 


NM_030884 


Homo sapiens microtubule-associated protem 4 (MAP4), transcnpt vanant 2, 
mRNA 


NM_002374 


Homo sapiens microtubule-associated protem 2 (MAP2), transcript variant 1, 
mRNA 


XTli A A^ 1 O >l ^ 

NM_031847 


Homo sapiens microtubule-associated protem 2 (MAP2), transcript variant 4, 
mRNA 




Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3, 

mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGFIO protein (MEGFIO), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_0 13453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
memoer ai (.orAMAAi mKiSA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 




Homo sapiens Cdc4z eiiector protem 4; bmaer ot Kno CiTPases 4 (CEP4), 
mRNA 


INM uuiuiy 


Homo sapiens nbosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens nbosomal protem S18 (RPS18), mRNA 


NM^005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 

r> XT A 

mKJNA 


NM_032010 . 


Homo sapiens microtubule-associated protein 1 B (MAP 1 B)j transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM__0313o6 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


Nm_031364 


TT • 11 X T'^ r 11 ^ f 1 A .J* X ✓ ✓"^ T ^ A ^X 

Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 

variant 1 , mRNA 


XTA>f A1 1 O/CI 

NM_U312oJ 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3 , mRNA 


XT\>f f\1 1 OiCO 

iNM_Uj 1202 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


XTiiyf (\iriA\A 
INM UJZ'H'r 


Momo sapiens proKineiicin i precursor ^rKUJvi j, mKJNA 


xjiv/r nn'JO 1/1 
INM UUJZ14 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


INM UIjOIj 


Homo sapiens JjJvrZir4J4JxUyi protein (rALj, mKNA 


INM UjUO^j 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


INM UZ2U04 


oomo sapiens nypotneticai protein rLJlzjoj (rLJlz5o5), mKNA 


XT\^ AITCTI 

INM ui /y / 1 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


XTAyf A 1 y1 A^A 

NM U14UjU 


Homo sapiens mitocnondnal nbosomal protem L42 (MRPL42), mRNA 


XTAyf AAAAl/l 

NM UUUU14 


Homo sapiens alpna-2-macroglobulin (A2M), mRNA 


NM UU4oyi 


Homo sapiens mitochondrial nbosomal protem L33 (MRPL33), mRNA 


NM 004oo4 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


XTA>f AAAytC/l 

NM_UUU454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
laciultjj (buui), mKNA 


INM Ujzjyi 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


INM UJZjOJ 


Homo sapiens riciLrZ proiein ^^ritiiLfZ j, mKfN a 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC 14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 



(400/104) 



XTTV/T moon 


Homo sapiens nypotnetical protein rLJ2335o (rLJ23356), mRNA 


xT\/f niooon 
INM Ujz2/U 


Homo sapiens nypotnetical protein rLJ222o3 (rLJ22283), mRNA 


VTX>f A'^OOIO 

INM ujzziy 


Homo sapiens nypoineticai protein tLMZZoy (rLJz22o9), mKNA 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


XTKyf n'500Al 

iNM UJzzUi 


Homo sapiens nypotnetical protein rLJ21423 (FLJ21423), mRNA 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


NM 032173 


Homo sapiens hypothetical protein FLJ 12747 (FLJ 12747), mRNA 


NM_032157 


Homo sapiens hypothetical protein FLJ 11531 (FLJ 11531), mRNA 


NM_032150 


Homo sapiens hypothetical protein DKFZp434P1735 (DKFZP434P1735), 
mRNA _ - - - - 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protem DKFZp762K2015 (DKFZp762K2015), 

XT A 

mRNA 


NM 015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NM_0 15235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 

£^ A . Ty^'T A A AZ'OA -^a * A A A^OA\ T»Tk.T A 

64; KlAA0o89 protein (K1AA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


XTX A A 1 yl ^AA 

NM 014599 


Homo sapiens EH-domain containing 4 (EHD4), mRNA 


NM_014411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


XTX >r A ATI AO 

NM 007148 


Homo sapiens zinc finger protein 179 (ZNF179), mRNA 


NM__0072oo 


Homo sapiens XPA binding protein 1 ; putative ATP(GTP)-binding protein 
(N i rUr), mRNA 


NM UUoilJ 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


XTX /f AACOTT 

NM 005277 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


XTX vT AA1 A'ye\ 

NM 001439 


Homo sapiens exostoses (multiple)-hke 2 (EXTL2), mRNA 


NM 001287 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


XTX if A'^ 1 tt\A 

NM_021194 


Homo sapiens solute carrier family 30 (zmc transporter), member 1 (SLC30A1), 
mRNA 


NM_0139oO 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSRl), transcript variant 

bWa-D, mKNA 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


NM 005617 


Homo sapiens ribosomal protein SI 4 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box B13 (H0XB13), mRNA 


NM 000990 


Homo sapiens ribosomal protein L27a (RPL27A), mRNA 


NM 005821 


T T • "V ^ TT^ ^ \ 'VTA 

Homo sapiens NBR2 (NBR2), mRNA 


NM_003483 


TT ■ 1*1 « *%* M g \ * M 1 IX J • • /* V 

Homo sapiens high-mobility group (nonhistone chromosomal) protem isoform I- 

C (HMGIC), mRNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNRIB), mRNA 


NM 005958 


Homo sapiens melatonin receptor lA (MTNRl A), mRNA 


NM 004739 


Homo sapiens metastasis-associated 1-like 1 (MTAILI), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 




Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mKNA 


NM_UU5yoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


XTXiT AA>IOiC£ 

NM 004^00 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


XT\>f A'JOAD'J 

NM UjzUyj 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPLl), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPLl 1), mRNA 


NM_005520 , 


Homo sapiens heterogeneous-nuclear ribonucleoprotein HI (H) (HNRPHl), 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPAO), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


XTX jT A'5 1'^T^ 

NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


XTX if A'i 1 1 ^ 

NM 031313 


Homo sapiens alkaline phosphatase, placental-hke 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBPl), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholmesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IID (debnsoqume, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


Nm_031862 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovanan 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcmoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_03 1 243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


NM_U3 1 1 J / 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPAl), 
transcript variant 2, mRNA 


XTlVyf nAOCO< 

NM UOyjoj 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 5, mRNA 


XTX H A'9 1 Off A 

NM 031850 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 3, mRNA 


NM 00068S 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


NM_00oo41 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) recqptor 6 (CCR6), transcript variant 1, 

mitlNA 




Homo sapiens KDrl-like protein (BCAA), transcript variant 2, mRNA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), transcript variant 1, mRNA 


INIYl UU42ol 


Homo sapiens BCL2-associatea athanogene 3 (BAu3), mRNA 


NM_032048 


Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILrN-2), 

mKNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo sapiens kringle-containing transmembrane protein; kringle-coding gene 

marking tne eye and tne nose (KKbMbN), mKNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


JNM U32041 


Homo sapiens neurocalcin delta (NCALD), mRNA 


NM_032039 


Homo sapiens hypothetical protem DKFZp7olD021 1 (DKFZP761D0211), 
mRNA 


NM U32U3o 


Homo sapiens spinster-like protem (LOC83985), mRNA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fiicosidase, alpha-L- 1, 
tissue (MGC1314), mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma I , Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_020630 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3, mRNA 


NM_016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1 , mRNA 


NM 006187 


Homo sapiens 2'-5'-oligoadenylate synthetase 3 (100 kD) (0AS3), mRNA 


NM_002535 


Homo sapiens 2-5 -oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(L 1 BR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPAl), 

transcript variant 1 , mRNA 


NM 001885 


Homo sapiens crystallin, alpha B (CRYAB), mRNA 


NM_015139 


Homo sapiens UDP-glucuronic acidAJDP-N-acetylgalactosamine dual 

transporter (Uul RbL7), mRNA 


INM_Uz4j jj 


Homo sapiens fibronectin type 3 and SPRY domain-containing protein (FSDl), 

XT A 

mRNA 


XTA/f A1'7Q/i'7 


Homo sapiens molybdenum cofactor sulfiirase (HMCS), mRNA 


NM Ul /yj4 


Homo sapiens pleckstrin homology domain interacting protein (PHIP), mRNA 


NM Ul04y2 


Homo sapiens nomolog ot yeast MOGl (MOGl), mRNA 


NM U1416J 


Homo sapiens nomolog oi yeast MUul (MOGl), mRNA 


NM UJlyoj 


Homo sapiens naspin (GoG2), mKNA 


XTAA All AO 

NM \j5\yjZ 


Homo sapiens NYD-brlo protein (NYD-SPlo), mRNA 




riomo Sapiens jvspj / proiein ^^jvor j / j, miviN/\ 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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INM UiiyJo 


Homo sapiens putative b,D-carotene-9 ,10-aioxygenase (B-DIOX-II), mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 

maDXT a 

mKNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 

mKNA_ _ _ _ ^ - - _ - 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanme-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 

//"I A X*^XT^^\ - OXT A 

(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 

//^ A /^XT/^'lX OXT A 

(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


XTIkA A'^IOO^ 

NM_03 1 000 


Homo sapiens potassium voltage-gated chaimel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


INM KjZVyyZ 


Homo sapiens ruz ana lim aomain i (eiiin) (rUL,lMl j, mKiMA 


NM U314U/ 


Homo sapiens upstream regulatory element binding protein 1 (UREB 1 ), mRNA 


NM 030582 


Homo sapiens collagen, type XVIII, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

A /T> A A T A \ T> VTA 

4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


XTX M AA 1 A A^ 

NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

1 (d41jAL1 1), mKNA 


XTXir A1 A A CI 

NM 014451 


Homo sapiens PTH-responsive osteosarcoma B 1 protein (B 1 ), mRNA 


NM UJlzoj 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM Uj1Zo4 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 01 / /I / 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


XTX >l A1AOCC 

NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcmm bmdmg protem 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokme (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 

•%nI>XT A 

mKJNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 

mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein SIO (RPSIO), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
{CYP19), transcript variant 2, mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript vetriant 1, mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 2 (CYPI1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 

11 1\1 11 1*/ r T~> 4 ^\ r\ 'VTA 

hydroxylase), adrenal hyperplasia (CYP17), mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 11 -beta-hydroxylase), 
polypeptide 1 (CYPllBl), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (CYP3A4), mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEFl), 

^T^XT A 

mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo sapiens xylosylprotein betal ,4-galactosyltransferase, polypeptide 7 
(galactosyltransferase I) (B4GALT7), mRNA 


NM__006668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46), mRNA 


NM_000781 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYPl lA), nuclear gene encoding mitochondrial protein, mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motif) receptor 1 (CCRl), mRNA 


NM_031492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC 10871), mRNA 


XTX Jf AO 1 i1 OO 

NM 031488 


Homo sapiens hypothetical protein DKFZp7olI141 (DKFZP761I14I), mRNA 


XTX K AO 1 A ^(\ 

NM__031469 


TT • OTTO J • t_ • J' \ A. • 'J '1- A • 1*1 

Homo sapiens SH3 domam bmdmg glutamic acid-nch protein like 2 

/OUOTi/^TiT 'OX .^T>XT A 

(SH3BCjRL2), mRNA 


XTX A A0 1>l^0 

NM 031468 


Homo sapiens calneuron 1 (CALNI), mRNA 


XTX K AO 1 A 

NM_0314o2 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024), 

tviPKT A 


XTXif (VI 1 A CO 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


XTX/f AO 1 /I /I C 

NM UJ144j 


Homo sapiens nypotneticai protein MUC4zoo (MvjC4zoo), mKJNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindm (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ 12783 (FLJ 12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


TT * 1 I'll** A t ^ M M'W ^VT^X 

Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE), 
mRNA 


NM_031413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 
mKNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase IC (class I), gamma polypeptide 
(ADHIC), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADHl A), 
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mRNA 


MM_U1oo3j 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
( 1 Ar2), transcript variant 2, mRNA 


NM_000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(1 Arz), transcript variant 1, mRNA 


XT\>f AAACO'S 


Homo sapiens transporter 1 , A rr-binding cassette, sub-iamily B (MDR/TAP) 

/'TAP1^ mPXJA 


VT\/f f\f\AfinQ 

INM \)\)w/o 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 

/'PPP^ mPXTA 

^riir ), mrvlN A 


-NM 031308- 


Homo sapiens epiplakih 1 (EPPKl), mRNA 




Homo sapiens nypotnetical protein MuC2577 (MCjC2577), mRNA 


NM 012480 


Homo sapiens zinc finger protein 73 (Cos 12) (ZNF73), mRNA 


NM_0j08o1 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 17 (72kD) 
(DUX 17), transcript vanant 2, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 17 (72kD) 
(DUA 1 7), transcript variant 1 , mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 0004/8 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VIIB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_0 16166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 

(UUArSr 1 j, mKNA 


XTAyr A 1 ni 
INIVI Uloj/i 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


XT\yf AO/1 1 


Homo sapiens tryptase oeta 2(1 rar>z), mKN A 


NM 003294 


Homo sapiens tryptase beta 1 (TPSBl), mRNA 


XTA>f AO 1 -J 1 A 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 

^^r V 1 ), mrsJNA 


>j\/f ATI 'I no 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


XT1i>f m 1 '5 A A 


Homo sapiens nypotnetical protem MCjC23o3 (MCjC23o3), mRNA 


inm__Uj izy / 


Homo sapiens nypotneticai protein DivrZp7o 1 H 1 7 1 0 (DKx Zr76 1 H 1 7 1 0), 


VT\/f All 087 


riomo sapiens nypotnetical protein MUCilJi (MOL/jIjj), mKNA 


INIVI UjlZoO 


riomo sapiens oHiDUKLj-iiKe protein (oHJoLjlvLi), mKNA 


INIVI UjlZoD 


LJ<vrv«/v fi/;k«%«A«^o l^«/«^/^-fl^/&4-i 1 v%«>i^4-A<M DDI AC^ /DDI A^^\ M^D XT A 

Homo sapiens nypotnetical protein rriUD / (rr iuj /), mKNA 


VTAyf Al 1 OTQ 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


XTKif A1ACAA 

NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 017422 


TT ? 1 ^ J 1" 1*1 1 * A • /^^T <^TV\ TV"V T A 

Homo sapiens calmodulm-hke skin protein (CLSP), mRNA 


XTX >f AACACZ: 

NM_00595o 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
meinenyiieu anyuroioiaie cycionyaroiase, lormyuexranyoroioiaie synmeiase 
(MTHFDl), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXASl), transcript variant TXS-II, mRNA 


NM_0Oi061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXASl), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mKNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 01)3833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 _ 


Homo sapiens kinesin-like 1 (KNSLl ), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFAl), nuclear gene encodmg mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C18), mRNA 


NM_0 17778 


Homo sapiens Wolf-Hirschhom syndrome candidate 1-like 1 (WHSCILI), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhom syndrome candidate I -like 1 (WHSCILI), 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


. Homo sapiens ferredoxin 1 (FDXl), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, 0 (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, 0 (PTPRO), 
transcript variant 4, mRNA 


NM^030667 


Homo sapiens protein tyrosine phosphatase, receptor type, 0 (PTPRO), 
transcript variant 1 , mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


XTK4 AA1'3CiC 

NM_yUl JDO 


Homo sapiens UbAD/H (Asp-Olu-Ala- Asp/His) box polypeptide 3 (DDa3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSGl), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


Homo sapiens organic cationic transporter-like 3 (0RCTL3), mRNA 


NM_000/74 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 
mKJMA 


INM_UUU/oy 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
poiypepiiae iv (L.Yrzci9), mKNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIRl), mRNA 


INM Uilzlz 


Homo sapiens nypotnetical pro tern NrDOlo (NPD016), mKNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanme transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ 12525 (FLJ 12525), mRNA 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 

_nxT A 

mRNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13.2 (ESP 13. 2), mRNA 


NM_030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


XTX iT A100T7 

NM__012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


XTX vf A0AA01 

NM 030981 


Homo sapiens small GTP-bmding protein (RABIB), mRNA 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


TT * ■ ^1^*1 ^* rT^^^T> A T>/\^^n /ri^^^T^ A T^r\^^n\ 'n T a 

Homo sapiens hypothetical protein TCBAP0758 (TCBAP0758), mRNA 


NM_030968 


Homo sapiens G protein coupled receptor mteractmg protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


NM_030945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) l Kri mKJNA 


INM ujuyjo 


Homo sapiens nypotnetical protein UlvrZp434C135 (DlvrZr434C135), mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


XTA/f A'iAAOi^ 

NM 030926 


Homo sapiens integral membrane protein 3 (ITM3), mRNA 


NM 030893 


Homo sapiens CD IE antigen, e polypeptide (CD IE), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


TT^ • 1 1 A^ /T Ty^V'X.^' A \ 'V T A 

Homo sapiens homeo box A3 (H0XA3), mRNA 


NM_030879 


Homo sapiens Small evolutionanly conserved RNA, resemblmg C/D box small 
nucleolar (XI 02), mRNA 


NM_0 12373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


XTX A1 CAT*^ 

NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NM 030882 


Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 


NM 002623 


Homo sapiens preioldin 4 (PFDN4), mRNA 


xTx>r AT^ 1 zn 

NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (0R7C1), 
mRNA 


XT\yf C\C\1in'^ 


Homo sapiens von Hippel-Lindau binding protein 1 (VBPl), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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IMiVl UUJ 1 J / 


oomo sapiens uioeorge synarome critical region gene z (UUCKzJ, mKlNA 


INM UUUUZZ 


Homo sapiens adenosine deaminase (ADA), mRNA 


xTWf nn^OK 

INJYl UUJ/O 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


INM Ulo4zj 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KII), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBDl), mRNA 


XTA/1 HA/I 0/10 


Homo sapiens G protein-coupled receptor 10 (GPRIO), mRNA 


VTA >f A A \ HA*^ 

iNM UUlo4Z 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D 1 346 (DKFZP566D 1 346), 
mRNA 


NM 030807 


Homo sapiens glucose transporter protein 10 (GLUTIO), mRNA 


NM_030798 


Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 

r> XT A 

mRNA 


XTA/f A'3A'7Q'7 

NM_U3U/y / 


Homo sapiens nypotneticai protein UKrZp566A1524 (DKFZP566A1524), 
mRNA 


MM UiU/oo 


Homo sapiens DC-speciiic transmembrane protein (LOC81501), mRNA 


INM UjU/o/ 


Homo sapiens tactor H-related protein 5 (rHK5), mRNA 


iNM U3U/oO 


Homo sapiens intermediate iilament protein syncoilin (SYNCOILIN), mRNA 


INM UjU/o-> 


Homo sapiens ortnolog ot mouse radial spokenead-Iike 1 (RSHLl), mRNA 


NM_0307o4 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


XTAA A'5A'7'7A 

NM 030779 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


XTK /I (\'^ f\nn A 

NM U3l)774 


Homo sapiens prostate speciiic G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJAIO), mRNA 


NM_030764 


Homo sapiens SH2 domam-containing phosphatase anchor protem 1 (SPAPl), 

.^"DXT A ■ 

mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBPl), mRNA 


XT\ if AOATCT 

NM 030757 


Homo sapiens makorin, rmg finger protein, 4 (MKRN4), mRNA 


XTX M AO 1 O 1 

NM_021813 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
tactor 2 (BACH2), mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


NM_03075 1 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mKJNA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


NM 030752 


Homo sapiens t-complex 1 (TCPl), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
( 1 CF 7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


NM_001182 


Homo sapiens aldehyde dehydrogenase 7 ramily, member Al (ALDH7A1), 
mRNA 


NM_000382 


TT * llltllt 1 A ^ /AT T^ T T ^ A ^ \ 

Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 
mRNA 


NM_003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 fiimuy, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDHl A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM_030380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 1 , 
mKNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCCl), 

mKNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 

mRNA 


NM 002381 


Homo sapiens matnlm 3 (MATN3) precursor, mRNA 


XTX if A'^ACO'? 

NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcnpt variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATNl), mRNA 


XTX # AAA1 

NM_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GL13), mRNA 


XTA if AA'i A 

NM 003462 


Homo sapiens dynein, axonemal, light intermediate polypeptide (P28), mRNA 


XTAjf A 1 HA €\1 

NM 017493 


Homo sapiens Hm-1 (HSHINI), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDNl 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSPl), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMSl), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 

variant 1 , mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcnpt vanant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDXIO), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-GIu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript vanant 1, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcnpt variant 1 , mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (camitine/acylcamitine translocase), 
member 20 (oLC25A20), mitocnondnal protem encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDXl), 
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..^n XT A 

mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex subunit 2 (APC2), mRNA 


NM_003791 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTPSl), 
mRNA 


NjV1__UU2251 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
memoer i ^JvUNai j, mivNA 


jNiYi uuoyuj 


Homo sapiens inorganic pyrophosphatase (SID6-306), mRNA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


rsiVl_Ul j4ij 


Homo sapiens double ring-finger protein, Dorfin (DORFIN), mRNA 


NM U1433o 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


XTH if AOOO^t 

NM_022621 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-liKe 1 (bLOVLl), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NM_030666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (bbRrlNBl), mRNA 


INM U24U14 


Homo sapiens nomeo box Ao (HUAAoj, mRNA 


NM UiOODD 


Homo sapiens retinoic acid induced I (RAIl), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


XTX if AOA^z:>l 

NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein FLJ23309 (FLJ23309), mRNA 


NM 002183 


TT * •^11*'^ ^ 11/1 f^C • j_ \ /■ TT T\ A \ VTA 

Homo sapiens mterleukm 3 receptor, alpha (low affinity) (1L3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 

DKFZp761H171 (RAGD), mRNA 


XTH Jf AA^AOO 

NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYS155E), mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_0 18362 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 

/T TXT 1 .-^OXTA 

(L1N-7-C), mRNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPFl) (ZNF83), mRNA 


XTX K A 1 it 1C A 

NM 014754 


Homo sapiens phosphatidylserine synthase 1 (PTDSSl), mRNA 


XTIk # A A^ 1 il A 

NM_006140 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-afnnity 
(granulocyte-macrophage) (CSF2RA), mRNA 


NM 004043 


Homo sapiens acetylserotonin O-metnyltransierase (ASMT), mRNA 


XTX A A AO A \ A 

NM_002414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 

^MlL/ij, mKNA 


XTAiff AAO 1 O/C 

NM 002 loo 


Homo sapiens interleukin 9 receptor (IL9R), mRNA 


NM OiOOD / 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (AP0L3), mRNA 


XTX jf A'^OC^^ 

NM 022566 


Homo sapiens mesoderm development candidate 1 (MESDCl), mRNA 


XTX jT AOA'^OI 

NM 020727 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


NM 012074 


TT • J jl / \ 1_ 1 //^T^T^ T~X jl \ TkXT A 

Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


XTX iT AAAO/T 1 

NM 000861 


T T ^ ^ ^^^'^—.^ A.^ TT1 /T TT> T T T \ OXTA 

Homo sapiens histamine receptor HI (HRHl), mRNA 


INIV1_UU0Z li 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1 , NADP(+)-dependent, cytosolic (MEl), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHFl), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein I (PHFl), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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^T^ XT A 

mRNA 


NM_007253 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4F8), 
mRNA 


IMJVl_UUU / /y 


Homo sapiens cytochrome P450, subfamily IVB, polypeptide 1 (CYP4B1), 

mKJNA 




Homo sapiens general transcription factor IIB (GTF2B), mRNA 




Homo sapiens G protein pathway suppressor 1 (GPSl), mRNA 


NM U24423 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


NM uuiy4i 


Homo sapiens desmocollin 3 (DSC3),transcript vanant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dse2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSCl), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSCl), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDBl), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MASA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1 , MASA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LICAM), transcript variant 2, mRNA 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encodmg mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome P450 isoform 4F12 (CYP4F12), mRNA 


NM_022845 


Homo sapiens core-bindmg factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


XTH Jl AIA^AA 

NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_0 17579 


Homo sapiens deleted m malignant brain tumors 1 (DMBTl), transcript variant 

3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


XT'K A A 1 AAX* 

NM__0 12096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
Zipper motif (APPL), mRNA 


XTXyf AAC^A*^ 

NM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 


NM_000o9o 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega hydroxylase) (CYP4r3), mRNA 


NM 022561 


Homo sapiens SPANX family, member C (SPANXC), mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQl), mRNA 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


NM 025228 


Homo sapiens hypothetical protein dJ434014.3 (DJ434014.3), mRNA 


X TA A AO ^ A 1 

NM 025013 


Homo sapiens KIAA1031 protein (KIAA1031), mRNA 


NM 025027 


Homo sapiens hypothetical protein FLJ 14260 (FLJ 14260), mRNA 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FLJ20958), mRNA 


NM_Uzl /z4 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NRIDI), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC 10902 (MGC 10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILTIO), mRNA 


NM 021822 


Homo sapiens phorbolin-Iike protein MDS019 (MDS019), mRNA 
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NM U 1 /j\)y 


Homo sapiens ALU tor senne protease nomologue (HSRNASPH), mRNA 


INM UUjjoj 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYLl), mRNA 


rNM UzUU/U 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLLl), mRNA 




Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
lacior^ miviNA 


INM uioy*f4 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


JnM UUUJ /o 


Homo sapiens Wilms tumor 1 (W 1 1), transcript variant A, mRNA 


NM U244Z0 


Homo sapiens Wilms tumor 1 (WTl), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WTl), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WTl), transcript variant B, mRNA 


NM_0007o5 


Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like nomeobox 1 (BARXl), mRNA 


NM_OUOUoo 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha lA subunit 
(CACNAIA), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC 10327 (MGC 10327), mRNA 


XTA>f A'5AC'7'5 

NM 0i05/J 


Homo sapiens hypothetical protein MGC 10963 (MGC 10963), mRNA 


NM 024oo7 


Homo sapiens hypothetical protein FLJ23577 (FLJ23577), mRNA 


NM ooz/jy 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_0z054o 


Homo sapiens diazepam binding inhibitor (GABA receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM UZJ 1 /O 


Homo sapiens maauvoO protein (ivlAAoyoU), mKNA 


XTA/f AA'2'7QQ 

NM UU3 /oy 


Homo sapiens 1 Nr KSr I A-associated via death domain ( 1 RADD), mRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM OOooyi 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM ozoyoy 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


XT"\>f AAO 1 A 

NM 005zl0 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


XT\4 A1 1 'T 

NM 01401/ 


Homo sapiens crystallin, gamma A (CRYuA), mRNA 


XTA>r AATIAil 

NM_U02iyo 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM yJZjZOo 


Homo sapiens n3^ouieticai protein MOC4ojy (JViGC4ojy), mKNA 


NM UZjZ44 


Homo sapiens testis speciiic, lo (^ibGAiO), mKJNA 


NM UZjZ4U 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 0Z5ZJ / 


Homo sapiens sclerostin (bUb 1 ), mRNA 


NM UZDZJO 


Homo sapiens HZ<r wi protein (HZ/r W 1 ), mKNA 


NM OZDzjj 


Homo sapiens tankyrase 2 (1 NivLj, mRNA 


NM UZjZjJ 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-bmding protem 1 (ULBPl), mRNA 


XTHif AOCOIT 

NM 025217 


Homo sapiens ULlo-bmding protem 2 (ULBP2), mRNA 


XTX if A'^C'^ 1 C 

NM 025215 


Homo sapiens pseudouridine synthase 1 (PUSl), mRNA 


NM 025214 


T T ^ • /^T'/^T J— A.* C ^ l / C\T~* C ^ 1 \ -VTA 

Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein ID AX (inhibition of the Dvl and Axin 

complex) (ID AX), mRNA 


NM 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


INM \JZ.DZ\jy 


Momo sapiens ennancer oi poiycomo i (tLrCi j, mKiNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ 13386 (FLJ 13386), mRNA 
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NM UzMol 


Homo sapiens hypothetical prote 


in rLJ22175 (rLJ22175), mRNA 


XTX/f f\nC ICQ 

INM UzMjo 


Homo sapiens hypothetical prote 


T7T TOOOC1 /'T?T T'^T^C1\ TlXTA 

in rLJ22251 (rLJ22251), mRNA 


XTA>r nociyiQ 
IMM Uz314o 


Homo sapiens hypothetical prote 


T?T 11 oAO^ /T?T Tiono/r\ r>xTA 

in rLJ 12966 (rLJ 12986), mRNA 


NM UZMJ/ 


Homo sapiens hypothetical prote 


in rLJ21439 (FLJ21439), mRNA 


iNIVl UZj 1 lo 


Homo sapiens hypothetical prote 


in rLJ 12781 (rLJ 12781), mRNA 


XTA/f r\K 11/1 


Homo sapiens hypothetical prote 


^ TT ¥ 1 ^ 1 C /T?T ¥ 1 O ^ 1 C\ T^ XT A 

in FLJ13615 (FLJ13615), mRNA 


NM \JZj\)oj 


Homo sapiens hypothetical prote 


„ ¥?¥ T/^ 1 1 i^o /"HT T*^ 1 1 '>0\ r>XT A 

m rLJ21 128 (rLJ21 128), mRNA 


NM 


Homo sapiens hypothetical prote 


_ ¥71 TO"^ 1 'JO /"!?¥ ¥0^ 1 '^'^X rkXT A 

in FLJ23 132 (FLJ23 132), mRNA 


NM UzjUI / 


Homo sapiens hypothetical prote 


• !-'¥ ¥1*5 OA*^ /¥?¥ ¥l*^Ort'^\ ¥>XT A 

m FLJ13892 (FLJ13892), mRNA 


NM UZjUII 


Homo sapiens hypothetical prote 


m rLJ 13744 (rLJ 13744), mRNA - - - 


NM Uz4yyD 


Homo sapiens hypothetical prote 


in rLJ 12616 (FLJ12616), mRNA 


NM Uz4yo/ 


Homo sapiens hypothetical prote 


in rLJ 12345 (rLJ 12345), mRNA 


NM Uz4yUU 


Homo sapiens hypothetical prote 


m FLJ22479 (FLJ22479), mRNA 


NM Uz4o/4 


Homo sapiens hypothetical prote 


^ t?T Tl /lO'^C /T^T ¥1 A^^C\ r»XT A 

in rLJ 14225 (FLJ 14225), mRNA 


NM Uz4o/j 


Homo sapiens hypothetical prote 


in rLJ21 162 (rLJ21 162), mRNA 


NM Uz4oOl 


Homo sapiens hypothetical prote 


T?T ¥00^^1 /T7T ¥'>0^^1\ .^¥1XT A 

in FLJ22671 (FLJ22671), mRNA 


XTAyf AO/IC^/C 

NM Uz4oio 


Homo sapiens hypothetical prote 


in rLJ22301 (rLJ22301), mRNA 


XTA/f AO/IOOO 

NM Uz4ozZ 


Homo sapiens hypothetical prote 


T?T TOO^AI /T^T TOOZ'AIX — nXTA 

m rLJ22601 (FLJ22601), mRNA 


XTA>f AO /I O 1 A 

NM 0z4oiy 


Homo sapiens hypothetical prote 


in FLJ22955 (FLJ22955), mRNA 


XiAyf AO/i O 1 

NM 0248 16 


Homo sapiens hypothetical prote 


— T^T ¥00000 /¥"*¥ TOT^C^X T^XT A 

n FLJ23282 (FLJ23282), mRNA 


XTAyf AO/IOA'3 

NM Uz4oUi 


Homo sapiens hypothetical protei 


„ f-»T T/^ 1 £.£.C /T^l ¥0 1 ^ ^ C\ __¥^XT A 

m FLJ21665 (FLJ21665), mRNA 


XTAyf f\^Anc\c 

NM 024795 


Homo sapiens hypothetical protei 


_^ T'T ¥OOOAA /T^¥ ¥OOOAA\ ¥>XT A 

n FLj22800 (FLJ22800), mRNA 


XTX vf AOyn^T 

NM 024767 


Homo sapiens hypothetical prote 


T^T T'^ 1 1 /VT 1 1 X T A 

n FLJ21 120 (FLJ21 120), mRNA 


XTAyf m>n^A 

NM 024760 


Homo sapiens hypothetical protei 


— . ¥"•¥ ¥1 >l A A A /T^T ¥1 A /\f\fW l~k "K T A 

in FLJ 14009 (FLJ 14009), mRNA 


NM 024741 


Homo sapiens hypothetical prote 


» T?T TlOOOn^ /V*T ¥1 OOOTX nXT A 

n FLJ 12827 (FLJ 12827), mRNA 


XTA X AO/nOT 

NM 024723 


Homo sapiens hypothetical prote 


^ T^T TO O >l T 1 /T^T TO Oil^1\ ¥^XTA 

n FLJ23471 (FLJ23471), mRNA 


XTAyf AO/mA 

NM 024 /zO 


Homo sapiens hypothetical prote 


^ T~*T TOOC1A /VT T00^1A\ T^XTA 

n FLJ23510 (FLJ23510), mRNA 


XTAyf f\1A^QQ 

NM 0z4oyo 


Homo sapiens hypothetical prote 


n rLJ 13044 (rLJ 13044), mRNA 


XTAVf AOyliCQO 

NM 0z4oyz 


Homo sapiens hypothetical prote 


„ "DT T01 AiCA /CT TO 1 A^A\ «*T1XT A 

n FLJ21069 (FLJ21069), mRNA 


XTAyf AO/I/COO 

NM 024ooy 


Homo sapiens hypothetical prote 


M T7T Tl yl 1 AO /T?T T 1 yl 1 AO\ ,^T>XT A 

n rLJ14103 (rLJ14103), mRNA 


XTAyf f\OA/^Qn 
NM 0z4oo/ 


Homo sapiens hypothetical prote 


i-'T TOOAylA /TTT TOOAyfA\ .^T^XT A 

n rLJ 23 049 (rLJ 23049), mRNA 


XTAif AO>l£ylO 

NM 024648 


Homo sapiens hypothetical protei 


^ ¥^T ¥00000 /¥^¥ ¥00000\ — ^¥^XT A 

n FLJ22222 (FLJ22222), mRNA 


XTAyf AO/liCTI 

NM 024622 


Homo sapiens hypothetical protei 


n FLJ21901 (FLJ21901), mRNA 


XTAyf AO /t/C 1 1 

NM 02461 1 


Homo sapiens hypothetical protei 


n FLJl 1 896 (FLJ 1 1896), mRNA 


XTX A A CC\1 

NM 024591 


Homo sapiens hypothetical protei 


n FLJl 1749 (FLJ 11 749), mRNA 


XTAyf AO/lCiCI 

NM 024-)61 


Homo sapiens hypothetical protei 


n FLJ22054 (FLJ22054), mRNA 


XTAX AO/lCy(A 

NM 024540 


Homo sapiens hypothetical protei 


n FLJ20917 (FLJ20917), mRNA 


NM 024518 


Homo sapiens UL16-bmding protein 3 (ULBP3), mRNA 


XTX jf rv^ >i c 1 ^ 

NM 024515 


Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 


XTX Jf /\<^ A C 4\ A 

NM 024504 


Homo sapiens PR domain containing 14 (PRDM14), mRNA 


XTX yr A'^yi^rvi 

NM 024501 


Homo sapiens homeo box Dl (HOXDl), mRNA 


NM 006821 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP! 28), mRNA 


NM_006680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 


NM 001944 


Homo sapiens desmoglein 3 (pemphigus vulgaris antigen) (DSG3), mRNA 


XTAyf AA1Q/11 
NM UUiy4J 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSGl), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 1 17 (HPF9) (ZNFl 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAl-1 mRNA-binding protein (PAI-RBPl), mRNA 
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NM 015332 


Homo sapiens KIAA1068 protein (K1AA1068), mRNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


NM_021708 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 

d, mRNA 


NM_021706 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 

U. ,mT>XT a 

b, mRNA 


NM_0022o7 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 
a, mKJNA 


JNM UUh4z4 


Homo sapiens E4F transcription factor 1 (E4F1), mRNA 


INM Ulooj4 


Homo sapiens matrin 3 (MATR3), mRNA 


NM_0 17830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


NM 00o92o 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


NM UUj41 1 


Homo sapiens suriactant, pulmonary-associated protein Al (SFTPAI ), mRNA 


NM 024492 


Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM_0 15472 


Homo sapiens transcnptional co-activator with PDZ-binding motif (TAZ) 
(TAZ), mRNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescm 06 (0SCN6), mRNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-mducible), 
polypeptide 2 (CYPl A2), mRNA 


NM_000104 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYPIBI), mRNA 


NM_000499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (CYPlAl), mRNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM 021806 


Homo sapiens 2,19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPPl), 
mRNA 


NM 007076 


Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 


NM_018571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 2 (ALS2CR2), mRNA 


XTX >r f\ \ cf\Ae\ 

NM_0 15049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 


XTX if ATIAOiT 

NM 023036 


Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 


XTX >r AO'^l^l 

NM 022171 


Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


X TX K A 1 Z" 1 O O 

NM 016128 


Homo sapiens coat protein gamma-cop (LOC51 137), mRNA 


XTX M AO 1 AAA 

NM 021999 


Homo sapiens mtegral membrane protein 2B (ITM2B), mRNA 


XTX M A'^ 1 AA*^ 

NM_021992 


Homo sapiens thymosm, beta, identified in neuroblastoma cells (TMSNB), 
mRNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


XTX >r AAT^C^ 

NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHKl), mRNA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 1 4 (colon carcinoma, matriptase, 
epithin)(ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCLIA), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (F0XE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXBl), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGTl), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPPlRll), mRNA 


NM_021951 _ 


Homo sapiens doublesex and mab-3 related transcription factor-1 (DMRTl), 
mRNA 


NM_021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCLl), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 3 (ATP2B3), 

mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXMl), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI 1-like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type III receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 


NM_003850 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


XTX M 1 A 

NM 021229 


TT^ ' A_* A /T^Tnr*VT/l\ r>XT A 

Homo sapiens netrin 4 (NTN4), mRNA 


NM 015718 


T T _ • X T A rXT»T T * J ^ /X TZ^'V/' \ X T A 

Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


XTA X A1 CAA'^ 

NM 015003 


T T /T^T A A AOCC\ _^T^XT A 

Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens mterleukm 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ 10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAGl), mRNA 


NM_021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudin 1 (CLDNl), mRNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 

member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


T T ■ A • 1 iT* ^ T A ^1 ^ ^> A \ "VTA 

Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MSTl),mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM_0 15392 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDCl), 
mRNA 


NM 020482 


Homo sapiens activator of CREM m testis (ACT), mRNA 


NM 014509 


Homo sapiens kraken-like (BK126B4.1), mRNA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NM_0 18896 


TT * 1* 1 1 \ A 1 1.««4 « • . 

Homo sapiens calcium channel, voltage-dependent, alpha IG subunit 
(CACNAIG), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM_015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NM_000627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBPl), 
mRNA 


NM_002454 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 1 , mRNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
(ABPl), mRNA 


NM 024016 


Homo sapiens homeo box B8 (H0XB8), mRNA 


NM 024015 


TT • 1 1 T^ A / T T "X^ 7" T^ "f** "V T A 

Homo sapiens homeo box B4 (H0XB4), mRNA 


NM 015227 


TT • T^ T A A i\i^r€\ a • /T ^ T A A ^ C\\ "V T A 

Homo sapiens KIAA0958 protein (KIAA0958), mRNA 


VTX A A A^ e\ 

NM_024430 


Homo sapiens prolme-senne-threonme phosphatase mteractmg protein 2 

(PSTPIP2), mRNA 


NM 003588 


T T • 1 1 * jl /"A^T TT A T^ \ T> ^ T A 

Homo sapiens cuUin 4B (CUL4B), mRNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPILl), mRNA 


NM 014432 


Homo sapiens interleukin 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 

(SGT), mRNA 


NM_002038 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 1 , mRNA 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


NM_022872 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCPl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_002231 


TT • 1 " £^ A • * * A ^ A A rf^T^ A * 

Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAIl), mRNA 


NM_004967 


Homo sapiens mtegrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
11) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone. 
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diabetes insipidus, neurohypophyseal) (A VP), mRNA 


NM_022877 


Homo sapiens survival of motor neuron 2, centromenc (SMN2), transcript 
variant c, mRNA 


NM_022876 


Homo sapiens survival of motor neuron 2, centromenc (SMN2), transcript 
variant b, mRNA 


NM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_01741 1 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037- 


-Homo sapiens histone deacetylase 4-{HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegnn and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 1 2), transcript variant 1 , mRNA 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMNl), transcript variant 
d, mRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomenc (SMNl), transcript variant 
b.mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor 1 A (telomeric) (SERF 1 A), mRNA 


NM_001515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_00395 1 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


TT * \ 1*"iTA A J • • \ /T^ TT^ -1 \ "VTA 

Homo sapiens baculoviral lAP repeat-contaming 1 (BIRCl), mRNA 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (S0X9), mRNA 


NM_003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVLl), 
mRNA 


XTIk # A A t\C\. 

NM 024409 


Homo sapiens natnuretic peptide precursor C (NPPC), mRNA 


XTX A A A A f\ 

NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODFl), mRNA 


XT* * f\r\ A 1 C%f\ 

NM_004180 


Homo sapiens TRAF family member-associated NFKB activator (TANK), 

™. T^ XT A 

mRNA 


NM 024332 


T T ^ Z ^ 1 A / 1 A \ T> X T A 

Homo sapiens co.lA (C6.1A), mRNA 


XTX jf f\'^A^'^A 

NM 024324 


Homo sapiens hypothetical protein MGCl 1256 (MGCl 1256), mRNA 


XTX A A'y \ C 

NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


XTX A /I 1 1 

NM 024311 


Homo sapiens hypothetical protein ET (ET), mRNA 


XTX f\'^A'^t\C\ 

NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


XTX if f\^A'^t\^ 

NM 024306 


TT * ' ' ——•J J 1 /T^ A A T T\ T^XT A 

Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


XTX A A t\f\ 

NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGCl 203 (MGCl 203), mRNA 


NM 024294 


TT • 1 aIa^'1 a * M y^ A ^ -t A /'\. M ^ y -i A \ T^ 'VTA 

Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


rsM uz4zyz 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBRl), 

transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBRl), 
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transcript variant 2, mRNA 


NM_001470 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
iranscripi variani i , niKiN a 


INlVl UUlojo 


Homo sapiens collagen, type aia, aipna i (CULiyAl), mKNA 




Homo sapiens GTPase regulator associated with the focal adhesion kinase 

r»ril 9^/'PA VTA AnAOl nr/>t«iin /"VT A AHA0 1 ^ mDXTA 

ppiz^^r/\N.j, jvi/\/\uozi proicin ^jvi/\/\iiozx j, niKiNA 




Momo sapiens aeieiCG in malignant Drain tumors i ^UMo 1 1 transcript variant 

9 mPMA 


l\ IVl J \J\J*r 


nomu Sapiens nogo rccepior \^i>ivjvjv^ivj, rnrviN/\ 


INIVI Uu^J / 1 


nomo sapiens meinyiiransierase-UKe- 1 \ivic,i i l»i j, iranscnpi variani i, mivfNA 


i>llVl yJ^JUJ J 


nomo bdpicns memyiiransrerase-iiKe i ^ivici ii^i j, iranscnpi variani J, uuvIna 




nomo sapiens meinyiiransrerase-iiKc i ^^iviiii i Li j, iranscnpi variani z, itikina 


>JM ni49RQ 


nomo sapiens caipain o ^^i-^AriNO^, mivLNA 


>JM n^'^HRQ 


nomo sapiens caipain lu v^v^ArfNiuj, iranscnpi variant /, mKiNA 


IMlVl UZJUOO 


nomo sapiens caipain lu ^^v-.AriNiuj, iranscnpi vanani o, mKiNA 


"MM n9'^nR7 


nomo sapiens caipain lu ^^v^AriN loj, iranscnpi vanani j, miviNA 


NM 023086 


Homo sapiens caipain 10 (CAPNIO), transcript variant 4, mRNA 


INJVI UZjUoJ 


Homo sapiens caipain 10 (CAPNIO), transcript variant 3, mRNA 


NM 023084 


Homo sapiens caipain 10 (CAPNIO), transcript variant 2, mRNA 


NM_023083 


Homo sapiens caipain 10 (CAPNIO), transcript variant 1, mRNA 


NM 021251 


Homo sapiens caipain 10 (CAPNIO), transcript variant 8, mRNA 


NM_0050o3 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
1 (U2AF1RS1), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiflfer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiiier syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiflfer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase. 
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keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, PfeiiFer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis I, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript _ 
variant 3, niRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_0 15850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kmase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 2, mRNA 


NM_0231 1 1 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kmase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1 , mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 6, mRNA 


XfX Jr AA/\1 il 1 

NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 

variant 1 , mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 5, mRNA 


NM_02310o 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kmase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 4, mRNA 


XTAvf 1 AC 

NM_02310j 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
rteiiter syndrome) (rurRl j, transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
rieirier syndrome) (rUrRl j, transcript variant 1, mRNA 


XTXiT AO/I A 1 O 

JNM Uz4Ulo 


Homo sapiens Dutyropnilin, subiamily 2, member A3 (BTN2A3), mRNA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHMT2), mRNA 


NM 005434 


Homo sapiens BENE protem (BENE), mRNA 


XTlV>f AAA'5 C 1 

NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 

mKIMA 


IN IVl V/ZH 1 U J 


nomo sapiens nypoineiicai proiein iviov-^j ijo \Ni\j\^j ijO), mrviNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_u24082 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3), 

niKINA 


XTXiT AO/I AO 1 


Homo sapiens transmembrane ganmia-carboxyglutamic acid protein 4 (TMG4), 

mKINA 


XT\yr AO/lA'7Q 

iNM_UZ4U /y 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
giucosyiiransierase (MijCzo4U}, mKNA 


INIVI UZ4U /o 


Homo sapiens nypotnetical protem MCjC3162 {MGC3162), mRNA 


INiVl UZ4U/J 


Homo sapiens LbiNOD protein (LbNCj5), mKNA 


INiVl UZ^U / J 


Homo sapiens nypotnetical protem MUCzo75 (MCjC2875), mRNA 


INiVl UZ'fUOU 


Homo sapiens nypotnetical protein MCjCj395 (MGC5395), mRNA_ 


INIVI UZ4UJ0 


oomo sapiens nypotnetical protein MUCj57o (MGC5j7o), mRNA 


iNlVl UZH'UJt- 


Homo sapiens nypometicai protein MOCzozi (MCjC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


iNM UZ4U4/ 


Homo sapiens nypotnetical protein MGC3037 (MGC3037), mRNA 


XTXVf AO/lA>l/l 
INM UZ4U44 


Homo sapiens nypotnetical protein MGC5178 (MGC5178), mRNA 


INM Uz4U4j 


Homo sapiens nypotnetical protem MGC3101 (MGC3101), mRNA 


INM Uz4U^j 


Homo sapiens nypotnetical protein MGC3 1 13 (MGC3 1 13), mRNA 


JNM UZ4Uj4 


Homo sapiens hypothetical protein MGC3 129 similar to ganglioside-induced 
aitterentiation-associated protem (MGC3129), mRNA 


INM UZ4UUy 


Homo sapiens gap junction protein, beta 3, 3 IkD (connexin 31) (GJB3), mRNA 


XTA>f AO/l A1 'J 
INM UZ4U1J 


Homo sapiens mterteron, alpha 1 (IrNAl), mRNA 


INM UUUDZI 


Homo sapiens nexosaminioase d (beta polypeptide) (HEXB), mRNA 


INM \J\J\jjZ\j 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


INM UUJooJ 


Homo sapiens nistone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDACl), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 (GDFl), mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_005089 


Homo sapiens U2 small nuclear nbonucleoprotem auxiliary factor, small subunit 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase) 
(H6PD), mRNA 


XTX Jl riAT^ 1 /\ 

NM_007210 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosammyltransferase 6 (GalNAc-T6) (GALNT6), mRNA 


NM_003774 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 

— -i 1 1 — — L. ; 1^ _ .. A //^_1'VT A _ A \ A T "VTT^ilN "K T A 

acetylgaiactosaminyltransterase 4 (GalNAc-T4) (GALNT4), mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransierase 1 (GalNAc-Tl) (GALNTl), mRNA 


NM 015507 


Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 


XT* A f\/\ Af\A^ 

NM 004942 


Homo sapiens defensm, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFBl), mRNA 


XTX M f\f\^ A ^ A 

NM_002474 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYHl 1), 
transcript variant SMI, mRNA 


NM022870 


Homo sapiens myosin, heavy polypeptide 11, smootii muscle (MYHl 1), 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYHl 1), 
iTanscripi variani oiviz, miviNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5 640243), mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 




Homo sapiens UNA metnyitransrerase 1 -associated protein 1 (DMAPl), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ 12890 (FLJ 12890), mRNA 


NM_023948 


Homo sapiens hypothetical protem AF053356_CDS3 (AF053356_CDS3), 

,^Ti XT A 

mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(urRC5C)j transcript variant 1 , mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(UrKC jC), transcript variant z, mKNA 


NM 000707 . 


Homo sapiens arginine vasopressin receptor IB (AVPRIB), mRNA - - - 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPRIA), mRNA 


NM 021923 


Homo sapiens fibroblast grovy^ factor receptor-like 1 (FGFRLl), mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant I , 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript vanant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 

(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2 ,5 -oligoadenylate synthetase 1 (40-46 kD) (OASl), transcript 
variant hi 6, mRNA 


XT* A f\1 £.0 t £. 

NM_01o81o 


Homo sapiens 2',5'-oligoadenylate synthetase 1 (40-46 kD) (OASl), transcript 
variant El 8, mRNA 


NM U14jU1 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM UUUDyj 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1 ) (LTA), mRNA 


XT\A AA'TA/IA 

NM UU/U4U 


Homo sapiens hlBoDklJa-associatea protem 5 (hiB-AP5), mRNA 


NM UUlZjz 


Homo sapiens calsequestrin 2 (cardiac muscle) (LASQ2), mRNA 


NM_UU123I 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM UUjVZj 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM yjyJZyJjy 


Homo sapiens growth hormone 2 (GH2)j transcript variant 1 , mRNA 


NM UZZjDo 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM Uzzjj/ 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM UZZJJO 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM Uzz5oz 


Homo sapiens growth hormone 1 (GHl), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GHl), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GHl), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GHl), transcript variant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GHl), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript vanant 2, 
mRNA 


NM__Uzz4oo 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1 , 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloprotemase 3 (stromelysin 1 , progelatinase) 
(MMP3), mRNA 


NM_005941 


Homo sapiens matnx metalloprotemase 16 (membrane-inserted) (MMP16), 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matnx metalloprotemase 1 (interstitial coUagenase) (MMPl), 
mRNA 


NM_004995 


Homo sapiens matnx metalloprotemase 14 (membrane-inserted) (MMPl 4), 

mRNA . . _ 


NM 002427 


Homo sapiens matrix metalloprotemase 13 (collagenase 3) (MMPl 3), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMPl 1), mRNA 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPLl), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 

mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMPl 5), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMPl 2), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMPIO), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 

transcript variant 1 , mRNA 


NM_022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NM_022717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (UlSNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDGl), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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UM 099078 


nomo Sapiens smaii liuiviv-ricn racior id (^centromenc j ^ocKr 10), nuviNA 


TMK/f CiOIQAl 

1>I1V1 UZj7*t/ 


rioino Sapiens nypoinciicai proiein wikjk^jZo^ (^jvio\-/j2j4J, miviNA 


tJM n9'l049 


nomo Sapiens nypoineiicai proiein mov-^jUjo ^^jvivjv^jUoO )^ miviNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


JNIVl UUj4/1 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


iNM UU4U/0 


Homo sapiens crystallm, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


N MO 123 29 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 

mRNA - - - - - 


NM_007020 


Homo sapiens Ui-snRNP binding protein homolog (70kD) (UlSNRNPBP), 
transcript variant 1 , mRNA 


XT\>r f\f\£.A£.C 

NJVl__UUo4oj 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 

vmDXT a 

mKJNA 


iNJYl_UUUUi J 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


JNM UUU4yo 


rlomo sapiens crystallin, beta bz (CKYBdz), mKNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


XTXyf AOIAOA 

iNM UzJUoU 


Homo sapiens hypothetical protein FLJ20989 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


XTTk A A"^ 1 AAC 

NM_021905 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sj^iens T-cell leukemia/lymphoma 6 (TCL6), transcnpt vanant TCL6cl , 

mRNA 


VTX iff A'^A^^'^ 

NM_020552 


TT ' T* 11 1 1 • /I 1 /TTiy^T ^\ A 'a 'a Tiy^lT ✓'I -i 

Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript vanant TCL6bl, 
mRNA 


XTX X A'^A^^A 

NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcnpt variant TCL6a3, 
mRNA 


NM_01246o 


Homo sapiens T-cell leuKemia/lymphoma 6 (TCL6), transcnpt vanant TCLoal, 
mKJNA 


XTA A A 1 /I yl 1 Q 

JNM_Ui441o 


Homo sapiens 1-cell leukemia/lymphoma o (ICLo), transcript variant lCLoa2, 

mivJNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 3, mRNA 


XTA/f A1/;79Q 
INIVI UlO/ZV 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 4, mRNA 


XIA/f A 1 /C70^ 

INIVI Ulo/zj 


Homo sapiens lolate receptor 1 (adult) (rULKI), transcript vanant 1, nvRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 7, mRNA 


XTliif Al/ZA'IC 

NM 016025 


Homo sapiens COl-81 protem (DREVl), mRNA 


XTXjT AAililA^ 

NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript vanant 
1, mKNA 


XTXif AAAIOT 

NM uuuiy/ 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HaD17B3), mKNA 


NM_UU122U 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
Deta tCAMJvzoJ, mKJNA 


XTlVyf A 1 OATI 

JNM uiyu/1 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


JNM Ulo/il 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 8, mRNA 




noHio ddpiciis nypomcucai proiein rjujuujz l»j i jv/jz^, iiu\.in/\ 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mKlNA 




Homo sapiens MAiv-reiateo Kinase (KlAA093o)5 mKNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


rNM U14000 


Homo sapiens reiatea to tne N terminus oi tre (RN 1 Kb), mKNA 


INM UU004U 


Homo sapiens MLL septin-like fusion (MSF), mRNA 


INM UUoU/U 


Homo sapiens TRK-fused gene (TFG), mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOMLl), mRNA 


iNivi_uuuzy / 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 
mRNA 


NM 016307 


Homo sapiens paired related homeobox protein (PRX2), mRNA _ . - - 


NM 003924 


Homo sapiens paired mesoderm homeobox 2b (PMX2B), mRNA 


NM_00o902 


Homo sapiens paired mesoderm homeo box 1 (PMXl), transcript variant pmx- 
la, mKNA 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMXl), transcript variant pmx- 

1 U mDXT A 

1 D, mKJNA 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


NM 000915 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


NM_006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM_0226o4 


Homo sapiens extracellular matrix protem 1 (ECMl), transcript variant 2, 

XT A 

mRNA 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
(ECHSl), nuclear gene encoding mitochondrial protein, mRNA 


NM_022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


XTX JT AA>I it 1 A 

NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECMl), transcript variant 1, 

.««r> XT A 

mKNA 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


XTl if AA>IA^1 

NM_0049ol 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(GABRE), transcript variant 1, mRNA 


XTX JT A'l 1 AAA 

NM_021990 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 

(GABRE), transcript variant 4, mRNA 


XTXyf AO 1 Aorr 

NM_021967 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(CrABRb), transcript variant 3, mRNA 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(uABKb), transcript variant 2, mRNA 


NM_004090 


Homo sapiens dual specificity phosphatase 3 (vaccinia virus phosphatase VHl- 
related J (UUori), mKNA 


XTA A A A 1 '2 A O 

NM 00139© 


Homo sapiens enoyl Coenzyme A hydratase 1, peroxisomal (ECHl), mRNA 


XTlV>f f\f\AQA£. 

NM_00194o 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1 , 
mRNA 


NM 001952 


Homo sapiens b2r transcription lactor 6 (E2Fo), mRNA 


XTX>r AA1ACA 

NM 001950 


Homo sapiens E2F transcription factor 4, pl07/pl30-bindmg (E2F4), mRNA 


XTX>f AAIA/IA 

NM 001949 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


NM 005225 


Homo sapiens E2F transcription factor 1 (E2F1), mRNA 


NM_022977 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 

Vdriaill Zr, mivlN/\ 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_02iy 12 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


XTXif AO 1 A 1 1 

NM_02l911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1 , mRNA 


NM_000814 


Homo sapiens gamma-ammobutyric acid (GABA) A receptor, beta 3 
(OABRB3), transcript variant 1, mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
(CjABRBI), mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 

(RASAl), transcript variant 2,. mRNA _ . - 


XTXil AA'JOCA 

NM 003259 


Homo sapiens mtercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 

group (I(I;AM4), transcript variant 2, mRNA 


XTA/f AA ^ A 

NiVl_UUl j44 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1 , mRNA 


XTA>f AAO 1 iCO 

NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen I (69kD) (ICAl), transcript variant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 5, mRNA 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 2, mRNA 


XTX M f\r\ 1 O 1 o 

NM_001318 


Homo sapiens chorionic somatomammotropin hormone-hke 1 (CSHLl), 
transcript variant 1, mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


XTX JT AOOZ'jI^ 

NM_022o45 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 

variant 3, mRNA 


XTX Jf AOO/r>lyl 

NM_022o44 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


XTX if AO AAA 1 

NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placenta! lactogen) 
(CSHl), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 3, mRNA 


NM_022640 


TT • 1*' A A * t * y t A t t 1 V 

Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 2, mRNA 


X TX M t\tW ^ \ n 

NMOOISI? 


TT * 1** A A * % I/I A 9 t J \, 

Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
^L/orii ), transcript variant i, mKJNA 


NM^002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 

mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


IN 1VI_UZZ4 J o 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


INIM UUl /y\) 


Homo sapiens cell division cycle z5L (CDCzSC), transcript variant 1, mKNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


XT\>r no 1 1 i4 1 

NM_Uzl 141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


NJVl_UzzO!>U 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 




Homo, sapiens X-ray repair complementing defective repair in Chinese-hamster 
cells 4 (AKCC4), transcript variant z, mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

cells J (^AKL/L/ J j, mKIN A 


!NM_UUJ4U1 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 ^AKCC4j, transcript variant l, mKNA 


INM UZZ4UJ 


Homo sapiens X transporter protein 3 (XT3)5 transcript variant 2, mRNA 




Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
aomams ^ yi jvitir rz miviN a 




iiomo Sapiens uroicnsin z ^^u i oz iranscnpi variani z, mtviN/v 




nomo sapiens uroiensin z ^^u i oz iranscnpi vanani i, mKiNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


INIVI VZlyyi 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA 


INiVi UZ 1 / J / 


nomo sapiens cnioriae cnannei o (^clL/inoj, iranscnpi vanani dc-ou, mKiNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


INM Uzl /JJ 


Homo sapiens cnlonde cnannei 6 (LLC No), transcnpt variant ClC-ob, mRNA 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mKNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


NM_002o41 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 1 , mRNA 


NM_UZU4 / J 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


INM UzlVlJ 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1 , mRNA 


XT\jf A 1 /C 1 OO 

iNM Uloloo 


Homo sapiens actin-lilce o (AC 1 Lo), mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A mDXTA 

A, mKNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

"D mOXT A 

£>, mKNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


NM__0zl871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


NM_00050o 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 

•mDXT A 

mKNA 


IN M_uuuy zu 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 258 (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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XTA>f AO 1 QTl 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 




Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMTl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcnpt variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1 , mRNA 


NM_001464 


Homo sapiens a disintegnn and metalloprotemase domam 2 (fertilm beta) 

(ADAM2),mRNA _ 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


XTX A AO 1 'nA 

NM_021779 


Homo sapiens a disintegrin and metalloprotemase domam 29 (ADAM29), 
transcript variant 3, mRNA 


NM 014269 


Homo sapiens a disintegrin and metalloproteinase domam 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


XTIk £ AO 1 ^'^O 

NM_021722 


Homo sapiens a disintegnn and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a dismtegrm and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NMOOS 1 83 


Homo sapiens a disintegrin and metalloproteinase domain 1 7 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


XT\ if AA'>0 1t 

NM_003815 


Homo sapiens a disintegrin and metalloprotemase domain IS (metargidin) 
(ADAM 15), mRNA 


NM_021641 


Homo sapiens a disintegnn and metalloprotemase domain 12 (meltrin alpha) 
(ADAM 1 2), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAMl 1), 
transcript variant 2, mRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTLl), mRNA 


NM_00161o 


Homo sapiens ADP-nbosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


XTX >r AO 1 TOO 

NM 021738 


Homo sapiens supervillin (SVIL), transcnpt variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRINl), 
transcript variant NRl-1, mRNA 


NM_00U673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_021795 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1 ) (ELK4), 
transcript variant b, mRNA 


NM 021709 


Homo sapiens CD27-bmdmg (Siva) protein (SIVA), transcript variant 2, mRNA 


NM 006427 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1, mRNA 


NM_021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


XTX if Al^'*40'^ 

NM 016232 


Homo sapiens mterieukm 1 receptor-like 1 (ILIRLI), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM_021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM_021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 1 (ADAMTSl), mRNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


XTIk JT A*^ 1 A 

NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NM_007327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRINl), 
transcript variant NRl-3, mRNA 


VTX jT A'* 1 c^e\ 

NM_0215o9 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRINl), 

transcript variant NRl -2, mRNA 


XTA /f AOAAOyl 

NM 020984 


Homo sapiens choline acetyltransferase (CHAT), transcript variant R, mRNA 


NM 020985 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


NM 020549 


Homo sapiens choline acetyltransferase (CHAT), transcript variant M, mRNA 


XTX >r AAl^lf 

NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NJV1_U2U323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NM_020295 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


I>JM_UzUzy / 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(AtJCCv), transcript variant SUR2B, mRNA 


xT\yf AO inn 
lNIVl_U212 /U 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


fMM_UU22oo 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2),-transcript variant 


XT\/f AOAOCI 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


XT\yf A 1 ^OTA 

rsIM UIjz/U 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


XT\>f AOAQOT 

iMM^UzUyiJ / 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 

1 mPXJ A 

1 , umJNA 


INiVl yjZyjy 1 1 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


INiVl UUll*fo 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1 , mRNA 


fSIVl UZU4ol 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 8, mRNA 


MM n^HARn 

INIVI UZU'fOU 


riomo sapiens anicyrin i, erytnrocytic ^ainis.i j, transcript variant /, mKlNA 


rNivi uzu^ /v 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 6, mRNA 


fNlVl UZU^/o 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 5, mRNA 


INM UZU4 / / 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 2, mRNA 


XTIV/I AAAA'J7 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 3, mRNA 


fNlVl UZU4/0 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 1, mRNA 


XTTV^ AO A/17 c 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


INM UzIUDj 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


XT\>f AA/I A/1 1 

iNM UU4U41 


Homo sapiens arrestin, beta 1 (ARRB 1 ), transcript variant 1 , mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRBl), transcript variant 2, mRNA 


NM_000872 


Homo sapiens 5-hydroxytryptamine (serotonm) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamme (serotonm) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


XTA if A1AOCA 

NM_0 19859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


TT * 11^*1 1 Ol mm % •111 ■11 • ^ ^ . % % 

Homo sapiens pleckstrm homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


XTX M A 1 T >l 

NM_0 17457 


Homo sapiens pleckstrm homology, Sec7 and coiled/coil domains 2 (cytohesm- 
2) (PSCD2), transcript variant 1, mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 1, 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 3, 
mRNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 2, 
mRNA 


INM UlZUoZ 


Homo sapiens rriena oi OAi Az (rUOzj, mivNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLCl 1 Al), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1 , member C3 (3 -alpha hydroxysteroid 
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dehydrogenase, type 11) (AKR1C3), mRNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM_0 14272 


Homo S£^iens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


NM_0 19663 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


NM_000132 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 1, mRNA 


NM_0 19616 


Homo sapiens coagulation factor VII (serum prothrombin conversion 

^accelerator) (F7), transcript variant 2, mRNA _ 


XTN/f finf^ I'll 

rNivi_uuui J 1 


Homo sapiens coagulation factor VII (serum prothrombin conversion 

accelerator) (F7), transcript variant 1 , mRNA 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


IN Ivl UZ 1 U 1 u 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 




Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


XTX K A 1 >l O 1 A 

NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASDl), 
mRNA 


NM_020322 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variants, mRNA 


XTX if A'^AOOI 

NM_020321 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcnpt 
variant 2, mRNA 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 2, mRNA 


XTX if C\\C\CCt\ 

NM_0 19559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1 ), 
transcript variant 2, mRNA 


NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastm antecedent) (Fl 1), 
transcript variant 1, mRNA 


XTX A C\t\f\ A A 

NM_000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


NM_0 18850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


XTX A nioDiin 

NM_0 18849 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


XTX >l A'^AA'^O 

NM_020038 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


NM_020037 


Homo sapiens ATP-binding cassette, sub- family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3A, mRNA 


NM__00378o 


Homo sapiens ATP-bindmg cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


XTX jf /\ 1 t\^^ A 

NM_0 19624 


Homo sapiens ATP-binding cassette, sub- family B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


XTX if l\\t\^^£ 

NM_0 19625 


T T 'A T^T\ a a. 1/* •t T^ XT*VT^ irr^ a txX 1 ^ 

Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


XTX if /\t\AI\t\^ 

NM_004996 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 

(AdCCI ^, transcript variant i, mKiNA 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 7, mRNA 


NM_0 19901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl ), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCCl), transcript variant 5, mRNA 


NM_0 19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcnpt variant 4, mRNA 


XIX if A 1 AO AO 

NM_Uiyo9o 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 3, mRNA 


INIIVl_Ulyooz 


Homo sapiens A 1 F-bmaing cassette, sub-iamily C (CFTR/MRP), member 1 
(ABCCl), transcript variant 2, mRNA 




Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 


iNM UUlo4U 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


NM_019858 


. Homo sapiens protein A (A), transcript variant A-2, mRNA _ _ 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GPIBB), mRNA 


NMO 15675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducm 3 (ganmia) (ADDS), transcript variant 1, mRNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1, mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


XTX iT fWUCOC 

NM_017585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
bmding protein Racl) (RACl), transcript variant Racl, mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxm substrate 1 (rho family, small GTP 
bmdmg protein Racl) (RACl), transcript vanant Raclb, mRNA 


NM_0 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


XTX if A 1^/1^ A 

NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 3, 
mRNA 


XTAjT a 1 ^ylO 1 

NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 2, 
mRNA 


XTX >r f\f\AC\C A 

NM 004954 


T T ^ i I^T T A.' jy % ' /T^» JfTT" 1\a ' a^ * a^ ^ "VTA 

Homo sapiens ELKL motif kinase (EMKl), transcript vanant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMKl), transcript variant 1, mRNA 


XTX M r\f\ A 1 f\e 

NM_004105 


TT • "I~«^^T^ J • • ^^1 1» 1*1 A 11 1 . * . » -a 

Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMPl), transcript variant 1, mRNA 


XTXjT AA'^ilA'l 

NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


XTX AITi^CA 

NM_0 17459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 

^ O XT A 


xTxyr AAC lie 
fsIM UUjI 1 J 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


XTAif A1 HA CO 

NM 017458 


Homo sapiens major vault protein (MVP), transcript variant 1, mRNA 


XTIVif A1 OOA>l 

iNM_U 10094 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(brhMPl), transcnpt vanant 2, mKNA 


XTXyf Al^^^lA 


Homo sapiens ameloblastin, enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


INIVI UU / 1 yj 


riomo sapiens annexm a i u ^^ain a/v miviN a 


NM 019102 


Homo sapiens homeo box A5 (H0XA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (V1L2), mRNA 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMPl), transcript variant VAMP- IB, mRNA 
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NM_0 14231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMPl), transcript variant VAMP- 1 A, mRNA 


NM_0 17489 


Homo sapiens telomenc repeat bmdmg factor (NIMA-interacting) 1 (TERFl), 
transcript variant 1, mRNA 


NM_003218 


Homo sapiens telomenc repeat binding factor (NlMA-interacting) 1 (TERFl), 
transcript variant 2, mRNA 


XTX A /\1 1 A e c 

NM_0 17455 


Homo sapiens stromal cell derived factor receptor 1 (SDFRl), transcript variant 
alpna, mKNA 


NM_U07uyo 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCLl), transcript variant 2, 

mPXT A 

mKINA 


INJVl U 1 /4 J 1 


Homo sapiens BAIl -associated protein 2 (BAIAP2), transcript variant 2, mRNA 


INM Ul 


Homo sapiens BAIl -associated protein 2 (BAIAP2), transcript variant I, mRNA 


iNiVl UU lO 1 / 


Homo sapiens adducin 2 (beta) (ADD2)5 transcript variant beta-l, mRNA 


INM Ul /4oo 


Homo sapiens adducin 2 (beta) (ADD2)5 transcript variant beta-4, mRNA 


XTXyf n 1748*7 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


XT\>f ni7/10/i 
INM Ul /4oO 


Homo sapiens adducin 2 (beta) (ADD2)5 transcript variant beta-6a, mRNA 


INM Ul /4oj 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


INM Ul /4o4 


Homo sapiens adducin 2 (beta) (ADD2)5 transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


XTX >f AlT/lOO 

NM U174o2 


Homo sapiens adducm 2 (beta) (ADD2), transcript variant beta-2, mRNA 


NM UloDOl 


Homo sapiens DKrZr5o6D2223 protem (DKrZr5 8oD2223), mRNA 


NM U1o41j 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM Ul /oJj 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_UloZZO 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-iike 1 (RNPEPLl), 

mKNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


XTAyf A 1 QOAA 

NM UloiUU 


Homo sapiens nign-mobility group 20A (HMCj20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


XTX Jf A 1 TZ! 1 ^ 

NM 017613 


Homo sapiens downstream neighbor or SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_017456 


Homo sapiens pleckstrm homology, Sec7 and coiled/coil domams l(cytohesm 1) 
(PSCDl), transcript variant 2, mRNA 


XTX iff n 1 z'O'^rk 

NM_016829 


Homo sapiens 8-oxoguanme DNA glycosylase (OGGl), nuclear gene encodmg 
mitochondrial protein, transcript variant 2e, mRNA 


NM_0 16828 


Homo sapiens 8-oxoguanme DNA glycosylase (OGGl), nuclear gene encodmg 
mitochondrial protein, transcript variant 2d, mRNA 


NMO 16827 


Homo sapiens 8-oxoguanme DNA glycosylase (OGGl), nuclear gene encodmg 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens 8-oxoguanme DNA glycosylase (OGGl), nuclear gene encodmg 
mitochondrial protein, transcript variant 2b, mRNA 


X TX t tW ^ €kfW 

NM_01o821 


Homo sapiens 8-oxoguanme DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant Ic, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


XT AX (\(V^ 1 0*7 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM_016841 


Homo sapiens microtubule-associated protem tau (MAPT), transcript variant 4, 
mRNA 


NM_0 16835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1 , 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mKNA 




Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 




Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domam kmase 1 (LlMKl), transcript vanant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMKl), transcript variant dLIMK, mRNA 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant I , mRNA 


NM_01.6657 


-Homo-sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein - - - 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
1, mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCGl), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-bindmg cassette, sub-family G (WHITE), member 1 

/ A 1 \ A _ A- ' _ A 1 "VTA 

(ABCGl), transcript vanant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOXl), transcript variant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
l,mRNA 


NM_0 15832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
4, mRNA 


NMO 15847 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
PCMl,mRNA 


NMO 15846 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
l,mRNA 


NM_0 15845 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
2, mRNA 


NM_0 15844 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
3, mRNA 


NM_0023 1 1 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript vanant beta, 
mRNA 


NM_0 13975 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript variant alpha, 

X T A 

mRNA 


NM 014190 


Homo sapiens adducm 1 (alpha) (ADDl), transcript vanant 3, mRNA 


NM 014189 


Homo sapiens adducm 1 (alpha) (ADDl), transcript vanant 2, mRNA 


NM 001119 


Homo sapiens adducm 1 (alpha) (ADDl), transcript vanant 1, mRNA 


XJiVyf 1 
iNM_UJ JOJ 1 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (T0B2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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JNiVi^UIOZ'l'/ • 


Homo sapiens interphotoreceptor matrix proteoglycan 200 (SPACRCAN), 

tnRNA 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


IN IVl U 1 0 1 Z4 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NM_0 15865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
groupj ^^oL^l-l'^A.l j, mKiNA 




riomo sapiens polycystic Kianey disease z-iiice l (risJJzLl mKiNA 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

•vipXIA 
mivlNA 




Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK > 

(ZAK), mRNA 


rNMU 1 Oj JO 


riomo sapiens ui ivo, complete UKr (riUMOl iVoA), mKNA 


XTA>r A 1 1 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 


JNiVl WIOJ// 


riomo sapiens a Kinase kka ) ancnor protein / (AKAr / j, mKTN a 


IN 1V1_U 1 0 J 4-0 


oomo sapiens nuciear receptor suDiamuy z, group li, memoer j ^rviKziiJ), 

mPNA 


MM ft 1/^*^9^ 
iNlVl UIOjZj 


riomo sapiens zinc linger proiein z /** ^^z^iNrz niKiNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


vrxyf ftlA0Q7 


riomo sapiens unaging iniegraior z (dinz^, mKiNA 


>j\/f ni^QftQ 

INIVI V/lJ^U" 


riomo sapiens neuroDiasioma-ampiiiiea proiem yLfKJy^jijy^), miviNA 




Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCFl Ip homolog (PCFl 1), mRNA 


iNivi uijyyi 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(CIQA), mRNA 


INM UlOZUl 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


XT\4^ ft 1 Al ^7 


Homo sapiens trophinin (TRO), mRNA 


INJYl_U13o0y 


Homo s^iens peroxisome proliferative activated receptor, gamma (PPARG), 

mRNA 


1>I iVl U 1 OO 1 J 


nomo sapiens soiuie cairier lamiiy o v^neuroxransmiuer iransponer, ltAo a ), 

m^mhpr 1 (^J PAAI^^^ mPNA 
IIICIIIDCI U ycfLi\^\jr\lJ HUSlHrx 




T-lr»Tnr\ CQi^i^nc NQ1 KinHinrr r»r/\+^iti /'MQl mP^TA 
OUIIIU ocipiCIlb iNo 1 -OlllUUlg prUlClIl \^1>I O 1 "Di ^, IIllvlN/\ 


"MM nifi^4fi 


T-Tnmn caniVriQ T-THPMA 1 8P nmff^in ^HT^PM A 1 RP^ mPXIA 

riorno bapienb nuLxiviAior proiein ^^riL/i^rviA i or^j, miviNA 


NM 01^1^97 

INlVi VJ 1 \J JZ- / 


riuiTiu bapieub nyuroxydciu oxiuose z \^iong cnamj \rtJ\\JZ), miviN A 


NM ft 1^9^'? 


oomo sapiens rzri proiein ^^rZjivi ^, iuivjna 


NM ftl/^6ft9 

IN IVl \J I OO vZ 


riomo sapiens vj proiem^coupiea receptor z ^^orivz j, rurviN a 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM ftl 1 87 
IN IVl u 1 0 1 o / 


riomo sapiens uriaging iniegraior z (^oiNZj, mKJNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


XTK/r A1>IAAA 

INM U14UUU 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 




Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E, mRNA 


INIVl_Ul JVoo 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(^r AKKz ), transcript variant 3, itlkjn A 


INM_U1 jy© / 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
i^r AivJvz ), iranscripi variani z, miviN a 


NM ftl'^OR^ 


nomo sapiens neureguun z ^^inivozj, xranscnpi variant o, mruNA 


NM 013984 


Hftmn ^anipriQ npiirpciilin 9 rNRfli9^ trsinQorint vftrinnt S nriRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRGl), transcript variant GGF2, mRNA 
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INIVI KJijyOl 


rioino sapiens neureguun i (^inkoi ), transcript variant oor, niKiNA 


IMIVI 


nonio sapiens neureguun i v,anjvvji j, transcript variant nai4j, mKJNA 




nonio sapiens neureguun i ^inivLji ), transcript variant oMLir, mKiNA 


NM 013958 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-beta3, mRNA 




Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-betal, mRNA 




Homo sapiens NAL;rH oxidase 1 (NOXl), transcript variant NOH-lLv, mRNA 


NM_0 13954 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-IS, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA _ _ _ . . - _ 


NM_007334 


Homo sapiens killer cell lectin-hke receptor subfamily D, member 1 (KLRDl), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRDl), 
transcript variant 1 , mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

AUAK-C, mKJNA 


NM_Ul5o40 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

AUAK-D, mKJNA 


XTiVif nni 111 
INM UUl 111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

AlvAlv-a, mtvFNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


INiVl U14yUD 


Homo sapiens glutaminase (GLS), mRNA 


INM U14ojJ 


IJrxvviA VIA A A^l O mw^^i i ^4- /VTA A AiCI 0\ M.DXTA 

Homo sapiens K.IAAO0I0 gene product (KIAAO0I8), mRNA 


INM U1450J 


Homo sapiens B cell KAu associated protem (BRAu), mRNA 


NM 015646 


Homo sapiens RAPID, member of RAS oncogene family (RAPID), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 

trans rerase (AAc^UHrr 1 ), mKJNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM U143y/ 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NM_U14Z4y 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

mKJNA 


XT\^ Al/l'3/il 
INM U14jOi 


Homo sapiens contactm 5 (CN 1 N5), mKJNA 


INM_U14j4i 


Homo sapiens mitochondrial carrier homo log 1 (MTCHl), nuclear gene 
encoding mitochondrial protein, mRNA 


INM U14jD0 


TT r-i..i.ii.j->. mmmI^^m^i "dlan v /^aaMvs^^U - . -1 ■■ _ _ /TJ\T/^\ T> f A 

Homo sapiens bins van Creveld syndrome (bVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPCl 17), mRNA 


NM VL^jyj 


Homo sapiens LpO binding protein (CuBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (DCARl), mRNA 


NM^014273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnrombospondin type 1 motii, 6 (ADAMTSo), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnrombospondin type 1 motit, 2 (ADAMTS2), transcript variant 1, mRNA 


XTKyf A 1 A A AC\ 

NM U1444y 


Homo sapiens protein A (A), transcript variant A-1, mRNA 


NM_007319 


Homo sapiens presenilm 1 (Alzheimer disease 3) (PSENl), transcript variant I- 

'lld mR'MA 

J /t"., mjvi\i/\ 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NJVl_U 13942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


XTHVf A 1 '5>1 1 1 

NM_0134i I 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM_000o3 1 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1, 
mRNA 


NM_013416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 


NM_006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant - 
3, mRNA • - - 


NM_0 13427 


Homo sapiens Rho GTPase activatmg protem 6 (ARHGAP6), transcript vanant 
l,mRNA 


NMO 13423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 

A .^nXT A 

4, mRNA 


NM_0 13422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


XTX>r AA1 1 HA 

NM_0U1 174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 

2, mRNA 


XTAJf Al 1A1C 

NM U1j43o 


Homo sapiens NCK-associated protein 1 (NCKAPl), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM_U 13449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A), 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


XTXJT AAT^OO 

NM_007328 


Homo sapiens killer cell lectin-hke receptor subfamily C, member 1 (KLRCl), 
transcript variant NK(j2-B, mRNA 


XTAJf AAT>CA 

NM__U0225y 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRCl), 
transcript variant NKOz-A, mKJNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 

^rlDrj, mKNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 17, mRNA 


XTlVyf C\\1 A AA 

NM U 13409 


Homo sapiens lollistatm (FST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


XTX jr fWSAQ^ 

NM__0 12486 


Homo sapiens presenilm 2 (Alzheimer disease 4) (PSEN2), transcnpt variant 2, 

XT A 

mRNA 


NM_0 12485 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 

transcript variant 2, mRNA 


NM_UlZ4o4 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 1 , mRNA 


NM 012483 


Homo sapiens granulysin (ONLY), transcript variant 519, mRNA 


INJVl UU04jj 


Homo sapiens granulysin (GNLY), transcript variant NKG5, mRNA 


NM UU19jU 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 1 , mRNA 


XTAyf C\\1A AT 

NM U134U/ 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NM_0 13229 


Homo sapiens apoptotic protease activating factor (APAFl), transcript variant 1 , 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM^O 13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLNl), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NM_0u5102 


Homo sapiens fasciculation and elongation protein zeta 2 (^gin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 

(130kD) {CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxm beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGCl), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_0 12428 


Homo sapiens stromal cell derived factor receptor 1 (SDFRl), transcript variant 
beta, mRNA 


NM_012226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


XTX* AlO'iiCCi 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (0R2F1), 

mKINA 


XTA/f r\ 1 1 Q 

JNM UlzZio 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM_012324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAriVolrzJ, mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACPl 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACPl 40, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


XTX # AA1 1 f O 

NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (A0C2), 
transcript variant 1, mRNA 


XTX >r AACA1A 

NM_005910 


Homo sapiens microtubule-associated protem tau (MAPT), transcript variant 2, 
mRNA 


XTX Jf AAT> ^ O 

NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC 1 -L 1 , mRNA 


XTX # AAT^O^ 

NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl -S3, mRNA 


XTX Jf AATOOZ' 

NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC1-S2, mRNA 


XTX iff AATO ^ 

NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 

• A 1~\T T~*i^ 1 O 1 n XT A 

variant DLECl -SI, mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 

l~\T T7/^1 XT1 ^T>XTA 

variant DLECl-NI, mRNA 


XTX A f\f\C f\f\^ 

NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
{39kD) (NDUr A9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


XTX if AAA/lOO 

NM_000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAa3A, mRNA 


INiVl UU/UjZ 


riomo sapiens iNAUrri oxioase i (inuai ), transcript variant inum-il, mKJNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


iNM_UU fJvO 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl- 
delta9-10-llb,mRNA 


NM__007304 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltallb, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltall,mRNA 


NM_007302 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl - 
delta9-10,mRNA 


XTKA A ATI A 1 

NM_007301 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl- 
deltal5-17, mRNA 


NM_0073U0 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl- 
deltal4-18, mRNA 


NM_007299 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl - 
deltal4-17, mRNA 


XTKVf A ATI no 

NM_007296 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl- 
delta9-ll,mRNA 


XTXvl A ATI AT 

NM_007297 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta2-10, mRNA 


XTA A AATOA^ 

NM_00729o 


Homo sapiens breast cancer 1 , early onset (BRCAl), transcript variant BRCAl a*, 
mRNA 


NM 007295 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM_U07294 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl a, 
mRNA 


XTX A AATIO*^ 

NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


XTX A AATiOl 

NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


XTXvT AAT^OA 

NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


XTX A AAATCjI 

NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


XTA A A AT^ 1 A 

NM 007310 


Homo sapiens catechol-O-methyltransierase (COMT), transcript variant S- 
COMT, mRNA 


XTA if AAAT1 A 

NM_000714 


Homo sapiens benzodiazapme receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


XTA A AAT^ 1 1 

NM_0073 1 1 


Homo sapiens benzodiazapme receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


XTA A A A'T'^ 1 A 

NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABLl), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABLl), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopepttdase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


XTXvl AA^ilOl 

NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


XTX if AA^OOil 

NM_006884 


Homo sapiens short stature homeobox 2 (SH0X2), transcnpt vanant SH0X2a, 
mRNA 


NM_003030 


Homo sapiens short stature homeobox 2 (SH0X2), transcnpt vanant SHOX2b, 
mRNA 


NM_003005" 


Homo~sapien~s selectin P (granule membrane protein 140kD, antigen CD62) 
(SELF), mRNA 


NM_006718 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGLl), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondnal protem, transcnpt 
variant la, mRNA 


XfXjr AA^ilAI 

NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbmdin 2, (29kD, calretmm) (CALB2), transcript variant 
CALB2C, mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_00l740 


Homo sapiens calbmdin 2, (29kD, calretmm) (CALB2), transcnpt vanant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOXl), transcript 
variant 2, mRNA 


XTX JT AAjiAO^ 

NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOXl), transcript 
variant 1 , mRNA 


xrx>r AAA^'i'^ 

NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CDllb (pi 70), macrophage antigen alpha polypeptide) (ITGAM), 

r*-iDXT A 

mKiNA 


iNM uu/uy/ 


Homo sapiens clatnrin, light polypeptide (Lcb) (CL 1 B), mRNA 


INJVl VK) /yjyy 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant b, mRNA 


INM UU / 1 / / 


oomo sapiens i u J A protein ( l u j A), mKN A 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


INM UUo4o/ 


Homo sapiens fibulin 1 (FBLNl), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLNl), transcript variant D, mRNA 


XTX if f\f\^AQC 

NM 006485 


Homo sapiens fibulin 1 (FBLNl), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 
5, mRNA 


NM_00ol3U 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 

2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (N0VA2), mRNA 


INIVI UU/UUo 


nomo sapiens reiicuion 4 v.KifN4j, nU\jNA 


INM UU/U40 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromDOsponam type 1 motii, o (ADAMTSo), mRNA 


iNIVi_UU/Ujo 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inromDosponain type i monr, d ^aggrecanase-zj (AL/AM iod), mKNA 


\T\/r nnA7QQ 


Homo sapiens protease, serine, 21 (testisin) (PRSS21), mRNA 




nomo sapiens proieasome vprosome, macropain ) mniDitor suDunit i (r i j i ) 
(PSMFl), mRNA _ . 


INIVI UUJ^OO 


nomo sapiens pairea oox gene o (rAAoj, transcript variant rAAoA, mKNA 


iNiYi uuo/yu 


nomo sapiens niin immunogioDuiin aomain protein (myotuinj (i liuj, mKNA 


INIVI UUO/oZ 


nomo sapiens zinc linger proiein-UKe i (Z^rrLi mKNA 




nomo sapiens trH oomain containing i (bHDi j, mKNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, IC, member 2 (SULT1C2), 


INM 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


INM 


nomo sapiens neai snocK /ukjj protein o ^nor Ao), mKNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


\J\A AArf;7A'2 

inM_UUo/Uj 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

^N UU 1 J j, mKJNA 


VTXyf AAAA^^ 
INM UUU03J 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


INM UUDhoo 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCCl),mRNA 




Homo sapiens nign-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NSl -binding protein (NSl-BP), mRNA 


NM 006340 


Homo sapiens BAIl -associated protein 2 (BA1AP2), transcript variant 3, mRNA 


XTXiT AA1 0 CI 

NM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1 ; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKRICI), 

„T>XT A 

mKNA 


XT\>f AAA7A7 

jNM^UUUZU/ 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

1 ml? XT A 

1 , mKJNA 




Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

Z, mKNA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRGl), mRNA 


NM yj\Jjyy\) 


Homo sapiens serine/threonine kinase 10 (blKIO), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRGl), mRNA 


NM_00o041 


Homo sapiens heparan sulfate (glucosamine) 3-0-sulfotransferase 3B1 
(HS3ST3B1), mRNA 


NM_00o042 


Homo sapiens heparan sulfate (glucosamine) 3-0-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


NM_0UoU43 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mKNA 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
proiein-i ) \yi\jTj ), miviNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-femily C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (0S4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l.mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (mterferon gamma transducer 1 ) 

(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA _ _ _ 


-NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI l-like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSRl), transcript variant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21 A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFSl), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAPl), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylga!actosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens mterferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


XTA/f C\C\AC\1A 

NiVl UU4Uj4 


Homo sapiens annexm A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1 , mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1 , mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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rJ ana L/ (VArDj, mKNA 


INIVI 


riomo sapiens r r ak Dinaing protein (rr AKJir j, mKNA 




Homo sapiens symplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMTl), mRNA 


'K1\A f\f\A 1 

iNM_UU41oO 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semapnorm) Jr (obMAjr), mRNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETFl), mRNA 


INM UU4l0l 


Homo sapiens KAB 1 , member RAS oncogene lamily (RAB 1 ), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, See? and coiled/coil domains l(cytohesin 1) 
(PbCD 1 ), transcript variant 1 , mRNA _ . . 


XTlVyf f\nA^^1 

iNM UU4zDj 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NjVI_UU45o2 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
AKJvz )y transcript variant l , mKNA 


NM_UU4 /Uj 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
oepenaeni innioiior, repressor or jo repressor) (rKKKiK), mKNA 


XT\/f nnAQCJ 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1 , mRNA 




Homo sapiens nuclease sensitive element binding protein 1 (NSEPl), mRNA 


xi\/r nn/i/^/i/> 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrin) (NPHSl), mRNA 


w\A nciAfton 
INM UU4oy/ 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPPl), mRNA 


XTlV/f CiCiA^OI 
INM UU4jZ/ 


Homo sapiens mesenchyme homeo box 1 (MEOX 1 ), transcript variant 1 , mRNA 


INM UU4yiZ 


Homo sapiens cerebral cavernous malformations 1 (CCMl), mRNA 


INM 


Homo sapiens mteneron regulatory tactor / (iKr /), transcript variant a, mKNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


INM UU4jUj 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


iNM_UU4 / ol 


Homo sapiens RABz, member KAS oncogene ramiiy-like (RAB2L), mRNA 


NM 004495 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-gamma, mRNA 


NM U04o21 


Homo sapiens heart and neural crest derivatives expressed 1 (HANDl), mRNA 


NM_00445o 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1 , mRNA 


XTA>r A A/1 A0 1 

NM UU4Uyi 


Homo sapiens b2r transcription tactor 2 (b2F2), mRNA 


NM_U04714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRKIB), transcript variant a, mRNA 


NM UU4ojy 


Homo sapiens clatnrin, heavy polypeptide (He) (CLTC), mRNA 


XTXif A A/I AO 1 

NM_UU4921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


NM UU4J44 


Homo sapiens centrin, br-nand protein, 2 (CETN2), mRNA 


NM_i;U4 J 32 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


XTX>f AA/I0/1O 

NM UU4o42 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amilonde-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NM_0u4027 


Homo sapiens mositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 
transcript variant a, mRNA 


IN M__UU4UU J 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM 002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAMl 1), 
transcript variant 1, mRNA 
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INM UU10U4 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 




Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
pepiioe receptor d ) (iNrKzj, mKiN a 


fNM UUjyyn 


riomo sapiens ivi i iigano (ivl l lkj), mKJN A 


iNlVl UU 1 UOj 


Horno sapiens iransremn yir), mKiN a 


XJAyf nn'jQQn 
iNjvi uuj!7yu 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


iNJVl UUjVoV 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM_003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


INM UUiyo/ 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM UUUz/o 


Homo sapiens paired box gene 2_(PAX2), transcript variant b, mRNA 


IMM UUUzzl 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM__000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-Iike kinase 3 (CLK3), transcnpt variant phclk3/152, mRNA 


INM uuizyi 


Homo sapiens CUL-like kinase 2 (CLK2), transcnpt variant pnclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 

mKNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 0uI2oo 


Homo sapiens chromosome condensation 1-like (CHCIL), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide {TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


TT • 1 J_ 111* A /f*y^TTT~»\ T^"VT A 

Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 

mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


XTA jf AA^Of^ 

NM 003856 


Homo sapiens interleukm 1 receptor-like 1 (ILIRLI), mRNA 


xrXjf AA^ 1 /I A 

NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 

^ /OT A A T\ T>VT A 

7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 

A /OT A A A\ T>VTA 

4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protem activator (GTPase activating protein) 1 
(RASAl), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD 1 3 ), mRNA 


VT'^ M AAA A 

NM_000447 


Homo sapiens presenilm 2 (Alzheimer disease 4) (PSEN2), transcnpt variant 1 , 
mRNA 


VTX * AAAA*^ 1 

NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 

^O/, mruNA 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PC0LN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGLl), transcript variant 
l,mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 



426 



(400/104) 





member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 




Homo sapiens paired box gene 7 (PAX7), transcript variant 1 , mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_002555 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
luce (aLL22AlL), mRNA 


NM_0U0y07 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NrR2), mRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript variant 

1, mKJNA _ _ 


NM 003204 " 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


NM_002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3 A2), mRNA 


NM__001879 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASPl), mRNA 


NM_002353 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1 , mRNA 


XTH A AAI'^AjI 

NM_002294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 


NM 002264 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNAl), mRNA 


NM_0022ol 


Homo sapiens killer cell lectin-hke receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


XT\yf AAT^'^A 

NM 002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 

transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NM_003822 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(CjR1N2D), mRNA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

variant flop, mRNA 


NM 002056 


Homo sapiens gIutamme-fructose-6-phosphate transaminase 1 (GFPTl), mRNA 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCHl), 
mRNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encodmg mitochondrial protein, transcript variant 1 , mRNA 


NM 003644 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant a, mRNA 


XTX K f\t\/\0 1 ^ 

NM_000817 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GADl), transcript 
variant GAD67, mRNA 


XTXif AAAOI*^ 

NM_000813 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 


IN ivi yjyjyj I HO 


riomo sapiens lerriiin, iignt poiypeptioe (r iL,), mKiNA 


NM 001996 


Homo sapiens fibulin 1 (FBLNl), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACLl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECRl), nuclear 

gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokme (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrm, heavy polypeptide-like 1 (CLTCLl), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 

nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA ^ - 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


XTX JT AAI'^O^ 

NM 001286 


Homo sapiens chloride channel 6 (CLCNo), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCAl), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


XTX jt f\e\'> a h: c 

NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHITl), mRNA 


XTX jT a a 1 TO-^ 

NM_001783 


Homo sapiens CD79A antigen (immunoglobuhn-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


XTX JT A A 1 1 AA 

NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcnpt variant BMPl- 

l,mRNA 


XTX if AA1^Z"A 

NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAFl), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encodmg mitochondrial 

protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGCl), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


XTX K AAO 1 O £. 

NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


XTX yf (\f\Af\OA 

NM 004084 


Homo sapiens defensm, alpha 1, myeloid-related sequence (DEFAl), mRNA 


XTX H A'^'^AAO 

NM 022908 


Homo sapiens hypothetical protein FLJ 12442 (FLJ 12442), mRNA 


XTX >r A'^OAA^ 

NM_022906 


Homo Siq)iens hypothetical protein FLJ13195 similar to stromal antigen 3 
(FLJ13195), mRNA 


XTX if A'^'^AA'i 

NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ 12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ 12448 (FLJ 12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM_018557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRPIB), mRNA 


NM 014921 


FT 1 A. J*_ ^ /T^TA A AOO 1 \ nXT A 

Homo sapiens lectomedin-2 (KIAA0821), mRNA 


NM 014112 


Homo sapiens trichorhinophalangeal syndrome 1 gene (TRPSl), mRNA 


NM_000D3y 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 

J, . ■4.-».j-ij-..i.»..-.| J ^ I i.\ /T^ T T/^\ — nXT A 

autosomal aominant) (RHO), mRNA 


iNM 01z4jZ 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 00Jo32 


Homo sapiens contactm associated protein 1 (CNTNAPl), mRNA 


XTA>f AAiCCA/C 

NM 00o50o 


Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA . . , - - 


NM 014427 


Homo sapiens copme Vll (CrNE7), mRNA 


XTA if AA^A'i'^ 

NM 006032 


Homo sapiens copme VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIPl), mRNA 


XTX if 1 mo 

NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


XTX if AAOIO 

NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


NM 021920 


Homo sapiens secretin (SCT), mRNA 


XTX if fW ^ ACW 

NM 016491 


Homo sapiens mitochondrial nbosomal protem L37 (MRPL37), mRNA 


XTA if A1/4'*^11 

NM_014211 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, pi (GABRP), 
mRNA 


XTAyf A A/1 /C CO 

NM 004o55 


Homo sapiens RAS protem activator like 1 (GAPl like) (RASALl), mRNA 


XTA A AA/1 OAT 

NM 004807 


Homo sapiens heparan suliate o-O-suliotransrerase (HSoST), mRNA 


NM 002622 


Homo sapiens pretoldm 1 (PrDNl), mRNA 


XTAvf AACI O/C 

NM OOMoO 


Homo sapiens calpain 1 , (mu/1) large subunit (CAPN 1 ), mRNA 


NM UOl /4o 


Homo sapiens caipain 2, (m/llj large subumt (CAPN2), mKNA 


NM ui4zyy 


Homo sapiens bromodomain-containing 4 (BRD4), mRNA 


XTA if AAT^AO 

NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


XTX Jf A'^'^O^T 

NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM_020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 
protan) (OPNILW), mRNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (color blindness, 
deutan) (OPNIMW), mRNA 


NM_001708 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
tritan) (OPN low), mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


XTX if A'^'^lOrt 

NM 022139 


Homo sapiens GDNF family receptor alpha 4 (GFRA4), mRNA 


X TX if C\f\^AQC 

NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBSl), mRNA 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NM_005087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXRl), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_000433 


Homo sapiens neutrophil cytosolic factor 2 (65 kD, chronic granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A33, mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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uegenerationj (aCA/j, mKNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 

^iNLVUrJ, mKINA 


NIVl uujy4i 


Homo sapiens wiskott-Aldricn syndrome-iike (WASL), mRNA 


NM UzUooU 


Homo sapiens N-terminal kinase-Iike (NTiCL), mRNA 


NM Uzz/oy 


Homo sapiens interleukin 17E (IL17E), mRNA 


INJVl_U2z / o / 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transterase (NMNAl j, mKNA 


INM UZZ/oO 


Homo sapiens likely ortholog of yeast ARVl (ARVl), mRNA 


INM yZz/ojL 


Homo sapiens nypotnetical protein rLJz35oo (FLJz356o)j niKN A - - - 


rSM UZZ//3 


riomo sapiens nypotneticai protem rLJzzlz/ (rLJzzlz/j, mKNA 


INM Uzz//j 


Homo sapiens nypotneticai protem rLJ 12681 (FLJlzool), mRNA 


JnM VZZ//J, 


Homo sapiens nypotneticai protein rLJzl935 (FLJzl935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM Uzz /JO 


Homo sapiens hypothetical protein FLJl 1730 (FLJl 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPX), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosme 5 -phosphosulfate synthase 1 (PAPSSl), 
mRNA 


NM_004670 


Homo sapiens 3 -phosphoadenosme 5 -phosphosulfate synthase 2 (PAPSS2), 
mRNA 


XTXiT AA1AO>l 

NM_001U84 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 

«v«DXT A 

mKNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


XT'* X A 1 

NM 007331 


Homo sapiens Wolf-Hirschhom syndrome candidate 1 (WHSCl), mRNA 


NM_007123 


TT * TT1 J ^ k. / A. 1 • •11\/TT/~1T A X 

Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 

XT A 

mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(Tu737), mRNA 


NM uioyoz 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


XTIiif A 1 OO AO 

NM Ulo<>4o 


Homo sapiens McKusick-Kauiman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECRl), 

mKNA 


INM UlDoOy 


Homo sapiens i fa inauciDie gene-i \ i ivj-l ), mKNA 


NM U1o4jU 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCRl), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCRl L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


X.TX M AA'll 

NM 007173 


Homo sapiens protease, senne, 23 (SPUVE), mRNA 


■XT'* iff AAA^AI 

NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


T T • A • /^^^ /T^ < 1 \ T^ 'K T A 

Homo sapiens protease, senne, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYOM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDSl), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM_000462 


Homo sapiens ubiquitin protein hgase E3A (human papilloma virus Ed- 
associated protein, Angelman syndrome) (UBE3A), mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher CoUins-Franceschetti syndrome 1 (TCOFl), mRNA 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STKl 1), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 

syndrome) (SH2D1A), mRNA 


NM_000336 


Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) . 
(SCNNlB),mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


NM_0003 1 1 


Homo sapiens prion protein (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM_000299 


Homo sapiens plakophilin I (ectodermal dysplasia/skin fragility syndrome) 
(PKPl), mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNAl), mRNA 


NMOOOzoO 


Homo sapiens myosm VIIA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphoribosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRTl), mRNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRAl), mRNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHSl), mRNA 


NM_000052 


Homo sapiens ATPase, Cu-H- transporting, alpha polypeptide (Menkes 
syndrome) (ATP/A), mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMPH), mRNA 


NM 022663 


Homo sapiens CTAGE-1 protein (CTAGE-1), mRNA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (H0XC8), mRNA 


NM_000569 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD 16) 
(FCGR3A), mRNA 


NM 000802 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 2, mRNA 


NM 006991 


Homo sapiens zinc fmger protein 197 (ZNF197), mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
(SAS), mRNA 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAD), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor Vlll-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESKl), mRNA 


iNJVl_U104z4 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 

vmDXT a 

mKNA 




Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


iNJYl_UU /JOy) 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (^uizoz4oybj5 itikna 




Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


INM UUilUZ 


Homo sapiens actinin, alpha 1 (ACTNl), mRNA 


INM_UlZlZo 


Homo sapiens chloride channel, calciuni activated, family, member 4 (CLCA4-), 

mPM A 


iNlVl Ul'+jJl 


oomo sapiens nypotneticai protein jo4Uo o (3o4L;o-zj, mKNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


XTA4 r\Al 1 


Homo sapiens actmm, alpha z (AClNz), mKNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM UUjoyz 


T T ^ - ^ _ i «^ > X* Z 1 ^ 1 - _ /T^* ;rx T T \ X T A 

Homo sapiens lormm-hke (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


XT* M /\/\^ 1 1 A 

NM_0061 14 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D19S1 177E), mRNA 


NM_00ol}14 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (L/Aoyo /Vb), mKNA 


XTAyf AA/liCOO 

iNJVL_UU4oyy 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (UAovyzotij, mKNA 




Homo sapiens DNA segment on chromosome 21 (unique) 20S6 expressed 

bequence v^uzi ozu joiij, mivrNA 


XTAyf AI^ARA 
iNJVl UlJ'fo^ 


Homo sapiens Lidr-interacting protein pzy (rzyj, mKNA 


xr\/f ni'^OA'^ 

INIYI UXjZOj 


riomo sapiens Dromouomain-coniaining / \^dkli / j, mKNA 


IM IVl UZZ ID/ 


riomo sapiens ivag proiein \ \j i kz ^, itlkn a 


MM niA^Azl 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


MM oni 01 ^ 

INiVl Uvl"lJ 


oomo sapiens cyxocnrome d-joi (^cy djoi miviNA 


MA/f A 1 0 1 fi 8 
INIVI UlZloo 


Homo sapiens forkhead box 11 (FOXIl), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


jNlVl Uzz4oz 


Homo sapiens nypotneticai protein rLJzl794 (rLJzl794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 0224 ©y 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


XT* if A ^ A 

NM_022464 


Homo sapiens endoplasmic reticulum chaperone SILl, homo log of yeast (SILl), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


MM CilOAAl 
INIVI UZZ44J 


riomo sapiens myeioia leuKcmia lacior i (^iviiur i j, mKNA 


NM__022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSNl), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSDl), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIPl), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


X fit if fW At\A^ 

NM_0 14946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 
mRNA 


Nlvl_02214o 


Homo sapiens neuropeptide FF 1 ; RFamide-related peptide receptor (OT7T022), 
mRNA 


XTXif f\f\AOOC 

NM_u04oo5 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 

(^NrUrK), mKNA 




Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 




Homo sapiens ring finger protein 1 (RINGl), mRNA 


XTlVvf ~fkO 1 1 11 

iNJYl_U21 111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


XTXyf (\(\ \ /iCC 

INM UUlo!>D 


Homo sapiens arcnam 1 (AKCNl), mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_005856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


'V Tit M l\t\ F n A 

NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mRNA 


XTK ^ AACOCC 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMPl), 
mRNA 


XTX JT t\f\t\A1C 

NM_000475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NROBl), 

XT A 

mRNA 


NM 005493 


Homo salens RAN bmdmg protein 9 (RANBP9), mRNA 


NM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPFl), mRNA 


XTA if AAA1 Af\ 

NM_000140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


XTX >f AAAA'^T 

NM 000027 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM 000025 


TT • J •l^'^ A / k. T^T^ ^ \ T*\ "VTA 

Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type Il-like 1 (ACVRLl), mRNA 


NM_000019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACATl), nuclear gene encoding mitochondrial protein, mRNA 


NM000018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


XTH Jf A AAA IT 

NM_000017 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(ACADS), nuclear gene encoding mitochondrial protein, mRNA 


NM_00001o 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


MM U0U4/O 


Homo sapiens adenylate kinase 1 (AKl), mRNA 


XTTV>f Art 1 00 A 

NM UOloJO 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJLl), mRNA 


XTH A A'^O'^ CA 

NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM UUjZDy 


Homo sapiens growth diiierentiation lactor 8 (uDF 8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM^022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin)(PVRLl), mRNA 


NM_0 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 

J J A 1 /~V T T"' A 'T~'/~H 1 \ T* "VTA 

dependent 1 (NFATCl), mRNA 


NM 022061 


Homo sapiens ribosomal protem LI 7 isolog (LOC63875), mRNA _ _ _ 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mKNA 


JNM UzzOyi 


Homo sapiens aJ4D /N 1 1 .1 protein (UJ4o /N 1 1 .1 j, mKJNA 


NM UZZUo4 


Homo sapiens hypothetical protein aJ102H19.4 (DJ102H19.4), mKNA 


XTA4^ A10AT7 

NM 022077 


Homo sapiens hypothetical protem aJ1141bl5.2 (DJl 141 hi 5.2), mKNA 


NM OzzOyo 


Homo sapiens hypothetical protein LUC63929 (LUC63929), mKNA 


NM OzzOiSl 


Homo sapiens hypothetical protein blvl04ob9.j (BK104ob9.5), mKNA 


XTAyf AO 1 AO 1 

NM OzlOol 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 0221OO 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM Ozzloj 


Homo sapiens Lin-7b protein (L1N-7B), mRNA 


XT"Nvf AOO 1 iCl 

NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens b 1 L protein (b 1 L), mKNA 


XTivyr Aoo 1 c/i 
NM OzzlDO 


Homo sapiens rF3 1 1 1 protein (rP3 111), mKNA 


XTlVyf AOO 1 C 1 

NM Uzzol 


Homo sapiens MAr-l protein (MAr-1), mKNA 


XTA /I AOO 1 C A 

NM UzzIjU 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


XT\>I ATI 1 /I A 

NM 022149 


Homo sapiens MAuEF 1 protem (MACjEFI), mKNA 


XTTiyf AT^ 1 >! /I 

NM 022144 


Homo sapiens myodulin protem (LOC64102), mKNA 


XTAVT AOO 1 >1 1 

NM 0zzl41 


Homo sapiens gamma-parvin (PARVG), mRNA 


XTA/T AOO 1 /I 

NM 022134 


Homo sapiens glycoprotem beta-ual 3 -sulrotransierase (Cjr3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM yjllXly 


Homo sapiens MA WD binding protein (MA WBF), mRNA 


XT"\ >f ATI 1 T3 

NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protem (NrAS3), mRNA 


XT1V/f ATI 1 O 1 

NM {JZZiZi 


Homo sapiens p53-maucea protein rlurCl (rlurCl), mKNA 


XT\yf AOO 1 OA 

NM \)ZZiZ\) 


Homo sapiens nypotneticai protein rKoOzj (rbJOOOJOj, mKNA 


XTKif AOO 1 1 ii 

NM OZZl 14 


Homo sapiens rK domam contammg lo (rKUMlo), mKNA 


XTlVvf AOO 1 1 O 

NM Ozzl iz 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


XlXyf AT> 111 

NM Ozzl 1 1 


Homo sapiens nomolog oi Aenopus Claspm (CLAorlN), mKNA 


NM Ozzl 01 


Homo sapiens nypotneticai protem rLJzzyoD (rLJzzyojj, mKJNA 


NM OzzOo/ 


Homo sapiens nypotneticai protein rLJ2lo34 (rLJzlo34), mKNA 


XTA vf AOOAOO 

NM 022053 


Homo sapiens niban protein (NIBAN), mRNA 


XTXyf AT^ATO 

NM OzzU/5 


Homo sapiens nypotneticai protein rLJ 12455 (rLJl2455), mKNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


XTA A rVlOAT'^ 

NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_0zz04z 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_^022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (P0LD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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riMJjy)\)\JJ.j 


Homo sapiens sarcoglycan, alpha (50kD dystrophin-associated glycoprotein) 


xT\/f nn^AOO 


Homo sapiens a disintegrin-like and metal loprotease (reprolysin type) with 

inroiTiDObponuin lype i mom, h- \^/\jl'/\ivi i ohj, mxvNA 


iNivi \j lOjyv 


riomo sapiens prosiaie anarogen'reguiaieo iranscnpi i v."'*^!^- * U> mivN a 




nomo sapiens nuciear iranscnpiion lacior i , gamma (^Nr nuvNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


INiVl UUZZOo 


Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA 


"MM nn^ooQ 

INIVI uUJZZy 


riomo sapiens i^j^ivi, memoer oi i o oncogene lamiiy (^i^Livi ), mKJNA 


"MM rt0170A 


Homo sapiens placenta-specific 1 (PLAC 1 ), mRNA _ _ . 


tJM ni^^Q/^ 


riomo sapiens KaiiiKrein u ^ivlri jj, mKNA 


XTM nni^^i 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (ORlEl), 
miviN A 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


"MM ftOIO^in 
INM UziyD/ 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM UUl0l4 


Homo sapiens actin, gamma 1 (AClul), mRNA 


NM uiooyu 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mKNA 


NM_U03olo 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma) 
^AUAJYiyj, mKJNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


XTNyf AO 1 O 1 /I 

NM_Uzlol4 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme z (Hi^lui ), hikna 


XTM AOI/iOft 
INM UZlOZo 


Homo sapiens arachidonate lipoxygenase 3 (AL0XE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


XT\if A1 A£.QC 
NM_U140OJ 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
UDiquitin-iiKe domain memoer 1 (ribKrUDl), mKNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


XT\/f AA/10A/C 

NM uu4yuo 


Homo sapiens Wilms* tumour 1 -associating protein (KIAA0105), mRNA 


NM_003101 


Homo sapiens sterol 0-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransterase) 1 (bOAl 1), mKNA 


XT\>f AOIAiCC 

NM Ozlyoj 


Homo sapiens pnospnoglucomutase 5 (FGM5), mRNA 


XTX>f AA^CCC 

NM_UUJj»)J 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (ORIGI), 

mPXT A 

mKJNA 


xTN>r An'2^^0 
NM_UUJ jjZ 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 

m17XT A 

mKNA 


XJM nnn/i^ 

NM UU1j4j 


Homo sapiens diacylglycerol kinase, alpha (80kD) (DGKA), mRNA 


xiM noi^on 

NM UZlOZU 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM uzuyyy 


Homo sapiens neurogenin 3 (NEUR0G3), mRNA 


NM UZUZZ / 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


XIM AOnOOA 
NM UZUZZO 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDMl 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDMl 0), mRNA 


NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


XIM AAA 1 A 1 
NM UUOlOl 


riomo sapiens neurogenin i (NJbUKUOi j, mKNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3-alpha hydroxy steroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 

(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, ramily 1, subfamily E, member 2 (0R1E2), 
mRNA 


"VTA M 1 1 

NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 

factor) (TEADl), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 - 
"(PTPRN2"), mRNA ' 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and vanant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmm, pigment epithelium denved factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El , alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protem 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 

— nxT A 

mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APCIO), mRNA 


XTA M AO 1 A /I O 

NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB^revican (BCAN), 
mKiNA 


NM 021946 


Homo sapiens hypothetical protein FLJl 1362 (FLJl 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ 12716 (FLJl 27 16), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


X TIL if AA^^il^A 

NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


XTX K AA 1 'TAA 

NM 001700 


T T ? __"J* 1/ J.' * A* • 1*1 A* '^^\/A TW T 1 \ T^'V T A 

Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZUl), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAPl), mRNA 


NM_021021 


Homo sapiens syntrophm, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1 ) (SNTB 1 ), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HuXC5), mRNA 


XTXyf A 1 O 1 OA 
NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


XTX jT AA^TC^ 

NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


XTX A nn^'^nn 

NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


XTX jf AA/Tyl'l/r 

NM 006426 


Homo sapiens dihydropynmidinase-like 4 (DPYSL4), mRNA 


XTX if AAC^^A 

NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


XTX if AA^CTT 

NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


TsIWf (\C\AA}Q 
INJVl UU*f01!7 


riomo sapiens irNr recepior-associaiea lacior j v^iKArD niKiN a 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFLl), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(CjNBI), mRNA 


NM UU3733 


Homo sapiens 2'-5'oligoadenylate synthetase-like (OASL), mRNA 


NM_UU255 1 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 
mRNA 


XT\>f AAT2 00 

NM_UU2joy 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


NM 000870 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexm (HPX), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

-*-T> XT A 

.mRNA _ _ _ . - - - — - 


NM_006981 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
mRNA 


NM 000368 


Homo sapiens TSCl gene (hamartin) (TSCl), mRNA 


NM_017416 


Homo sapiens interleukin 1 receptor accessory protein-hke 2 (IL1RAPL2), 
mRNA 


NM 003286 


Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


XTX jT AAIA/TO 

NM 001068 


Homo sapiens topoisomerase (DNA) II beta (ISOkD) (T0P2B), mRNA 


XTX iT A'^AvlOA 

NM_020470 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBXl), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


XTA>f AAOAOC 

NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGSIO), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLLl), mRNA 


XTX M A A 1 ^ i ^ 

NM_001212 


Homo sapiens complement component 1, q subcomponent binding protein 

(CIQBP), nuclear gene encoding mitochondrial protein, mRNA 


NM_000491 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(CIQB), mRNA 


XTIk AAil^'^A 

NM_004720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protem- 
coupled receptor, 4 (bDu4), mRNA 


NM_00o217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM Ulo/z3 


Homo sapiens ataxin 2-bmding protein 1 (A2Brl), mRNA 


NM U04j43 


Homo sapiens nebulin (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


XTX jf Al^C^O 

NM 016528 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


XTX if AAA 1 Of 

NM_000185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
coiactor), member 1 (sbRrlNDl), mRNA 


XTlVyf AACyllA 

NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPPl), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


XT\>f AAC 1 

NM 005172 


Homo sapiens atonal homolog 1 (Drosopnila) (ATOHl), mRNA 


XT\>f AAC 1 AA 

NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSRl), mRNA 


XTXjf A A 1 vlAO 

NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


XTAA AA^A'^O 

NM_003922 


Homo sapiens hect (homologous to the E6-AP (UBE3 A) carboxyl terminus) 
domain and RCCl (CHCl)-iiKe domain (RLD) 1 (HERCl), mRNA 


IN IVl vUZUO I 


norno sapiens giuiamaie-cysieine iigasc, mouiiier suDunii ^ov-^IjM j, miviN/v 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 



437 



(400/104) 



NM Ozloly 


Homo sapiens bRuL protein (ERGL), mRNA 


XT\yf AO 1 O 1 O 

JNM U21olo 


Homo sapiens WW Uomain-Containing Gene (WW45), mRNA 


XT\if AO 1 O 1 O 

NM_021ol2 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 

(DrboCl ITLKJNA 


XT\^ AO 1 CAO 


Homo sapiens lOr^Detaj-inauced transcription tactor I (lOlrz), mRNA 


XTA/f AO 1 OA^ 


Homo sapiens single Ig IL-lR-related molecule (SlulRR), mRNA 


XTA>r AO 1 


Homo sapiens mterieuKm zl (iLzlj, mRNA 


XTA>f AO 1 TOC 

INM Uzl lyo 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


INM UZU70Z 


oomo sapiens ciauain y (^^^LfjJiNV j, mKNA 


INM UUOOD / 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA - 


INM UZl /o4 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM Ui4i/D 


Homo sapiens return ts (rbl UB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens mtersectin 2 (1TSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/KH- transporting, nongastric, alpha polypeptide 
(ATP12A),mRNA 


NMD 19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NM_017581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
421a) (ATP6C), mRNA 


NM 006303 


Homo sapiens JTVl gene (JTVl), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


XTX jf A 1 0 1 >1 A 

NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUXl), mRNA 


XTX >r AOIT^T 

NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTGIIP), 
mRNA 


XTAvl AA/10 1A 

NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG 1 ), mRNA 


XTX if AAOO^A 

NM 003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 ; barrier to 
auto integration tactor (BCRr 1), mRNA 


XTAvf AAOOOl 

NM UU/Zol 


Homo sapiens scrapie responsive protein 1 (SCRGl), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVAl), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokme (C motif) XC receptor 1 (CCXCRl), mRNA 


NM 002547 


TT ■ f 1 *4 ^^^T«T T * X T A 

Homo sapiens oligophrenm 1 (OPHNl), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


TT * A* aII •• J* j11 ' t a 1 <^ /fx T~X A TT^\ T>"VT A 

Homo sapiens dimethylargmme dimethylaminohydrolase 2 (DDAH2), mRNA 


INM_UU1 /jO 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPrNA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 



438 



(400/104) 





the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


XT\>f AO 1 1 0-5 

INJYl_UZI i oj 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A (LOC57826), mRNA 


XT\>f m 1 1 TO 

iNM vZii/y 


Homo sapiens hypothetical protein LUC57o21 (LUC57821), mRNA 


INM UUz/44 


Homo sapiens protein kinase C, zeta (PRK.CZ), mRNA 


INM_UuUoz4 


Homo sapiens serine (or cysteine) proteinase inhibitor, ciade A (alpha*! 
antiproteinase, antitrypsin), member j (obRrlNA5), mRNA 


lNM_UUUOUZ 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINEl), mRNA _ 


INM UZU4ZZ 


Homo sapiens nypotnetical protein trom clone 24796 (LUCj714o), mRNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 




Homo sapiens kallikrein 12 (KLKI2), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_0123y7 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERrlNB13), mRNA 


XTAyf AAACn 

fNM_UUUj2 / 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 

(LULrR), mRNA 


INM^UIOZUU 


Homo sapiens Uo snRNA-associated om-like protein LSmo (LOC5lo9l), 

mPXT A 

miViMA 


fNM Ul^/OO 


riomo sapiens iviAAUivj gene proauci (^JviAAUiyjj, mKiNA 




riomo sapiens ivtna Dinaing moui proiein y \j\xivAy)^ mJvJNA 


xjA/f niAHRn 

INlVl Ui^UoU 


riomo sapiens auai oxiaase-UKe oomams z \^uuuAzj, miviNA 


NM 014516 


Homo sapiens CCR4-N0T transcription complex, subunit 3 (CN0T3), mRNA 


iNM UIDUJ/ 


U/xmi-k oaMiAMo VTA A nOTO MVA-fAiM /VTA A AQ'70^ *v«DXTA 

Homo sapiens JviAAuy /y protein (iviAAuy /y), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM Uljjoi 


Homo sapiens hypothetical protein (DJ325E19.C1.1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


XTX>f AA01A0 

NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


XT\ jr A A*^ AA 

NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LIF), mRNA 


XTA yf AA/CA1A 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

member 3 (bbRrlNBJj, mRNA 


XTXX AA/COOA 

NM_00o220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsinj, member 2 (obRrlN A2), mRNA 


NM_UUOZl J 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 

antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


NM UUoUZl 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM UUjoo/ 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEUl), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens bpnAl (bPHAl), mRNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase mhibitor, clade B (ovalbumin), 
member 10 (abRrlNBlO), mRNA 


NM 004779 


Homo sapiens CCR4-N01 transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
rnciiiDer y ^oC/ivriiND!/^, iilivi>i/\ 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNMl), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAGl), mRNA 


NM UU1347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBEl), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoTorm (calcmeurm B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2),mRNA - - 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 1 (SERPINAl), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINB8), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINFl), mRNA 


NM_002575 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifymg channel, subfamily J, member 1 
(KCNJl), mRNA 


XTXA AAA1A1 

NM_U00191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(nyaroxymetnylglutaricaciauria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_00i235 


Homo sapiens senne (or cysteine) protemase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


XTX JT AA1^A>I 

NM_001o94 


TT • A T^T^ TT 1 ^* 1 1 X 1 ^ V 

Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
lokD (ATP6L), mRNA 


NM_U004oo 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
memoer l (obKrlNCl), mRNA 


INM Uzl 1 JO 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGFIR), mRNA 


NM UUUOUJ 


Homo sapiens mterieron, alpha 2 (1FNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (K1AA0626), mRNA 


NM 021o45 


Homo sapiens K1AA0266 gene product (KlAA02oo), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ila, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM UZlloV 


Homo sapiens nypotneticai protein rLJ lUoy© (LUCj/ooi), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(CHST6), mRNA 


MM 


Homo sapiens myosin a (MYOlO), mRNA 




Homo sapiens deleted in azoospermia 2 (DAZ2)5 mRNA 


NM U2U3o4 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 

isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zmc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


XTX X A A 1 ^ ^ O 

NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


XT\>r AO 1 1 oc 

NM_U21 lo5 


Homo sapiens hypothetical protein DKrZp434A1022 (DKFZP434A1022), 

mKNA 


XTA/f A 1 OQ^^ 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


XTX A r\ \ A /TO 1 

NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGFl), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARGl), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCFl), mRNA 


NM_002858 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


XTX A f\f\. 1 1 

NM_001 172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 

/ A T^/^"\7 A Til \ -*«T>XT A 

(ADCYAPl), mRNA 


NM U04U3O 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


XTX >r f\f\^ A C A 

NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


XrX# AAO"^ cc 

NM_002355 


Homo sapiens mannose-6-pho5phate receptor (cation dependent) (M6PR), 
mKNA 


NM 014287 


Homo sapiens pJVl5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


xrx jt aaai^jI 

NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene ( JUND), mRNA 


NM 005159 


Homo sapiens actm, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


NM_00394o 


Homo sapiens cyclin-depenaent kmase-hke 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSPl), mRNA 
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INIVI UUl lOO 


riomo sapiens oacuiovirai lAr repeat-containing z (dIKCz), mRNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 

/"YPMP17P0\ mPMA 
^ArJNrlirZ^, mi\JNA 




Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


XTN/T ni'^OAO 
INiVl UijZOZ 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


iNivi uujjyj 


riomo sapiens piexin dj (fLANdj j, hikna 


XT\/f AO 1 AQQ 


Homo sapiens calcium channel, voltage-dependent, alpha IH subunit 

^PAPMAll-^^ mPXTA 
\^\^AL-/iN A 1 rijj nUvJN A 


"MM n919S7 

i>l iVl uZ 1 Z J / 


nomo Sapiens neurogiouin (^inoij^, mKJNA. 


INIVI UZ1Z->J 


riomo sapiens ring linger proiein zj (^KNrZJj, miCNA- 


MM (\0\Odl 


nomo sapiens prolamine j rvivij miviN A 


MM noi9j.o 


nomo sapiens nypotneiicai protein o iKAii i i4yy (o IKAI 1 1 14yy), mKNA 


MM noio'^s 

IN iVl UZ 1 Z J o 


riomo sapiens i EtKa protein \ i liKA j, itikn a 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


VTX if AO 1 00 1 

INM UZlZZi 


Homo sapiens Ojd protein (Ojbj, mKNA 


MM noioin 

fNM UZIZIU 


Homo sapiens mumz protein (^MUMZj, mKNA 


XT\yf no 1 one 

INM UZiZUo 


Homo sapiens tbl-YUl protem (bol-YUl), mKNA 


JNJYl UZIzUU 


Homo sapiens PH domain containing protein in retina 1 (PHRETl), mRNA 


MM no 1 1 QQ 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
miviNA 


MM noi 1Q» 

INIVI UZi IVo 


riomo sapiens nuciear lim inieracior-inieraciing lacior (^NLi-ir mKNA 


MM no 1 1 0*^ 


riomo sapiens nomeo oox u i z iz), mKNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXDl 1), mRNA 


XT\/f AO 1 1 Q O 

JNM UZ I i oo 


riomo sapiens clones Zioo/ ana Z3 / /j zinc linger protein (LUCd/ooz), mKNA 


JNM UZ 1 1 OH 


Homo sapiens G4 protein (G4), mRNA 


XTA>f AO t 1 

JNM UZl 1 / / 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


XTlVvt no 1 1 lA 
JNM UZl 1 /4 


Homo sapiens p30 UbC protein (LuC57o05), mRNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05.2 (LOC57798), 

rviPXT A 

mivJN A 


NM 021159 


Homo sapiens RAPl, GTP-GDP dissociation stimulator 1 (RAPIGDSI), mRNA 


XTA>f no 1 1 ^« 
NM UZl l^j 


Homo sapiens UDz09 antigen (CD209), mRNA 


XTlVyf AO 1 1 /I O 

NM UZl 14 / 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 

r->l-l »l n «-|n r-i n n .-i ri i-i /T TT'A^ \ .^DXT A 

chromosome (U IX), mRNA 


XTAiT AO 1 1 OA 

NM_021 139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


XT"K A AO 1 1 1 O 

NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM__02I137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 

/TXTT? A Tni \ — nXT A 

(TNFAIPI), mRNA 


XTA A AO 1 1 T ^ 

NM 021136 


Homo sapiens reticulon 1 (RTNl), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


XTX >l AO 1 1 T> 

NM_021133 


Homo sapiens ribonuclease L (2',5'-oligoisoadenylate synthetase-dependent) 
(KNASbL), mKNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM_021 120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrme-dlg) 
fT\j mPMA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIPl 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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NM U04348 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA 


NM_U21Uyo 


Homo sapiens calcium channel, voltage-dependent, alpha 1 1 subunit 

(CACNAilJ, mKJNA 


INM UZl IUj 


Homo sapiens pnospnoiipici scramDlase 1 (rLSCRl), mRNA 


INM VKJZyj ! 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM UUozoo 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


iMM UUlolo 


Homo sapiens activin A receptor, type II (ACVR2), mRNA 


XTTVVl f\(\ \ 1 AC 

NM 001105 


Homo sapiens activin A receptor, type I (ACVRl), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMANl), mRNA - 


NM_021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NM_013258 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(ASC), mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


NM_006507 


Homo sapiens regenerating islet-denved 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


NM 006563 


Homo sapiens Kruppel-hke factor 1 (erythroid) (KLFl), mPlNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKGl), mRNA 


XTX X t\f\£'> O 

NM_006353 


Homo sapiens high-mobuity group (nonhistone chromosomal) protein 17-hke 3 

(HM017L3), mRNA 


NM_005987 


Homo sapiens small proline-rich protein 1 A (SPRRl A), mRNA 


XTX if AACrtO 

NM 005952 


Homo sapiens metallotnionem IX (MTIX), mRNA 


NM 005950 


Homo sapiens metallothionein IG (MTIG), mRNA 


NM 005699 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


XTX A r\f\ A c \ o 

NM 004618 


¥ r * / T~XX IA\TTI 1 1 /''T^/^"P*'> A \ "VTA 

Homo sapiens topoisomerase (UNA) III alpha (T0P3A), mRNA 


NM_001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 

mRNA 


XTX yT C\{\r\0 C 

NM 000866 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTRIF), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 
(RFX2), mRNA 


NM 000629 


Homo sapiens mterferon (alpha, beta and omega) receptor 1 (IFNARl), mRNA 


XTX jf r\t\t\ ^ ^ c 

NM_000625 


Homo sapiens nitnc oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mRNA 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 (plU5) (NrlCBl), mRNA 


XTX* AAA^OI 

NM 000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2 A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOSl), mRNA 


XTX jT f\f\f\^ 1 (\ 

NM 000619 


Homo sapiens mterferon, gamma (IFNG), mRNA 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

transporters), member 2 (SLCl 1 A2), mRNA 


NM 000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


NM_000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 

antibodies 16.3 A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CU44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (N0S3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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INM UUUjoD 


Homo sapiens interleukin 15 (IL15), mRNA 


rMM UUUDoO 


Homo sapiens interleukin 2 (IL2)5 mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (ILIRN), mRNA 


NIVl UUUj /O 


Homo sapiens interleukin 1, beta (ILIB), mRNA 


1nM_UUUj /4 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens mterleukm 10 (ILIO), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity Illb, receptor for (CD 16) 
(rCOKiB), mKNA 


NM 000567 _ 


Homo sapiensC-reactiveprotein, pentraxin-related (CRP), mRNA . . - . 


VI\jf AAACiCiC 

NM_0005oo 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGRIA), mRNA 


XTXyT AAACiC/l 

NM 000-)o4 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


XlXVf AAAC/C1 

NM 000561 


Homo sapiens glutathione S-transierase Ml (GSTMl), mRNA 


NM^000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM__000296 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


XTXjf AAA0<O 

NM U00z5y 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


XT\>f AAACO^ 

NM_U0U52j 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 

/'k^PXJTI M tviTJXIA 
^^JvL^IN J 1 1 J, mivJNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM OzlO// 


Homo sapiens neuromedin B (NMB), mRNA 


NM OzlOoo 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 000512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 

/'XIP\T ITTA T^'? \ .-.^DXT A 

(NUUr VJ), mKJNIA 


NM 005951 


Homo sapiens metallothionein IH (MTIH), mRNA 


XT* VT AAAO'^A 

NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 0052OS 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSPo), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class 11 antigen-associated) (LD74), mRNA 


XT\yf AATT^A 

NM 002760 


Homo sapiens protein kinase, Y-1 inked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPMl), mRNA 


XTXjT AA*^ 1 

NM_002I67 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (1D3), mRNA 


XTA>f AAOAOO 

NM OOzOzo 


Homo sapiens tamesyltransrerase, CAAX box, beta (FN IB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARDl (ARDl), 
mRNA 


XTKyf AAITTA 

NM 001 / /O 


Homo sapiens CD 19 antigen (CD 19), mRNA 


MM nniAA/L 

INIVI UUIOO^ 


riomo sapiens ras nomoiog gene lamiiy, memoer J\ \j\i\r\i\)^ mKiNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSFIOC), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (22^JF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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INJVl UUj J lO 


Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, lA, phenol-preferring, member 
3 (aULl 1A3), mRNA 


XTAif f\f\'J 1 1 T 

jNM_UU31 1 / 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 
Dmamgj (br am l j, mKN A 


rMM uu/^zz 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 1 (ITPRl), mRNA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 

(^oLCZVAZj, niKiNA 


JNIVI UU IHJ / 


Homo sapiens estrogen receptor 2 (ER beta) (ESR2), mRNA 


iNJVl UUlJJl 


Homo sapiens catenin (cadherin-associated protein), delta. l-(CTNNDl), mRNA 


rNM UUIjU/ 


riomo sapiens ciauom / (L/LUN / j, mKNA 


IN M_UU 1 1 y4 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 

r\\*>r\t\e>\ 7 /'1-IPXJ7\ ml? XT A 

cnannei z ^^ricjNZj, mjviNA 


JNJYl UUl 1 / J 


Homo sapiens Kno uur aissociation iiuiiDitor lUUl) beta (ARHOUIB), mRNA 


iNjvi uuuyjo 


Homo sapiens pancreatic lipase (PNLIP), mRNA 


INiVl UUU041 


Homo sapiens interleukin 1 1 (ILl 1), mRNA 


INlVl UUUO'tU 


Homo sapiens interleukin 13 receptor, alpha 2 (IL13RA2), mRNA 


IN iVl UUUO 1 3 


Homo sapiens neural cell adhesion molecule 1 (NCAMl), mRNA 


rsivi uuuouy 


Homo sapiens stromal cell-derived factor 1 (SDFl), mRNA 


INlVl UUUO uu 


riomo sapiens inierieuKin o (^inierieron, oeta z ) (ILOJ, mKJN A 


iNiYi uuuDyy 


Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5), mRNA 


JNJVl UUUjW 


Homo sapiens interleukin 9 (IL9), mRNA 


NM 000584 


Homo sapiens mterleukin 8 (IL8), mRNA 


JNM UUUjoI 


Homo sapiens glutathione peroxidase 1 (GPXl), mRNA 


INM UUUjoU 


Homo sapiens LU5:> antigen (CD53), mKJNA 


JNJVl UUUjzo 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLBl), mRNA 


XTA>r AA107C 

inJVI_UU1z/5 


Homo sapiens chromogranin A (parathyroid secretory protein 1 ) (CHGA), 

tv»T?XT A 
mivJNA 


XTAif An/^7/^Q 

INiYl UUO/Oo 


Homo sapiens BRCAl associated protein (BRAP), mRNA 


XTiv>f 

INM UUj4oy 


Homo sapiens secretogranin II (chromogranin C) (SCG2), mRNA 


XTXvf AlOlOiC 

NM_U12j2o 


Homo sapiens microtubule-associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 


XTAyf AOIA^T 

NM UzlUD/ 


Homo sapiens interieron, alpha 7 (IrNAT), mRNA 


XTA>f AO 1 AiCO 

JNM UzlUoz 


Homo sapiens H2B histone ramily, member F (H2BFF), mRNA 


XTAyf AO 1 A/C^ 

iNM UZlUoJ 


Homo sapiens H2B nistone ramily, member B (H2BrB), mRNA 


XTAyf AOlAiCC 

iNM UZIUOJ 


Homo sapiens H2A nistone lamily, member O (H2AFG), mRNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (ISkD, 
Blo) (NL)UrD7), mKNA 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens apohpoprotein L (APOL), mRNA 


NM 021052 


IT _T At_*A 1 A /'T A A \ 'VTA 

Homo sapiens H2A histone family, member A (H2AFA), mRNA 


XTX>r AOAAOO 

NM_020988 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide U (ONAOl), mRNA 


XTAyf AAA1 
NM_000133 


Homo sapiens coagulation factor IX (plasma thromboplastic component, 
cnristmas disease, nemopnilia bj (ry), mKNA 


NM 000 no 

l^rlVl \J\J\f U\J 


OUIIIU ^apiCllo CUagUldllUIl laClUi V ^prUaCCClCnil, IdUllc laClUiJ \\ J J, ITiiviNA 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPLl), mRNA 
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NM_0210Uo 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor-1 
^UbAr-ij-reiatedj (c>rNj, mKNA 




Homo sapiens iJ-ceii CLL/iympnoma /A (dL/L/A), mKNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


NM U21UUU 


Homo sapiens pituitary tumor- transiormmg 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


XTX jf AO 1 A 1 yl 

NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 
_(SCN2A2), mRNA _ _ _ - - 


NM_021012 


Homo sapiens potassium inwardly-rectifymg channel, subfamily J, member 12 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


XTX jf AATA'^O 

NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NMO 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectm, supertamily member 5 (CLECSFd), mRNA 


XT\ 4 AOAATO 

NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc linger protein 275 (ZNF 275), mRNA 


NM UzUj4/ 


Homo sapiens anti-MuUerian hormone receptor, type II (AMHR2), mRNA 


XTAA^ AOAATyl 

NM 020974 


Homo sapiens CEGPl protein (CEGPl), mRNA 


NM O2O60I 


Homo sapiens H 1 0 1 o protein (H 1 01 8), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC5740o), mRNA 


NM [)Z[)o/Z 


Homo sapiens olOO-type calcium binding protein A14 (LUC57402), mRNA 


NM OzuDol 


Homo sapiens activation-induced cytidine deaminase (AICDA), mRNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentnn/SUMO-specitic protease (SENP7), mRNA 


XTA >r AlA^vl^ 

NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


XTX jf A'^A^'^A 

NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


NM_020o32 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (AlPoNlB), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


XTA Jf A 1 OATA 

NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPRS 5), mRNA 


XTAjff AAOAA1 

NM 003901 


Homo sapiens sphingosine-l -phosphate lyase 1 (SGPLl), mRNA 


XTX M A 1 il AO 

NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


XTX jf AA/'T^ C 

NM 006735 


TT * 1 1 A /T T^^"\^ A \ T^ V T A 

Homo sapiens homeo box A2 (H0XA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 

/T i^/^e A e ^ ^\ T> XT A 

(LOC54516), mRNA 


VTA A A 1 yl >l 0 0 

NM 014428 


Homo sapiens tight junction protem 3 (zona occludens 3) (TJP3), mRNA 


NM 020466 


Homo sapiens hypothetical protein dJ 12208.2 (DJ12208.2), mRNA 


XTA # A^AjIjIO 

NM 020448 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mRNA 


XTA # AOAilOf 

NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 

mRNA 


XTlV/f AOA/fO>4 

NM UzU4z4 


Homo sapiens nypothetical protein A-zl iCo.l (LUCj7i4y), mKJNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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rNM uiyouD 


Homo sapiens nypotnetical protein (L)Joo7H12.2), mRNA 


iNM uiyoui 


Homo sapiens busni domain (bCK repeat) containing (BK65A6.2), mRNA 


XT\Jf Al Oil 0^ 

INM U 16433 


Homo sapiens putative zinc ringer protem (LOC558 1 8), mRNA 


XTA>f AlAAOC 

INM uiyuyj 


Homo sapiens nypotnetical protein {LOC54675), mRNA 


XT\yf AlAAOO 

NM UlyUoV 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 

mRNA 




Homo sapiens nypotnetical protein (DJ167A19.1), mRNA 


NM Uloy/4 


Homo sapiens unc93 (C.elegans) homolog A (UNC93A), mRNA 


iNM ui44yy 


Homo sapiens putative purinergic receptor (P2 Y 1 0), mRNA 


XTXjf AOAC'^A 

NM UzUjJU 


,Hpmo sapiens oncostatin M_(OSM), mRNA . . _ _ _ . 


NM_020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inniDitor, alpha (NrKBlA), mRNA 


XTIV A A 1 /I OA/I 

NM U 14204 


Homo sapiens BCL2-relatea ovarian killer (BOK), mRNA 


NM U2U!)2/ 


Homo sapiens HUUl gene (HUCjI), mRNA 


XTIV/T AAiiAA'^ 

NM uuouyj 


Homo sapiens proteoglycan 3 (PRu3), mRNA 


NM U2Uj3j 


Homo sapiens mucolipin l (MCULNi), mKNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


XTAyf AAOO 1 T 
NM U0221 / 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-1 (VITl), mRNA 


NM 006777 


T T • * / TT^ 1 • \ T> 'VTA 

Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALLl (sal (Drosophila)-like (LOC57167), mRNA 


NM_020142 


T ¥ i 'VTA TXT ¥!_•• *J Jj. ■» *T T* « • j 1 « 

Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subumt homolog 
(LUC5o901), mRNA 


XTA>f AO A 1 OO 


Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 

mKNA 


NM U1oo4j 


Homo sapiens stromal cell protein (LOC55974)5 mRNA 


NM Uioo42 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


XTA>f A 1 00>t 1 

NM Uloo41 


Homo sapiens u-protem gamma- 12 subumt (LOC55970), mRNA 


XTAyf Al OCIO 

NM Uloojy 


Homo sapiens p47 protein (LOCj596o), mRNA 


NM U1oJj2 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC51185), mRNA 


XT\ A A 1 /I O 

NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


XTX A A 1 on A O 

NM 018948 


Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 


XTA A Al ACOI 

NM 014587 


Homo sapiens SRY (sex determining region Y)-box 8 (S0X8), mRNA 


NM 005745 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


XTX A AAlAAyl 

NM_001094 


Homo sapiens amiloride-sensitive cation channel 1, neuronal (degenerin) 
(ACCN 1 J, mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protem BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB52 1 4 (L0C5 1219), mRNA 


NM 016301 


Homo sapiens protein x 0004 (L0C51 184), mRNA 


NM_013387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC051), 

mRNA 


NM_020469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetylgalactosaminyltransferase; transferase B, alpha 1-3-galactosyltransferase) 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1 ,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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INM UZU4U0 


Homo sapiens polycythemia rubra vera 1 ; cell surface receptor (PRV 1 ), mRNA 


INJVl_UZUj / / 


Homo sapiens cysteinyi leuKotriene cysLl2 receptor; cUNA rabC014o trom 
clone PLACE1006979 (LOC57105), mRNA 




Homo sapiens riKrArzo snort torm (LUC570yO), mRNA 


INM UzUJjU 


Homo sapiens A 1 RAP protein (A 1 RAr), mRNA 


INM UZUJoU 


Homo sapiens Ar I5qi4 protein (Ar 1 51^14), mRNA 


iNM UzUJOo 


Homo sapiens disrupter oi silencing 10 (bASlO), mRNA 


lNM_UZUi44 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
memoer z (^ojll^Z4AZ j, mruN a 


fN M UZU J y 0 


Homo sapiens DULz-UKe lo (apoptpsis lacuitator) (BCLzLlO.), mRNA 




riomo sapiens ciauain z ^^CLdJiNzj, itikjna 


INM UU/ZOU 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


INM uuujyu 


Homo sapiens choroideremia (Rab escort protein 1 ) (CHM), mRNA 


INM vyjiyy^ 


Homo sapiens coagulation factor XIII, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


JNM UUUDuD 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (FIG), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXLl), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_0 12089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 
(ABCBIG), nuclear gene encoding mitochondrial protein, mRNA 


XTXA AA^I OO 

NM_00718o 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_OOjOoy 


Homo sapiens A 1 F-binamg cassette, sub-iamily B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


XT\>f AA 1 O 1 

INM UOIZIO 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


XT\ A A A t 1 O 

NM UUlZlo 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


XT\yf AA 1 O 1 T 

NM 001217 


Homo sapiens carbonic anhydrase XI (CAl 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
Kinase interacting protein) (SIP2-28), mRNA 


NM_016734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAXS), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM_0044ol 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransierase z (ualN Ac- 1 2) (uALN 1 z), mRNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccnaridosis type IV A) (OALNS), mRNA 


XTXyf AAA/IAI 

NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


XTXyf AOA'5 1 A 

NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


XTXvf AA/COCA 

NM 006250 


Homo sapiens proline-rich protein Haelll subfamily 1 (PRHl), mRNA 


XTXJr AACI^il 

NM_0051o4 


Homo sapiens ATP-binding cassette, sub-iamily D (ALD), member 2 (ABCD2), 

«-iDXT A 

mKINA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGSTl), mRNA 


XTX/f AAA70ft 

INM UUU/Zo 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFTl), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MDSOlO), mRNA 


NM_020132 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gammal), mRNA 


NM_02024o 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mRNA 


NM 0zUz4i 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


rMM UzUii4U 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 {LOC56939), mRNA 


XTA>f AO At 'TO 

NM 0201/0 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome. 1 1 hypothetical protein 0RF4 (LOC56834),-mRNA 


XTX J' AOAI^A 

NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo sapiens DC 12 protein (DC12), mRNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyltransferase (ClGALTl), mRNA 


NM_000352 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


XTH if AA'^OT> 

NM_002872 


Homo sapiens ras-related C3 botulinum toxm substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


XTX 4 AA /I 1 

NM 004152 


Homo sapiens omithme decarboxylase antizyme 1 (OAZl), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM_002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMRl), 

•v«I>XT A 

mRNA 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMCl), mRNA 


NM 002292 


Homo sapiens lamimn, beta 2 (laminm S) (LAMB2), mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAXl), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pi 2 subunit (PI 2), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NMO 19891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (EROl-L(BETA)), 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA 


NM_0 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21 A8), mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mRNA 


NM_0 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 

/■ ./TV T AN ^ \ VTA 

(KCNQ5), mRNA 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

^ /tr yTTL. 1 1 V ^ \ TV 'VTA 

2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase 11 (CTPS2), mRNA 


NM_0 19839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
dL12 (DLiR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (IL-lHl), mRNA 


INM uioyju 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


xTXyf f\ 1 0A 1 n 
INIVl UlVOlU 


riomo sapiens nypotneticai protein ooy (LUCjozo /), mKJNA 




riomo sapiens nonieo dox uii (HUAUIJ), mKJNA 


INIVI uivou/ 


rioino sapiens nypoineticai proiem rLJ i izo / (rLJ l izo /j, mKNA 


XTKVf n 1 OXA/I 

iNivi_uiyoU4 


Homo sapiens class-1 MHC-restricted l cell associated molecule (CR 1 AM), 

tYiPXJA 


INiVl UIZjZo 


riomo sapiens microvascular enuoineiiai Qiiierenuation gene i (Muoi j, mKNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


INM UUZyo 


Homo sapiens nypotnetical protein (HoU /y zjz), mKJNA _ . - 


INM UijJoO 


Homo sapiens nypotnetical protein (DKrZp5o6Cj01z3), mRNA 


XT"\>I A1 I'J 1 '5 

NM U1J31J 


Homo sapiens nypotnetical protein (Ar 060862), mRNA 


NM uiy 1 16 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NM_018961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 

mKJNA 


NM Uloyoo 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM Uloyo? 


Homo sapiens syntrophin, gamma 1 (SNTGl), mRNA 


NM uioyoy 


Homo sapiens super conserved receptor expressed in brain 3 (SREB3), mRNA 


XTIVVf A 1 00^4 

NM_U 10704 


Homo sapiens solute carrier family 37 (glycerol-3-phosphate transporter), 

memoer i v^oLfV^j /ai j, mKNA 


INM UIoV^D 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


XllVvf niQAA< 

NM uiyuoo 


Homo sapiens MAOti-iiKe z (MAObLZ), mKNA 


xTA^ A ion A A 


riomo sapiens Niv^ri-i protein ^Niuc-i ), mKNA 


INM \j i7\Jyy 


Homo sapiens hypothetical protein (LOC55924), mRNA 


xiM niono'i 

INIVI UIVUUJ 


oonio sapiens spinaiin-iiKe v^i^UL^j^HOOy, mKNA 


INM uioyjz 


Homo sapiens homeo box B6 (HOXB6), mRNA 


INM Ui07Ji 


riomo sapiens nomeo dox aiu (^hwaaiuj, mKNA 


IN M U 1 oy*f Z 


riomo sapiens nomeo dox ^^oo lamiiyy i \^omai j, mKNA 


VT\^ A 1 0 1 AO 

IN M u 1 y 1 uy 


Homo sapiens beta- 1,4 mannosyltransferase (HMT-1), mRNA 


INM UiyU3Z 


nomo sapiens hL/K ^^a-neiix couea-coii roQ nomoioguej (HUKj, mKNA 


NM Uloyoj 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


XTlV/f A 1 QAOA 

NM uiyuyo 


Homo sapiens oir oinaing protein z (Oi rorZ), mKNA 


W\A Al QO/10 

NM uioy^y 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


W\A AIQA/lfi 
NM UiyU'fo 


Homo sapiens nypotnetical protein (rLJZU/jz), mKNA 


NM uiyuoo 


Homo sapiens nypometicai protein rL.JZUo/4 ^rLJZUo/4j, mKNA 


VT\>t AlQAzlA 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM Uioyoo 


Homo sapiens hypothetical protein (FLJ20330), mRNA 


NM uiyuuD 


Homo sapiens nypotnetical protein (rLJZUiZj), mKNA 


NM uiyu// 


Homo sapiens hypothetical protein (FLJ20273), mRNA 


XIXA AlQAAJi 

INM uiyuuo 


Homo sapiens hypothetical protein (FLJ20232), mRNA 


XI\4 AIQAAA 

NM uiyuuu 


Homo sapiens hypothetical protein (FLJ20152), mRNA 


NM uiyuo/ 


Homo sapiens nypotnetical protein rLJZUUM (rLJZUUM), mKNA 


NM uioyyo 


Homo sapiens nypotnetical protein (rLJZUUi jj, mKNA 


XTA>f A 1 QA7 1 

NM uiyuzi 


Homo sapiens nypotnetical protein (rLJzOUlO), mKNA 


XTAyf Al OA 1 0 

NM UlyUlo 


Homo sapiens nypotnetical protein (rLJ 1 1 IZ /), mKNA 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


XlXyf AlQn7A 

INM uiyu/u 


Homo sapiens hypothetical protein (FLJ 10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM 018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAPl), mRNA 


isJiVyf nionofi 

INJVl \}i7\)yo 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


JNlVi U 107 JO 


Homo sapiens chromosome 15 open readmg irame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM UU0552 


Homo sapiens von Wulebrand lactor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseuaoinilammatory) (TlMr3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 151cD (SDHC), nuclear gene encoding mitochondrial protein,-mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM lK}o745 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


NM_OOoooO 


Homo sapiens putative GTP-binding protein similar to RAY/RABIC (RAYL), 

mKNA 


NM_UUUj J 1 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


iNlVl UUUOU / 


riomo sapiens orosomucoiQ i ^^vJivMI mivNA 


INlVl UUZjJO 


riomo sapiens occiuciin ^ui^ln j, mKNA 


INM UUZjUI 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1 , mRNA 


INlYl Ul /446 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


INM UUU07Z 


Homo sapiens KaiiiKrein u, plasma (rietcner tactorj i (KLRrSij, mKNA 


JNM UUZlVj 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


INM UUZIVI 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM UUzUlD 


Homo sapiens lorkJieaa box UlA (rhabaomyosarcoma) (rOXOl A), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXEl), mRNA 


XTA/f AAAOA/1 

NM UUUoU4 


Homo sapiens tolate receptor 3 (gamma) (rOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (F0LR2), mRNA 


NM UU4/4Z 


Homo sapiens B All -associated protem 1 (BAlArl), mRNA 


NM UU4yzj 


Homo sapiens aquaporin 3 (AQP3), mRNA 


XT\>r A ATI 00 

NM_0U71o2 


Homo sapiens Kas association (RalGDS/AF-6) domam lamily 1 (RASSFl), 

mKNA 


NM_018941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLNo), mKNA 


NM uioyjo 


Homo sapiens ubinuclein 1 (UBNl), mRNA 


NM Uiz4Uo 


Homo sapiens PR domain containing 4 (PRDM4), mRNA 


NM Ulo/zo 


Homo sapiens myosin dC (MYUdC), mRNA 


NM_U1 /j4U 


Homo sapiens nypotnetical protein DKrZpjooHUo23 (DlvFZp58oH0o23), 

mKiN A 


INM UloOJl 


Homo sapiens zinc finger protein (ZFP), mRNA 


iNM Ul /jUj 


Homo sapiens suneit z (oUKtzj, mKNA 


XTA>f A1 Q/1 1 0 
NM Ulo4iy 


Homo sapiens oKY (sex determining region yj-dox lo (oUAio), mKNA 


NM Ulo4Z/ 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


XI\if A1fi<^< 
NM U1oj4j 


Homo sapiens nypotnetical protein rKUzyjj (rKUzyj jj, oikjna 


XTlV>r A1 Q^O^ 

NM U1<$jZj 


Homo sapiens nypotnetical protein rKUzioy (rKUzioyj, mKNA 


XTlVyf A 1 0<OA 

NM UlojzU 


Homo sapiens nypotnetical protein FKU22oo (FK022oo), mRNA 


iNlVl \JlO\j\JJ 


nomo Sapiens nypomeucdi protein rixv-zi / / / (x^ivv/i / / mxviNA 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO 1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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INM uiooyy 


Homo sapiens HR domain containmg 5 (PRDM5), mRNA 


JNiVl_Ul /j34 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 

mPM A 


'NINA nifiA/^1 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

MUoUZO ^MUoUZOj, miNJNA 




riomo sapiens upopoiysaccnariae specitic response- / protein (Ll^K/j, mKNA 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


INiVl UloOOJ 


Homo sapiens 22kDa peroxisomal membrane protein-like (LOC55895), mRNA 


XTA/f f\ 1 0/^/1 n 
rNM UloD4U 


Homo sapiens neuronal specific transcription factor DATl (LOC55885), mRNA 


INM Uloujy 


Homo sapiens uox-containing WU protein (LOCj joo4), rnKNA - - 


VTiv/r A 1 QAAQ 


Homo sapiens Au-Uli protein (LUC55o33), mRNA 


lNM_Ulo03o 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 6 

^^IVI-^INJ lOJ, mtviN A. 


iNM UloO/1 


Homo sapiens nypoineticai protein (iKUU^y /UUj, mKJNA 


INM uio^jy 


Homo sapiens nypotneticai protein iMr AC i (iMr AC 1 ), mKN A 


INM Ul /DZl 


Homo sapiens rtiV protein (HoKNArbv), mRNA 


VTA/f n 17^7 A 
JNM Ul /JZO 


Homo sapiens leptin receptor gene-related protein (HSOBRGRP), mRNA 


rsM Ul /JO 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


INM Ul tjjZ 


Homo sapiens poD protein (HoAJZ42j), mRNA 


\f\A ni8Aft7 
INM UloOoZ 


Homo sapiens nypotneticai protein HUdViCU4r (HDC]ViLU4r)5 mRNA 


INM UloOoU 


Homo sapiens nypotneticai protein HUCOCzlr (HUCCjCilr), mRNA 


INM UXo4-Zo 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


INM U 1 / jZo 


Homo sapiens puiative metnyiiransterase (HAoJ444zj, mRNA 


INiVl U 1 /yO^ 


Homo sapiens nypotneticai protein rLJzUoi / (fLJzUoj /j, mRNA 


>JK/t 0170^7 


riomo sapiens nypoineiicai protein rJLJ^u/jo (^rLJzu/joj, mRNA 


rsivi U 1 /yjO 


Homo sapiens nypotneticai protem rLJzU/u/ (rLJzu/U/), mRNA 


INM U 1 IzfDD 


Homo sapiens nypotneticai protein rLJzu/ui ^rLJzU/uij, mRNA 


iNivi Ul 1 


Homo sapiens nypotneticai protein rLJZUoyy (rLJzUoyyj, mRNA 


XTNyf ni 701 1 
INM U 1 /y 1 1 


Homo sapiens nj^otneticai protein rLJzUoj!) (rivJzUojjj, mRNA 


INM Ul /070 


fiomo sapiens nypomeucai proiein ri^jzuouz) ^ri^jzuoujj, mKN a 


ni7888 
INM Ul /ooo 


Homo sapiens nypotneticai protein rLJzUDoi (rLJzUjolJ, mRNA 


TaAvf A178^^ 
INM Ul /oOj 


Homo sapiens nypotneticai protein rLJzU->3l (rLJzUjjlj, mRNA 


VT\4 0178^^ 
INM Ul /OJD 


Homo sapiens nypotneticai protein rLJzUjli (rLJzUjlij, mRNA 


INM Ul /o45/ 


Homo sapiens nypotneticai protein rLJzUjU/ (rLJzUjU/j, mRNA 


INM Ul /0*f3 


U/^*M/x on'MiAvici K«rM^^l«A^«<^cKl Mwrv^AflM CT TO A C AO /CT TOACAO\ «mDXTA 

Homo sapiens nypotneticai protein rLJzUDUz (rLJzU^Uz), mRNA 


\T\A n 1 7CA7 
JNM Ul /o4z 


\JLnw^f^ nrk«x«AMn t^'< rM/^4-V> 1 m-ma'I-avm CT TOA/IOA /CT T0Aj4 0A\ ..^T^XTA 

Homo sapiens nypotneticai protein rLJzU4oy (rLJzU4oy), mRNA 


VT\/t n 17870 
INM Ul /oZU 


I-Jrx«^r<k Vk« rr^z-k-fUi 1 Mv^i^+Ai*^ CT TO A/l ^ ^ /CT TOA^^'5\ •<w-.T>XIA 

Homo sapiens nypotneticai protein rLJzU4Jj (rLJzU4jjj, mRNA 


INM Ul /oUO 


Homo sapiens nypotneticai protein rLJzU4Uo (rLJzU4Uo), mRNA 


fNM Ul /oUU 


XJr<-»-»v^<^ nn-niAnn Vtv mi^-fVt A-f «i^rk 1 m-s^^ -4-/^1 m CT TOA'^A'^ /CT TOA'^A'^\ mmDXTA 

Homo sapiens nypotneticai protein rLJzUJyJ (rLjl\j5^5), mRNA 


INM Ul / /Vj 


LJ^«M<^ nnMiAMo 1^1 rw%A4-K M«>>>k^A«M CT TO A^ OO /CT ¥OA'?00\ m^T^XTA 

Homo sapiens nypotneticai protein rLJzUj/o (rLJzUiVoj, mRNA 


INM Ul / /y4 


Homo sapiens nypotneticai protein rLJ20375 (rLJ2u375), mRNA 


INM Ul / /Oo 


Homo sapiens hypothetical protein rLJz0331 (rLJz0331), mRNA 


XrXyf A 177^7 

INM Ul / /j / 


UfrwMrv ort«««Av*4> Itv FM Mwrv^-y^^M CT TOAOAO /CT ¥OA'5AO\ .^aT^XTA 

Homo sapiens hypothetical protein rLJ203u7 (rLJ203u7), mRNA 


NM Ul / /4y 


TT^ ~ t««rMA4-t«M4-lj^>m1 m«>a4-m2w CT TOAOA>l /CT TOAOrtvl\ t^xt a 

Homo sapiens hypothetical protein rLJ2U294 (rLJ2u294), mRNA 


XTAif A 17711 
INM Ul / /JJ 


1_Tr««Mrx nnMlAMO l^m rM/^4-l« a'f < 1 MWA^-z-k^M CT TOAOOC /CT TOAOirC\ maDXTA 

Homo sapiens hypothetical protein rLJzUzoj (rLJzUzo5), mRNA 


XTlVyf A 17717 

NM Ul / / jZ 


T T — _ *»r»»»5/^»««^ V«« rMi^^'lt An 1 Ma.A^-Aivv CT TOAO^O /CT TOAO^O\ .^DXTA 

Homo sapiens hypothetical protein rLJzuzoz (rLJzuzoz), mRNA 




T4Amn cnnif»nc fivr»Ath*>tir»'al nrAti^in FT 1909^0 ^FT T9A9^Q^ mPTsJA 

nuiiiu ddpiciio iiypuuiciiC/ai pruicin r Lujz,\}z.jy ^ri^jzuzj^^, mixiN/v 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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INIVI Ul /Oj3 


riomo sapiens nypoinciicai proicin rLJZUUjy v^rLJZUUjVjj ihkina 


INJVl Ul /OjZ 


rioiTio Sapiens nypoineiicai proiein rL»jzuujo (^rLJzuujoj, itikina 


INIVI Ul /OZ*f 


nonio Sapiens nypomeiicai proiein rLfjzuuiy ^rLrJZUUiyj, niKiNA 


fNlVl Ul /OZj 


riomo sapiens nypoineiicai proiein rLjzuuio (^rLJzuuioj, itlkina 


INiVl U10J7U 


rioino sapiens nypoineiicai proiein ri^j 1 1 jzj (^tlj i i jzj mivNA 


'hJ\A nifi'587 


nonio sapiens nypoineiicai proiein tlj i izvz (^ri^j i izyzj, itikina 


iNlVl U 1 OJ J / 


Wr\rr\c\ cqi^Satic li\/r\AtVi*»tir»Ql r\Tr\\ta^\r\ PT Till "^7 /'FT Till 'i7^ mOXT A 

nomo sapiens nypoineiicai proiein rL»j iiij / ^rLJiiu/j, miviNA 


iNlVl UIOJZU 


I_I rtrnr* cQrki«»nc \\\^rr\e\\\\txt\n*y\ v\Tc\\t^\r\ PT T1 1 AQQ ^17T 11 1 AOO\ ml? XT A 

rionio sapiens nypoineiicai proiein rL»j i wyyy \ luyy j, mrvfN a 


MM 019117 
INiVl Ul oJ 1 / 


riomo sapiens nypoineiicai proiem rL»j i luoz yrx^d i lUoZ j, huvina 


MM nifi'^ni 

IN iVl U 1 OJ U 1 


T-lrkmA cQniisnc Vi\mAfVi«kf tr>o1 nrAt<>in 17T T1 1 A 1 A /'TTT T1 1A1/^^ rvi17XTA 

riomo sapiens nypoineiicai proiein rL/j Liuio v^rLJ i luioj, miviNA 


MM nifi7Q<J 


riomo sapiens n>pouieticai protein rLJ i luuu (rLJ i luuuj, mKiNA 


MM n 16701 
INIYI UI0Z7I 


nomo sapiens nypoineiicai proiem rL»jiuyoo ^^rL»JiU7oo^, nuviNA 


MM nifioon 
jNivi uiozyu 


riomo sapiens nypoineiicai protein rLj lUVoJ (rLJ iuyoJ mKNA 


MM n 187 en 
iNJVl UloZoU 


riomo sapiens nypoineiicai protein rLj luv^fj (^rLJ iuy4D mKiNA 


MM nifi7A/^ 
INIYI UloZOO 


1-T/-km/\ OOMIAYIC) \\^rr\r<^\\t:A\r>n\ v\r^r\^a,\v\ PT T 1 AQA7 /PT T1AOA7\ vvtT^XTA 

riomo sapiens nypoineiicai protein rL»Jiuyuz ^^ri^Jiuyuzj, mKiNA 


MM 0167^7 
fNiVl UloZOJ 


riomo sapiens nypoineticai protein fLJ iUo7o (rLJ lOoVoj, mKJNA 


MM n 197 AO 

iNivi uioz^y 


oomo sapiens nypoineiicai protein flj iuoo / (^rLJ lUoo / itlkina 


MM nifi7'5'^ 
INIYI UioZJj 


T-Trktvirk coni^tic K\rrt/\fVt<:kf i/>a1 nf/\foin PT T1 AQ7A /PT T1AQ7/C\ rk-iT7XTA 

riomo sapiens nypoineiicai protein ri^Jiuozo vrL»jiuozoj, niKiNA 


MM nift7n7 

INlYl UloZUZ 


riomo sapiens nypomeiicai protein rVa^wj i v^MjJ lu /'i /j, itikina 


MM n 1 Q 1 OA 
IN lYl U 1 0 1 


l-T/AWirk ooT^iArtc \\-\rv\r\^\a^\r*n\ n«*i-\-fain PT T1A77>1 /PT T1A77/1^ *viT7XTA 

riomo sapiens nypoineiicai proiem rLj lu /zh- (^rL»j lu /Z4j, iukina 


In IVl U 1 0 1 y I 


T-I/^*-»-»<-N oof-kiiano V-»x/r^<-v+V»ia+t/-»ol ♦<k»«^-f£»tM PT T1A71/^ /PT TlA71iC\ ♦-»-»T>XTA 

riomo sapiens nypoineiicai protein ri^j lu / lo (^r lj i u / 1 oj, mKiNA 




Homo sapiens hypothetical protein FLJ 10547 (FLJ 10547), mRNA 


JNM U 1 0 1 J I 


oomo sapiens nypoineiicai protein rLJ iuj4U (rL^j iUj4Uj5 irkina 


MM n 1 fi 1 7 A 
INM UlolZ4 


T-J<^«Wi^ r>a«N«AMC< VkYr««r>-fVt «t«<^-f£&im PT T1 AC7A /PT T1 AC7A\ tvtDXTA 

riomo sapiens nypoineiicai protein fLJIUjzu (rLfjiUDZUj, mKJMA 


M\A A 1 fil 1 A 
INM Ulo 1 14 


Urx«vir% noMiAnci Kvtma^-I^ *%«*i^-fA«M PT TIA^A^ /PT T 1 A^ AiC\ vmDXTA 

riomo sapiens nypomeiicai protein rLJiU4yo (rLJiU4yo), iukina 


MM nisi n7 

IN lYl U 1 0 I U / 


Ui>«viA o«iM«AMe Vk-v/^/^-fVtA-firtol *^v/x-f<si*^ PT T1 A/107 /PT T1 A/107\ t^OXTA 

riomo sapiens nypoineiicai protein tljiuhoz ^rLjiU4oZj, itlkina 


JNJVl UI0U70 


Homo sapiens nypotneticai protein rLJ iU4oi (fLJ iU4oi j, mKNA 


MM nifiAfi^ 
iNIVl UIoUoJ 


U/«*M/v noMiAne Ki/m/\41«a4-«^<i1 PT T1A^A7 /PT T1 A/IA7\ *«^OXTA 

riomo sapiens nypomeiicai protein rL»Jiu4uz (^ri^Jiu4uzj, itlkina 


MM n 1 8n7Q 
IN lYl U 1 oU / y 


V\f\rr\c\ coniAnc KtmrkfVt Afiool tM*/\fotn PT TIA'270 /PT T1 A'370^ mT^XIA 

riomo sapiens nypomeiicai protein ri^j iuj /y (^rivj luj /yj, mKiNA 


MM niRH/^'i 


Urt*vii^ oo«<t«a«^o li-i/*^rt'fV»i»-fir»o1 Y\yr^^e>\r\ PT T1A'7'2Q /PT T 1 A'2 '2 Q^ *v»T?XTA 

riomo sapiens nypoineiicai proiein rbj lUjjy (^rLJ lujjyj, mKiNA 


MM niftn/^7 

INIVI U 1 oUOZ 


I-T/^wl/^ oonianc Tiin-k/^-fViA-firtol «^*>y^-fai*^ PT TIA'2'7^ /PT T1 A'^'2^^ rviT^XTA 

nomo sapiens nypomeiicai protein rL/jiujJD ^^ri-»jiUjjDj, iukina 


MM nifin^o 

INIVl UloUDy 


I-T/x«v«/\ oov^iamo lwn<«^4-Vka-f«/^o1 «%«*rx'fA«M PT TIA'37/1 /PT T1A77^^ w«OXTA 

riomo sapiens nypomeiicai protein rLJiujZ4 (rLrJiUjZ4j, niKJNA 


MM nifiA^I 
INJVl UIoUjJ 


T-Ir»rt-ir\ cortionc U^/rtrtfUof ir»o1 v\yr\\a\-n PT T1A^A7 /PT T1 A7A7\ t-*-»T?XTA 

nomo sapiens nypoineiicai protein rbj luju / v^ri^j i uju / j, iukina 


XT\A fiicrtAA 
INM UloU40 


nomo sapiens nypoineiicai protein fLJIUZoJ (rLJiuzoJj, mKiNA 


MM n 1 fifing 

INM UloUUO 


T-Taw«/\ domiAmo \\-%.rvs.f\!k\\aik\f\rk\ vs.^f\^a\v% PT TIAIiiA /PT T1A1^A^ •m17XTA 

nomo sapiens nypomeiicai protein rLrJ iui4U (^rL(Jiui4Uj, iukina 


MM n 1 RHHA 
INM UloUUH 


Ui^«^<^ c>or\«A*^c< Vt^rrsz-^fKAfirtol Y\fr\'^a\r\ PT T 1 A 1 ^ /I /PT T 1 A 1 7 /I \ *viT7XTA 

nomo sapiens nypoineiicai protein flj iuij4 ^^ri^jiui J4j, iukina 


INM Ul fyyy 


Homo sapiens hypothetical protein FLJIOI 1 1 (FLJ 101 11), mRNA 


INM U I fyyL 


T-lnmr\ carxi^inc 1-»\m/\fl-»fi+ir>ol r\t*rvfoiM PT TinAC^ /PT TIAAQ'^A ml? XT A 

nomo sapiens nypoineiicai proiein rL>j luuoo t^ri^j luuoj iukina 


XT\A ni70Ql 
INM U 1 lyy\ 


nomo sapiens nypoineiicai protein rLJ lUUoi (rLJ lUUo i j, iukina 


NM 017979 


Homo sapiens hypothetical protein FLJ 10043 (FLJ 10043), mRNA 


NM Ul /y /j 


Homo sapiens nypotneticai protein rLJlOujo (rLJ1003o), mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ10034), mRNA 


NM 017610 


Homo sapiens hypothetical protein DKFZp7olD081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_0 17590 


Homo sapiens hypothetical protein DKFZp434K0920 (DKFZp434K0920), 

mRNA 


iNM U 1 /DOO 


Homo sapiens nypotneticai protein L;KrZp4J4uUDZZ (UivrZp4j40l;jZz), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-0-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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INM UloOJO 


Homo sapiens bladder cancer overexpressed protein (BLOVl), mRNA 


xT\iif niinno 
INM^Ulo /UZ 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 

rnDXT A 

nUviNA 


INM U1410U 


riomo sapiens H^rCU /U protein (riorL.u /U), mKN A 


INlVl_UU4Zoo 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
proiein vi^oL/UJor j, mKJNA 


INM UU'fUOU 


oomo sapiens cyciin oi (CCNUi mKN A 


JNM UU0-5Z1 


Homo sapiens transcription tactor bmamg to lOrlM enhancer 3 (lrb3), mRNA 


JNM UU/UjD 


Homo sapiens keratocan (KERA), mRNA 


VTA4 nnrt^AA 

JNM UUUD40 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA - 


INM UUjUID 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


INM UU^UIZ 


Homo sapiens secreted rnzzled-related protem 1 (brRPl), mRNA 


INM Ul 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


INM UIOjZD 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


INM Ul /H'tZ 


Momo sapiens toii-iiKe receptor y ( i LKy), mKN A 


INM uioyj/ 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 


INM UlOVjl 


riomo sapiens NAUrH oxidase 4 (NUA4j, mKN A 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


INM Uloy4o 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


iNM UUjjJo 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPAl), mRNA 


NM 017410 


Homo sapiens homeo box C 13 (HOXC13), mRNA 


NJM Ul /4Uy 


Homo sapiens homeo box CIO (HOXCIO), mRNA 


NM_015y2z 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 

(HlUjbi;, mKN A 


JNM_UU4 1 zy 


Homo sapiens guanylate cyclase 1 , soluble, beta 2 (GUCY1B2), mRNA 


lNM_Ul /4ZJ 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
aceiyigaiactosaminyitransterase / (LraiNAc-i /) (LrALN 1 /j, mKN A 


XI N4 n 1 AO A7 
IN M U 1 074 / 


Homo sapiens G8 protein (G8), mRNA 


rSM Ul /4^4 


riomo sapiens auai oxidase i ^uuuAi ), mKN a 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


XTliif A1 lA 1 O 

INM Ul /41o 


Homo sapiens deleted in esophageal cancer 1 (DEC 1 j, mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM U17413 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


XTXvT AAA/ITT 

NM U0U477 


Homo sapiens albumin (ALB), mRNA 


NM_UU7z35 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 

mKJNA 


XTlV/f AA/1^0^ 

NM_UU4joj 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


XT\/f A AO 1 lA 

NM UUZii4 


Homo sapiens heme oxygenase (decycling) 2 (HM0X2), mRNA 


XTlVif AA7 1 AA 
NM UUZIUU 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYPA), mRNA 


XTXyf AAC7AO 

NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_0 13280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRTl), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NM_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM__002161 


Homo sapiens isoleucine-tRNA synthetase (lARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (lARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclei gene encoding mitochondrial protein, mRNA 


>JM CiCiAQOl 


rtomo Sapiens meinyi \^p\j Dinaing proiem z (^Ken synorome ) (^McL/r z ), niKiN a 


rNivi uujyzo 


rioiTio sapiens meuiyi-cpo Dinoing aomain protein i (MdUj j, mivN a 


INiVl UUDIDU 


Homo sapiens LIM domain only 6 (LM06), mRNA 


lNlVi_Ul J*fJ 1 


riomo sapiens luuer ceii lecun-iiKe receptor suDiamiiy k^, memoer 4 ^ivLKC4j, 

nilvJNA 


INiVl WUl'tZ/ 


nomo sapiens engraiieo nomoiog z v^cinzj, mt\JNA 




nuiiiu sdpiciis cngiaiicu nomoiog i ^^jcin i ), nuviN A 




nomo sapiens zinc linger proiein idj ^^priZj-yo ) yZjisr ijj )^ miviNA 




noiiio Sapiens iciiiL' imgcr proicm ^z^rL/Zj )\Ajruz.j )^ miviN/\_ 


IN AVI UIJOJJ 


nomo sapiens wums lumor ossociaieu proiein ^wi i-i mrviN a 


NM 01SR7'? 


U/\tYm ccmiAtic %/illin_li1rA /"A/TT T \ tYn1?XTA 

nuiiiu Sapiens viiiii1''I1kc \^vii^i^^, mrviN/\ 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


XTM 01^'i7ft 


nomo sapiens variaoie cnarge protein on a witn two repeats ^vcA-zrj, itikjna 


INM Ul04-)/ 


nomo sapiens tuDuun, gamma z ( i udKjZ), mKNA 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM uioUoy 


Homo sapiens KJ<AD-zinc tinger protem SZFl-1 (SZFl), mRNA 


iMJVl_Uliz /2 


Homo sapiens solute carrier family 21 (organic anion transporter), member 1 1 

/"CT /^71 A 1 l^ mDXTA 

(oJ-»UZlAl 1 ), mKiNA 


INM uoyzo 


Homo sapiens putative secreted protein (SIGl 1), mRNA 


lNM_UlOZ/4 


Homo sapiens ani ana rA domam-containing protein anJrAl (bnirAl), 
mRNA 


iNM UIOZ/0 


Homo sapiens serum/glucocorticoid regulated kinase 2 (SGK2), mRNA 


JNM U13oo4 


Homo sapiens bZr protem (azr j, mKNA 


INM UlOJJO 


Homo sapiens KUZb (Kuzj, mtvNA 


INM UlOJZl 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NM_0 15900 


Homo sapiens phosphatidylserine-specific phospholipase Alalpha (PS-PLAl), 

rviT?XT A 

mKNA 


MM Ol^^'i'5 
INiVl UIOJjJ 


nomo sapiens ninjurm z (.ninjz^, mKNA 


MM 0 1 f^AA 1 


riomo sapiens memurane mieraciing protem ot KOoio v^MiKioj, mKNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MANl), mRNA 


XTA>f ni^O/IO 
INM_UlOZ4y 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEEl), 

TviDXT A 
mKNA 


INM U101j3 


Homo sapiens l»w-i (^l»w-ij, mKNA 


INM UIOjjI 


Homo sapiens seven transmembrane protem l M /arJ ( 1 M /or3), mKNA 


MM OIA^OO 


Homo sapiens ATPase, aminophospholipid transporter-like, Class I, type 8 A, 

m*atYiK#»r 7 ATP8 A7^ mPMA 

memoer z v^a i r oaz j, itikin a 


MM 01 A/1 '57 


nomo sapiens synoreim ^^LiUudi /4yj, mKiNA 


MM 01A'^A7 


nomo sapiens gnreun precursor (^hjcdi tjo), itikna 


MM 01/»770 


nomo sapiens NTuppei-UKe lacior (^i^ucj i / i^j, iukna 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


XTA yf A 1 1 1 
NM UlOZil 


Homo sapiens nemo-uke Kinase (LUCjI /Ui mKNA 


XTA4 A 1 /cn^ 
NM UloZzj 


Homo sapiens KtlU type ilia protem (LUCMovoj, mKNA 


NM 016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


NM UlozlV 


Homo sapiens nHDC tor nomoiog or Drosophila neadcase (LOC5 1 696), mRNA 


NM_uioiyy 


Homo sapiens Uo snRNA-associated Sm-like protem LSm / (LOC51o90), 

mRMA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_0 16447 


Homo sapiens N4AGUK protein p55T; Protein Associated with Lins 2 
(LOC51678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM uiou/y 


Homo sapiens Col- 149 protein (LOC51652), mRNA 


XT\>I Al^AiCO 

iNM UiOU02 


Homo sapiens CCj1-12o protein (LOC51647), mRNA 


XTTLX A 1 /TACT 


Homo sapiens CCjI-120 protem (LUC51644), mRNA 


NM 016056 


Homo sapiens CGI- 1 19 protein (LOC51643), mRNA 


iNiVl 01004/ 


Homo sapiens coi-l 10 protein (LUC51639), mRNA 


XTA/f A 1 ^A 1 

NM OloOlo 


Homo sapiens C(jl-69 protein (LOC51629), mRNA 


XTlVyf A1/CAAO 

NM 01600© 


Homo sapiens CCj1-60 protein (LUC51626), mRNA 


NM ooyyj 


Homo sapiens Kjuppel-like lactor 13 (KLr 13), mRNA 


NM OlSyoO 


Homo sapiens HMrl9 protem (LOC51617), mRNA 


NM OIjVjo 


Homo sapiens COl-30 protein (LUC5 161 1), mRNA - - - - - - 


XTA A A 1 CC\A 1 

NM 015941 


Homo sapiens CGl-1 1 protein (LOC51606), mRNA 


NM 015937 


Homo sapiens CCj1-06 protein (LOC5 1 604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


XTA/T A 1 CAO 1 

NM 015921 


Homo sapiens divalent cation tolerant protein CU 1 A (LOC51596), mRNA 


XTA>f A1CAAO 

NM 01590© 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015o75 


Homo sapiens unnamed HERV-H protem (LUC51581), mRNA 


NM 015o/4 


Homo sapiens H-2K bindmg iactor-2 (LOC515oO), mRNA 


NM 0162o3 


Homo sapiens adrenal gland protein AD-004 (LOC5157o), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protem DSC54 (L(JC51334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC51333), mRNA 


NM 016642 


Homo sapiens beta V spectrin (obrbCV), mRNA 


NM 01663o 


Homo salens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protem (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


TT " 1 At A * t A. * /T ^ 1 -i ^\ 1~\ "VTA 

Homo sapiens hypothetical protein (LOC51317), mRNA 


X TA jf r\'\ ^ ^ f\C\ 

NMO 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (L0C5 1310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_0 16591 


Homo sapiens core 2 beta-l,6-N-acetylglucosaminyltransferase 3 (LOC51301), 

_T^XT A 

mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protem (LOC51291), mRNA 


NM_0 16568 


Homo sapiens G-protein coupled receptor SALPR; somatostatin and angiotensin- 
like peptide receptor (L(JC51259), mRNA 


NM 016566 


Homo sapiens pparl (LUC5l2oo), mRNA 


XTK >f A 1 ^CiCO 

NM 016563 


Homo sapiens Ris (LUC51255), mRNA 


NM 01654© 


Homo sapiens golgi membrane protein ur73 (LOC512o0), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LuC5 1 259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC51239), mRNA 


NM 016459 


Homo sapiens hypothetical protem (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccmia related kinase 3 (L0C5 123 1), mRNA 


NM_0 16427 


Homo sapiens transcription elongation factor (SlII) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (L0C51 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (L0C51 196), mRNA 


NM 016323 


Homo sapiens cyclin-E binding protein 1 (L0C51 191), mRNA 


XTX>f A 1 1 T 

NM 016317 


Homo sapiens neutral sphingomyelinase (LOC51 190), mRNA 


NM 016286 


Homo sapiens carbonyl reductase (L0C51 181), mRNA 


NM 016269 


Homo sapiens lymphoid enhancer bindmg factor- 1 (L0C51 176), mRNA 


NM_0 16245 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 

/T r\t^Z\ 1 TAX mTSXT A 

(LOC51 170), mRNA 


NM 016241 


Homo sapiens endomucm-l (LOC51 169), mRNA 


NM 016230 


Homo sapiens ilavohemoprotem b5+b5R (LOC51 167), mRNA 


NM 016221 


Homo sapiens dynactinp62subunit(LOC5 11 64), mRNA- - - 


NM 016215 


Homo sapiens NEUl protein (L0C51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (L0C51 161), mRNA 


NM 016161 


Homo sapiens alpha- 1,4-N-acetylglucosammyltransferase (LOC51 146), mRNA 


NM 016123 


Homo sapiens putative protein kmase NY-REN-64 antigen (LOC51 135), mRNA 


XTX jT AlZ'I'^A 

NM_016120 


Homo sapiens putative ring zinc finger protem NY-REN-43 antigen 
(LOC51132), mRNA 


XTX >f AI^AO'^ 

NM 016033 


Homo sapiens CGI-90 protein (LOC51 1 15), mRNA 


XTX >r AI^A'*'^ 

NM 016032 


Homo sapiens CGI-89 protein (LOC51 1 14), mRNA 


XTX A A 1 £.f\'J A 

NM 016030 


Homo sapiens CGI-87 protein {LOC51 1 12), mRNA 


XTX if AIZTA'^O 

NM 016028 


Homo sapiens CGl-85 protein (LOC51 111), mRNA 


NM 016027 


Homo sapiens COl-83 protein (LOC51 1 10), mRNA 


NM 016022 


T t „ .„„ „ „ „ „ * „ f~\ T TO X _ ^ / T ^\^^ C 1 1 ATX T> VTA 

Homo sapiens CGl-78 protein (LOC51 107), mRNA 


XTXyf A 1 £.f\ 1 O 
NM 016018 


Homo sapiens CGl-72 protein (LOC51 105), mRNA 


NM 016013 


Homo sapiens CGI-65 protein (LOC51 103), mRNA 


XTX>r A 1 ^A 1 1 

NM 016011 


Homo sapiens CGI-63 protein (LOC51 102), mRNA 


XTX A A 1 £.t\f\£. 

NM 016006 


T T - ; /~^/^T CO A _ ^ / T ^ 1 AAA\ T*XT A 

Homo sapiens CGl-58 protein (LOC51099), mRNA 


XTX X Ai CAAA 

NM 015999 


Homo sapiens CGI-45 protein (LOC51094), mRNA 


XTXjT A1 cac^ 

NM 015982 


Homo sapiens germ cell specific Y-box binding protein (LOC51087), mRNA 


XTXjf AICA/T'? 

NM 015963 


Homo sapiens CGI-36 protein (LOC51078), mRNA 


XTX >f A1CACA 

NM 015959 


Homo sapiens CGl-31 protein (LOC51075), mRNA 


XTX>f A1CACA 

NM 015950 


Homo sapiens CGI-22 protein (LOC51069), mRNA 


NM 015930 


Homo sapiens Cul-07 protein (LOC51068), mRNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


NM 015914 


Homo sapiens hypothetical protein (LOC51061), mRNA 


X Tlk K A 1 ^ A 1 A 

NM 015910 


Homo sapiens hypothetical protein (LOC51057), mRNA 


XTHjT A1 ^aai 

NM 015901 


Homo sapiens unknown (LOC51055), mRNA 


NM 015893 


Homo sapiens preproprolactin-releasmg peptide (LOC51052), mRNA 


NM_0 15887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


XTTkif At fOOA 

NM 015880 


T T • T^ T 1 • t ^ A 1 /"T /\ A ^\ TV VTA 

Homo sapiens RIG-like 14-1 (LOC51047), mRNA 


X TIL if Al ^0'7'7 

NM 015877 


Homo sapiens Kruppel-associated box protein (LOC51045), mRNA 


NM 015863 


T T • ^ A^ A. J. • TV /'T ^ i\ A ■% \. T% VTA 

Homo sapiens surfactant protein B (LOC51041), mRNA 


NM_0 15854 


TT • jIj 'aI 1»/* 

Homo sapiens retmoic acid receptor-beta associated open readmg frame 
(LOC51036), mRNA 


XTX jf A 1 ^ O >1 A 

NM 015849 


T T J.' 1a TTT~* /"T /~V/~1 ^ -1 A^ ^\ T^V T A 

Homo sapiens pancreatic elastase IIB (LOC51032), mRNA 


XTX if AI^A'TC 

NM 016075 


Homo sapiens CGI- 145 protein (LOC51028), mRNA 


NM OI0O/4 


Homo sapiens COl-143 protein (LUC51027), mRNA 


NM 016063 


Homo sapiens CGI- 130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI- 105 protein (LOC5101 1), mRNA 


NM 015947 


Homo sapiens CGI- 18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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fNiVl VljyHO 


oomo sapiens coi-iv protein (LUL/jiuuuj, itikjna 


INIVI U10U*fU 


riomo sapiens \^vji-iuu protein (LUv^Duyyyj, iukna 


IN JVl U 1 OD / 1 


rionio sapiens lengsin ^Lrvro j, mivN a 


INIVI UlJoOo 


rioino sapiens NK-recepior (^jvik-uzjoo j, mKNA 


INIVI UiDZol 


rionio sapiens 0 1 czu-iiKC Kinase ^^Jiivj, mivNA 


INJVl UlDJ3o 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 




ooino sapiens manimaiian inosiioi nexaKispnospnate Kinase z (^iroivz mKNA 


INIVI UlJOtO 


nomo sapiens cyiOKeraun z ^riuMC i izaj, nu\iNA 


INiVl UiO^UO 


riomo Sapiens nypomeiicai protein yriorK^zjz), mKNA 


iNiVl U lot 70 


nomo sapiens nypomeiicai proiein (^ripr u^zh-z mKNA - - 


IN IVl U 1 Ot-OW 


riomo sapiens nypometicai proiein ^rtorciyzj, mKNA 


rNIYl 


nomo sapiens nypomeiicai proiem ^^tiorv^iuyj, mKNA 


iNivi uiouyi 


riOmO sapiens HorL/UZD (^oorL^UZ j ), mKNA 


INlVi UIOjZZ 


nomo sapiens neuroirimin (^riN i j, mKNA 


lNiVl_U10ZDo 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


IN JVl UiOi IJ 


riomo sapiens HiiMJv nomoiog /kd ^rlbMlvj, mKNA 


iNlVl u 103 10 


riomo sapiens lumor antigen oLr-op (rH-^L^o ), mKNA 


IN IV1_U i O J 'f U 


riomo sapiens vj proiein-coupieo receptor /z \^LrrK/zj, mKNA 


INIYl UIZI7O 


riomo sapiens lj antigen o (OALriio ), mKNA 


injvi uijoyo 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBIl), mRNA 


INIVI U lOJ J / 


Homo sapiens epithelial protein lost in neoplasm beta (EPLIN), mRNA 


iN IVl U 1 OZ 1 0 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 


INJVI U10Z4U 


Homo sapiens CbKi protein (CoKl j, mKNA 


NM 016073 


Homo sapiens CGI- 142 (CGI- 142), mRNA 


INM UlOilD 


Homo sapiens CbD-o protein (CED-o), mRNA 


INM UlOOZU 


Homo sapiens hypothetical protein (BM-005), mRNA 


XT\>f n 1 CQQ/^ 

rsM uijoyo 


Homo sapiens BLu pro tern (BLu), mRNA 


INM U104Z0 


Homo sapiens u-z and o-priase expressed 1 (Ol obi), mRNA 


r>iM_uiDyzo 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 

V^Aoj ), mKNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


iNM UlOJ/0 


IJ^vMA ooMiAMf* AXTl^'O'TXT *^t>f^4-Ai^ / A XT'L'"LJ'7X1\ -^.PXT A 

Homo sapiens ANKHZN protein (ANKHZN), mRNA 


INM Ulozoz 


Homo sapiens adenylate kinase 3 alpha like (AiCL3L), mRNA 


INM U1C)4jJ 


Homo sapiens oHi protein (Arirzl), mRNA 


NM 016614 


Homo sapiens TRAP and TNF receptor-associated protein (AD022), mRNA 


XT\>I A1 

NM_Ul*)Jo3 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECRl), mRNA 


NM UU/lZO 


Homo sapiens valosin-containing protein (V CP), mPlNA 


INM UUIUjV 


Homo sapiens tacnykinin receptor 3 ( 1 ACK3), mRNA 


NMUU^yoJ 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYHl), 

mRNA 


NM UUjjoI 


Homo sapiens lysosomal-associated membrane protein 1 (LAMPl), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGFl), 

mKNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCBl), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPRl protein (SPRl), mRNA 
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INIYI UIhUOo 


riomo sapiens obtJvi protein (^abbivl ), mKNA 




nonio sapiens r i uu 1 1 proiein y^r i uui i niKN A 


\riv>f niAino 
rNjvi vi^ivy 


T-Tr\m/^ eoniAmn DO/^7AAA ms^^^-aim /D0/^7AAA\ •vkDXI A 

nonio sapiens rKUZUUU protein ^rKUzuuuj, nuCNA 


INIVI VIHIK)/ 


riomo sapiens rKuiyyz protein (rivuiyyz), mKNA 


iNlVl yJiHKJyj 


oomo sapiens rKUiouu protein ^rKUiouuj, nuvNA 


INIVI U14Uo4 


oomo sapiens rKUUoUo protein (rKUUoUo), mKNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM U14Uo2 


Homo sapiens PRO0397 protein (PRO0397), mRNA 


NM U141zj 


Homo sapiens PRO0327 protein {PRO0327), mRNA 


NM _yi4Uol 


.Homo sapiens-PRO0297 protein (PRO0297), mRNA - - 


NM U14Ui7 


Homo sapiens NTT5 protein (NTT5), mRNA 


NM_U1 jjO/ 


Homo sapiens MILl protein (MILl), nuclear gene encoding mitochondrial 
protein, mRNA 


rNM U14UOU 


Homo sapiens MCT-1 protein (MCT-1), mRNA 




Homo sapiens KIAAl 116 prote 


in (KIAAl 116), mRNA 




Homo sapiens KIAAl 104 prote 


in (KIAAl 104), mRNA 


Ki\A ^^^ AQ^ < 


Homo sapiens KIAAl 074 prote 


in (KIAAl 074), mRNA 


XJN/T Al ylQl 1 


Homo sapiens KIAAl 048 prote 


in (KIAAl 048), mRNA 


xTiv>r A1/10A< 
INJYI Ul4yOD 


Homo sapiens KIAAl 042 prote 


in (KIAA1042),mRNA 


>J\jf A 1/10/17 
INM U14y4/ 


Homo sapiens KIAAl 041 prote 


in (KIAAl 041), mRNA 




Homo sapiens KIAA0970 prote 


in (KIAA0970), mRNA 




Homo sapiens KIAA0942 prote 


n (KIAA0942), mRNA 


INIVI yjljyjj/ 


Homo sapiens KIAA0916 prote 


n(KIAA0916), mRNA 


INIVI U14!744 


Homo sapiens KIAA091 1 prote 


in (KIAA0911), mRNA 


IN IVl U 1 47 0 1 


Homo sapiens KIAA0871 protei 


m (KIAA0871),mRNA 


XT\/f Al/lQ/ll 
INIVI U14y41 


Homo sapiens KIAA0852 protei 


n (KIAA0852), mRNA 


NM 


Homo sapiens KIAA0846 protei 


n (KIAA0846), mRNA 


xjiV^ A 1 An 1 ^ 
INm U14 / 1 J 


Homo sapiens KIAA0712 gene product (KIAA0712), mRNA 


INIVI U14o/l 


Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


jNjvi ui4/yy 


Homo sapiens hephaestin (HEPH), mRNA 


IN JVl U 1 40 / O 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


XTXyf A 1 /!A 1 1 
INM U14U1 1 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


XTAyf A 1/17/11 

INM U14/41 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


INM U1400Z 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


xjiv/r Al/lfi'^fi 
INM U14oJo 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


xjA/f A1A77A 
INM U14//4 


Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


W\A A14fi7A 
INM U14o/U 


Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


INM U14OJ0 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


INM Ul4o04 


Homo sapiens KIAA0475 gene product (KIAA0475), mRNA 


W\A ni/lQ^7 
INM U14oj/ 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


INM U14olZ 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


vT\/r A 1/107/: 
INM U14oZO 


Homo sapiens KIAA0451 gene product (KIAA0451), mRNA 


XTAyf A 1 /1^7€ 

NM U14o/j 


Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


xT\>r A 1/17^1 
NM U14/ji 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


XTA/t A 1 /1 77/1 

INM U14/Z4 


Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 0146K4 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA03 19 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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INM U 1 J 1 


Momo sapiens 1sJAA0244 protein (K1AA0244), mRNA 


XTXyf A 1 An An 


Homo sapiens 1v1AA023 / gene product (K1AA0237), mKNA 


MM (WA^iTX 
INIYI U 1*^0/ J 


oomo sapiens jviaauzuj gene product (K1AAUz05), niKN a 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


XT\yf c\^ AniKt 
INIVI U14/Jo 


U Amr> 1/" T A A A 1 AC ^^.^ ^ /I/' I A AA1AC\ T> XT A 

Homo sapiens K.1AA0195 gene product (KiAA0195), mRNA 


INM Ul4o4U 


Homo sapiens K1AA0173 gene product (KJAA0173), mRNA 


INM U14000 


Homo sapiens IvlAAOwl gene product (K1AA0171), mRNA 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_0 14737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mKNA _ _ - - - 


vTAyf fM Anna 
NM 014770 


Homo sapiens KlAA01o7 gene product (K1AA0167), mRNA 


XTHif A1 >n^o 

NM 014739 


Homo sapiens KIAA01o4 gene product (KIAA0164), mRNA 


NM_014oo5 


Homo sapiens chromosome condensation-related SMC-associated protein 1 

/VTAAAICQN wiOXT A 

^R1AA0159J, mKNA 


XT\>I Al An A 0 

NM 014/4o 


Homo sapiens K1AA0064 gene product (KIAA0064), mRNA 


NM U14o/0 


LJ^wv*^ MnM«AMn VTA A AA^'7 MAMv«. J..^A /lyT A A AA^'^X -- - tw t a 

Homo sapiens KiAA0063 gene product (KJAA0063), mRNA 


XT\>f Al An^A 

NM U14/04 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


NM Ul4o/j 


Homo sapiens K1AA0042 gene product (K1AA0042), mRNA 


NM_014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


XTTVyf A 1 C3 /I A 

NM U1jj4U 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 


XT\/f A 1 A HI A 

NM U14o34 


Homo sapiens 1C1AA0015 gene product (K1AA0015), mRNA 


XT\ A A 1 /I TOT 

NM Ul4/oj 


I_T ^ *^ ^ T/" lAAAAl'^ ^ ^ J J. /T/" TA AAAI'^N — 'O X T A 

Homo sapiens K1AA0013 gene product (K1AA0013), mRNA 


XTlV>f A 1 yl AAO 
NM 014008 


Homo sapiens JMl protein (JMl), mRNA 


NM_0 14066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 

yri 1 UOz), mKNA 


NM Ui41!)4 


Homo sapiens HbPC056 protem (HSPC056), mRNA 


XTAyf A 1/11 ^'2 

NM U141D3 


Homo sapiens HbrC055 protem (HSrC055), mRNA 


XTAVf A 1 >l 1 ^ A 

NM U141jU 


Homo sapiens HarL052 protem (HSrC052), mRNA 


XTAyf Al /i 1 /IQ 

NM U1414y 


Homo sapiens Ht)rL049 protem (HSrC049), mRNA 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPC018 protem (HSPC018), mRNA 


XTAjf A 1 /I A 1 A 

NM 014019 


T T T FOTl/^AAA J • /¥ TO rt/^AAAX X T A 

Homo sapiens HSPC009 protem (HSPC009), mRNA 


XTAjff A 1 a 

NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


XTXVf A 1 C5 /I 0 

NM 015343 


Homo sapiens hypothetical protein (HSAOl 1916), mRNA 


NM_0 14063 


Homo sapiens src homology 3 domain-containing protein HIP-55 (HIP-55), 

mDXT A 

mKNA 


XTlVyf A 1 Afi^n 

NM 014052 


Homo sapiens CjW128 protein (GW128), mRNA 


NM Ul4ooo 


Homo sapiens predicted osteoblast protem (GS3786), mRNA 


XTlV>r A 1 Af\1f\ 

NM U14030 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (GlTl), mRNA 


XTlVyf A 1 Af\nn 
NM 0140// 


Homo sapiens DKFZP586O0120 protem (DKFZP5 8600120), mRNA 


NM Uij4zj 


Homo sapiens DKrZP586M0122 protein (DKFZP586M0122), mRNA 


XTA/f f\^ ZA C/^ 

NM 015456 


Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA 


NM 1)15393 


Homo sapiens DK1'ZP564(J0823 protem (D1CFZP564O0823), mRNA 


NM 015421 


Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


XT A 4 A 1 C/1 1 C 

NM 015415 


Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 


XIX if A 1 CCOT 

NM 015527 


Homo sapiens DKFZP434P1750 protem (DKFZP434P1750), mRNA 


INlVl UlJ*tJO 


oOmo sapiens UlvrZ.r'4j4Kl /I protein (^Ulvr^r4J41vl /IJ, mKNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGMl), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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iNM Ul J /UJ 


Homo sapiens CCj1-9o protein (C(j1-9o), mRNA 


MM U1j3oU 


Homo sapiens COlol protein (CCj1-51), mRNA 


INM U1414J 


Homo sapiens o7-HI protein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


XTlVyf f\1 A C^Ci£. 

NM U145yo 


Homo sapiens zinc ribbon domain containing, 1 (ZNRDl), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


NM 014437 


Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 


NM 015363 


Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 


NMO 14232 


Homo sapiens vesicle-associated membrane protem 2 (synaptobrevin 2) 
_(VAMP2),.mRNA _ _ _ _ - 


NM_0 14233 


Homo sapiens upstream binding transcription factor, RNA polymerase I (UBTF), 
mRNA 


NM U14z3j 


Homo sapiens ubiquitin-iike 4 (UBL4), mRNA 


XTA>f A 1 /I "J Q1 

INM U143oJ 


Homo sapiens testis zinc finger protein (TZFP), mRNA 


XT\/f A 1 A^An 

INM U14j4/ 


Homo sapiens tropomoduiin 3 (ubiquitous) (rMOD3), mRNA 


JNM U14j4o 


Homo sapiens tropomoduiin l (neuronal) ( 1 MUD2), mRNA 


XT\>f (\^ A AHA 

INM U144o4 


Homo sapiens tubulointerstitial nephritis antigen (TIN-AG), mRNA 


XTlVif A 1 /10<Q 

iNM U14z5o 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


XTK M A 1 yl T A 

NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


NM 014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofiinctional uracil DNA glycosylase 
(SMUGl), mRNA 


NM_0 14270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 9 (SLC7A9), mRNA 


NM_0 14252 


Homo sapiens solute carrier family 25 (mitochondrial earner; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


XTX >f ^\^ A A A'^ 

NM 014442 


Homo sapiens sialic acid binding Ig-hke lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specific protease (SENPl), mRNA 


NM 014563 


TT • J1 •! 111*1.1 / l^T^ T \ ^ T A 

Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VIII, alpha polypeptide 

/ n ,y^'V T O A \ T^ VTA 

(SCN8A), mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 

/ y^'V T ■! A \ T^ "VTA 

(SCN12A), mRNA 


NM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NM_0 14285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5'- 
exoribonuclease (RRP4), mRNA 


NM_0 14496 


Homo sapiens nbosomal protem S6 kmase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


XTAjf f\t A*^ A C 

NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 




Homo sapiens ring finger protein 1 1 (RNFl 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBXl), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


NM 01441U 


Homo sapiens clustenn-like 1 (retinal) (CLULl), mRNA 


NM_0 15725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

(PRRDH), mRNA 


NM_005973 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 
mKJNA 


NM U14ii/ 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM 121 
(r(JM121Ll), mKNA 


NM 015720 


Homo sapiens endoglycan (P0DLX2), mRNA _ - 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (pi 00), mRNA 


NM_0 14321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
mRNA 


NM_0 14565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (ORlAl), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCTl 1), mRNA 


NM 014581 


TT ■ _l aI*1' a" ^ TV /y^TV Y^/*\ TV \ TVV T A 

Homo sapiens odorant-binding protein 23 (0BP2B), mRNA 


XTX >f A1 /I C 

NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NM_014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 

/XTT rrxT^^N TkXT A 

(NUDT5), mRNA 


NM_0 14502 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 
(NMP200), mRNA 


XTA K C\ \ A'^'^O 

NM U143Zo 


T T « _. _ ' ^ ^ ^ ^ ^ ^ ^ _ J ^ • /*V T T^ O A \ TV VTA 

Homo sapiens nesca protein (NESCA), mRNA 


XTA A A1 yC^OO 

NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(IVKU, rUlV) (NUUrAo), mRNA 


NM UIjo/o 


Homo sapiens neurobeachin (NBEA), mRNA 


NM \J144ol 


Homo sapiens contactin 6 (CN 1 N6), mRNA 


NM 014520 


Homo sapiens MYB binding protein (PI 60) la (MYBBPIA), mRNA 


XT"\>f A 1 /mi 

NM U14zzl 


Homo sapiens mature T-cell prolireration 1 (MTCPl), mRNA 


XTX >f AACA'^'^ 

NM 005927 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


NM 014623 


Homo sapiens male-enhanced antigen (MEA), mRNA 


XTX K C\ \ A A ZT'^ 

NM 014462 


T T _ ■ ; T 1 J. * /T 0 1 # 1 \ XTA 

Homo sapiens Lsml protein (LSMl), mRNA 


XTX A A 1 yl ^'^^ 

NM_0 14622 


Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 

/T rWJ 1 1 O A \ .mDXT a 

(LOHl 1CR2A), mRNA 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMDl), mRNA 


XTX ;T A1 A C £. A 

NM 014564 


T T — . . ^ ' ^ TTXA1 1 ^ ^ A. • ^ XT T T"V^ ^ \ T\ XTA 

Homo sapiens LIM homeobox protem 3 (LHX3), mRNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


TT • "I*! rf* a"j' rry ti VT A nr^v tvv t a 

Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


XTX M f\ \ A C 1 ^ 

NM_014512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, I (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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XTX H A 1 >1 O 1 O 

NM_014218 


TT 1*11 11" 11 1* 1»1 J A 1 • « 

Homo sapiens killer cell immunoglobuun-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_0147o5 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(iClAAOOlo), mRNA 


XTXyf C\ 1 AA(\£i 

iNM_U144Uo 


Homo sapiens potassium large conductance calcium-activated channel, 
suDtamiiy M, beta memoer i-uke (KCNMd3L), mRNA 


NM_014407 


Homo sapiens potassium large conductance calcium-activated channel, 
suDtamuy m oeta memoer j (K^L/NMoJ), mRNA 


INM U14Z10 


rlomo sapiens mositol l,i,4-tnpnospnate 5/6 kinase (llPKl), mRNA 


XTK/f ni/lAO'? 


Homo sapiens inversin (INVS), mRNA 


INM 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


INiVl__U14Z / I 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (ILIRAPLI), 
mRNA 


INIVI U14ijy 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


rMM U1444j 


Homo sapiens mterleukm 17B (1L17B), mRNA 


fNM U14jJJ 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


INM U14Z0Z 


Homo sapiens nypotnetical protein B (HbU479zo), mRNA 


NM_U 144^4 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 

(rlorU / J, mKN A 


INM U144/J 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


INM UIDJ/U 


Homo sapiens nypotnetical protein (Ho /4 /bz A), mRNA 


INM UOJ/I 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


INM U1434D 


Homo sapiens endocrine regulator (HRlHrBz43o), mRNA 


iNM U14zDj 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


XT\>f niA0<7 
JNM U14z3/ 


Homo sapiens cuzuy antigen-iiKe (CUzuyL), mRNA 


rVM U14Zlj 


Homo sapiens nomeo Dox uy (HUAUVj, mKNA 


NM 014620 


Homo sapiens homeo box C4 (H0XC4), mRNA 


XTXVf A 1 /I O 1 O 

INM Ui4zlZ 


Homo sapiens nomeo box CI 1 (HOXLl 1), mRNA 


XTA/f AI/IO/^A 

INM UI4ZOU 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


INM U14JjO 


Homo sapiens HuCo.z protein (HCjCo.z), mRNA 


XTAyf A 1 /t '2 ^ /I 

iNM UI4jj4 


Homo sapiens HuCo .1.1 protein (HuCo .1.1), mRNA 


lNM_U14j / I 


Homo sapiens nairy/ennancer-oi-split related with YRPW motii-hke (HEYL), 


INM U140U0 


Homo sapiens nect aomam and rld 3 (HbRC3), mRNA 


IN M U 1 J / ZO 


Homo sapiens Hjzo (H3zo), mRNA 


XT\if A 1 /I 1 O 
INM U140iy 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


fSM U14oz/ 


Homo sapiens O protein-coupled receptor 57 (CjrR57), mRNA 


NM 014498 


Homo sapiens type 11 Golgi membrane protein (GPP 130), mRNA 


XTXvf A 1 >l '5 

NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


XTX jT A1 A^^'^H 

NM 014236 


Homo sapiens glyceronephosphate 0-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCRl), 
mRNA 


NM 015715 


TT * TTT M. A \ \ 1" A ^ /✓^TTT TXT A ^\ T^ ^ T A 

Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


NM_U14zy 1 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 

ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte GO/Gl switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAGl), mRNA 



463 



(400/104) 





Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 3 (SLCl 1 A3), mRNA 


iNivi ul*^J*^4 


Homo sapiens putative secreted ligand homologous to fjxl (FJXl), mRNA 


fNIVl U144jy 


Homo sapiens interieuKin-l aupertamily z(rlLI(Zbl A)), mRNA 


INlVl 


Homo sapiens interieuKin-i bupertamily l ^rlLl(brblLUN)j, mKJNA 


iNM U144JO 


Homo sapiens Interleukin-l Superfamily e (FILl), mRNA 


XTNyf A 1 /1 1 1 A 
INM U14Z1U 


Homo sapiens ecotropic viral integration site 2A (EV12A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


INM U14oUu 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


. Homo sapiens EH-domain containing 2 (EHD2), mRNA - ~ 


NM 014503 


Homo sapiens down-regulated m metastasis (DRIM), mRNA 


NM 014549 


Homo sapiens DKFZp434P21 1 protem (DKFZP434P21 1), mRNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 
kD protem from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 

(UdUUKI), mKNA 


XTX/T A1 /I TOO 

NM U14iyz 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


INM UU4io7 


Homo sapiens catenin (caanerm-associated protein), alpha 2 (CTNNA2), mRNA 


INM 1/14343 


Homo sapiens claudin 13 (CLDN13), mRNA 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


NM 014207 


Homo sapiens CDS antigen (p56-62) (CD5), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mRNA 


XTX >f AI ylOA^ 

NM 014206 


Homo sapiens chromosome 1 1 open readmg frame 10 (CllorflO), mRNA 


XTA if AI A A 

NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NM_014382 


Homo sapiens ATPase, Ca-H- transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_0 14570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
( ARFGAP 1 ), mRNA 


XTX /T AI /lO^O 

NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


X T A K fW A A (\C 

NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

.^T>XT A 

mRNA 


XTX K A 1 yl yl 

NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 


XTX jT AI A A^^ 

NM 014423 


TT_ " *TT1^ J X* ^ ^ 1 y A ^ < \ "VTA 

Homo sapiens ALLl fused gene from 5q31 (AF5Q31), mRNA 


XTX JT AI >l C AA 

NM_014590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
(ERVWEl), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


XTX if AI A'\QA 

NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


XTX if A 1 Af\^ A 

NM 014274 


TT * AII*J* J. ' *j1* 1 */A 1^ /rv i-ix ^ V A 

Homo sapiens Alu-bmdmg protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


NM_007082 


Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1, mRNA 


XTXjr AACA'i^ 

NM_O05036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type 11 (D102), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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INIVI UUH-JZJ 


riomo sapiens rj\^L»z-associaieu ainanogcnc (^tsAOi itikina 


INIVI UUUl^O 


rtoiTio sapiens guaniainoaceiaLe rM-meinyiiransicrase v^^ami ), miNJNA 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


INM UUjjZj 


riomo sapiens nomeo dox ah (HUAAI i), niKNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM UUoz4y 


Homo sapiens proiine-ncn protein BstNl subramily 3 (PRB3), mRNA 


INiVl UUjJzy 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


IN iYl_UU J 1 o / 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 




Homo sapiens lyrnphocyte cytosolic protein 2 (SH2 domain-containing- - - 
leuKocyie protein oi /okjj ) (LL-rz j, mKN a 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCPl), mRNA 


NM 005 lyo 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NMO 13936 


Homo sapiens olfactory receptor, family 1 2, subfamily D, member 2 (ORl 2D2), 
mRNA 


NM_0 13937 


Homo sapiens olfactory receptor, ramily 1 1, subfamily A, member 1 (ORl 1 Al), 
mRNA 


VTIk jT AI'^AvIA 

NM_0 13940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (ORlOHl), 
mRNA 


NM_0 13941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (ORIOCI), 
mRNA 


xTXiT f\^'i{^'iQ 
NM_U1 jyio 


Homo sapiens oliactory receptor, family 10, subiamily H, member 3 (OR10H3), 
miviNA 


NM^O 13939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 

mKxNA 


INM 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


XTIV/f A1 '2/1 '2 ^7 

INM U134->/ 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PILR(BETA)), mRNA 


INM U1343y 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRNl), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0 13450 


Homo sapiens bromodomam adjacent to zinc finger domain, 2B (BAZ2B), 

.^nxT A 

mRNA 


XT\ A A 1 O >l >l O 

NM_0 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZl A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub- family D (ALD), member 1 (ABCDl), 
mRNA 


XTX* A AO COO 

INM UUz3y3 


Homo sapiens procollagen L-endopeptidase enhancer (FCULCh), mRNA 


iNiVl \)\)^J\}H 


Homo sapiens mv-i ivev Dinaing proiem ^^riKiJj, niKjNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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XTH M AAA A OT 

NM 000487 


Homo sapiens arylsulfatase A (ARSA), mRNA 


NM_004597 


Homo sapiens small nuclear ribonucleoprotein D2 polypeptide (16.5kD) 
(bNKrD2), mRNA 


NM 006194 


Homo sapiens paired box gene 9 (PAX9), mRNA 


JNlVl Uliiiu 


Homo sapiens NMb7 (NMb7), mRNA 


NM 012476 


Homo sapiens ventral anterior homeobox 2 (VAX2), mRNA 


NM 012253 


Homo sapiens transketolase-like 1 (TKTLl), mRNA 


NM 012268 


Homo sapiens similar to vaccmia virus HmdIIl K4L ORF (HU-K4), mRNA 


XTX K AA*^ A 1 T 

NM 002017 


Homo sapiens Friend leukemia virus integration 1 (FLU), mRNA 


XT* Jf t\t\^^ £C\ 

NM 006769 


Homo sapiens LIM domam only 4 (LM04), mRNA - 


XT* >r AA'^'^^A 

NM_002260 


Homo sapiens killer cell lectm-like receptor subfamily C, member 2 (KLRC2), 

nxT A 

mRNA 


XTX if AAC5 1 ^7 

NM 005317 


Homo sapiens granzyme M (lymphocyte met-ase 1) (GZMM), mRNA 


XTAVf C\C\A A in 

NM 004417 


Homo sapiens dual specificity phosphatase 1 (DUSPl), mRNA 


NM 012125 


Homo sapiens cholinergic receptor, muscarinic 5 (CHRM5), mRNA 


INM UU12J0 


Homo sapiens carbonyl reductase 3 (CBR3), mRNA 


XTA >f A 1 'J '5 /I '3 
NM UijJ4J 


Homo sapiens NACj-7 protein (NAG-7), mRNA 


XTX Jf A 1 'J O >< il 

NM 013344 


Homo sapiens leucine zipper-like protein (LZLP), mRNA 


NM 013236 


Homo sapiens like mouse brain protein E46 (E46L), mRNA 


XT* if A1000A 

NM 013380 


Homo sapiens zmc finger protein 228 (ZNF228), mRNA 


XT* >r AI'^'^Z''** 

NM 013362 


Homo sapiens zinc finger protein 225 (ZNF225), mRNA 


XT* /f A10'?AO 

NM 013398 


Homo sapiens zinc finger protein 224 (ZNF224), mRNA 


XT* /f A 1 O ^ 1 

NM 013361 


Homo sapiens zinc finger protein 223 (ZNF223), mRNA 


XT* if AI'^'^^A 

NM 013360 


Homo sapiens zinc finger protein 222 (ZNF222), mRNA 


NM 013359 


Homo sapiens zinc imger protein 221 (ZNF221), mRNA 


XT*Jf Al'?nCA 

NM 013250 


Homo sapiens zinc finger protein 215 (ZNF215), mRNA 


XT*>f A 1*^ Oil A 

NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


NM 013256 


Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 


XT* if AITO'TI 

NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


NM 013403 


Homo sapiens zinedin (ZIN), mRNA 


NM 013378 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA 


NM 013270 


Homo sapiens testes-specific protease 50 (TSF50), mRNA 


NM_013381 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDE), 
mRNA 


XT* X A 1 ^ ^ 1 ^ 

NM_013315 


TT t 11j_ •j.I a. * a 1 /I ■ 1 »1 »\ 

Homo sapiens transmembrane phosphatase with tensm homology (TPTE), 
mRNA 


XT* iff Al'^^^'^ 

NM 013353 


T T ■ A. J1* A f 1\ /'T^'K M A \ T\ "k. T A 

Homo sapiens tropomodulm 4 (muscle) (TM0D4), mRNA 


XT* if AI'^OAA 

NM 013390 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


X T* Jt A 1 O ^ 1 A 

NM 013319 


Homo sapiens transitional epithelia response protein (TEREl), mRNA 


XT* if A 1 O ^ >l 

NM 013254 


TT • A 'V TT^ 1 • J* 1 • 1 yrl ^ i"^ -w r 1 \ T* "K T A 

Homo sapiens TANK-binding kinase 1 (TBKl), mRNA 


XT* if A 1 ^ O A A 

NMO 13309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
mRNA 


NM 013356 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 


NM 013257 


Homo sapiens serum/glucocorticoid regulated kmase-hke (SGKL), mRNA 


NM 013376 


Homo sapiens CDK4-binding protein p34SEll (SEIl), mRNA 


NM 013243 


Homo sapiens secretogranin 111 (SCG3), mRNA 


XT* X t\%'>*^C^ 

NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (FX 19), mRNA 


NM_0 13261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(FFARGCl), mRNA 
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INIVI UljZOo 


Homo sapiens placental protein 13 (PP13), mRNA 


rNM UijJoZ 


Homo sapiens putative protein O-mannosyltransferase (P0MT2), mRNA 


JNIVI UIjZjZ 


Homo sapiens programmed cell death 6 (PDCD6), mRNA 




Homo sapiens over-expressed breast tumor protein (OBTP), mRNA 


NM_013389 


Homo sapiens NPCl (Niemann-Pick disease, type CI, gene)-like 1 (NPCILI), 

mKJNA 


iNM UljJZO 


Homo sapiens colon cancer-associated protein Micl (MICl), mRNA 


INM KJijZjo 


Homo sapiens DNAJ domain-containing (MCJ), mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLTl), mRNA 


NM_0132o9 


Homo sapiens killer cell imrnunoglobulin-like_receptor,_three domains, long - 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


NM 013311 


Homo sapiens insulin upstream factor 1 (lUFl), mRNA 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


NM_0 13292 


Homo sapiens (clone PWHLC2-24) myosm light chain 2 (HUMMLC2B), 
mRNA 


NM_0 13288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 
mRNA 


NM_013244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetylglucosammyltransrerase IV-nomolog (HGNT-IV-H), mRNA 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), mRNA 


NM_0 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mRNA 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Homo sapiens TCF3 (E2A) fusion partner (m childhood Leukemia) (TFPT), 

XT A 

mRNA 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 

ractor-3 (CLC), mRNA 


NM_0 13372 


Homo sapiens cysteine knot superfamily 1, BMP antagonist 1 (CKTSFIBI), 
mKJNA 


NM 111332/ 


Homo sapiens Cul-56 protein (CGl-5o), mRNA 


XTlVyf A 1 'JO '5 A 

NM Ui3z3U 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 

(CD24), mRNA 


NM U132/0 


Homo sapiens carbonydrate kinase-like (CARKL), mRNA 


NM ui33yy 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor 0^33), mRNA 


XTTi/f AA/CTAO 

NM 006792 


Homo sapiens mortality lactor 4 (MORF4), mRNA 


NM_0003y7 


Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease) (CYBb), mKNA 


XT\>f AACAOO 

NM UUjUyo 


Homo sapiens musculm (activated B-cell ractor-1) (MSC), mRNA 


XTIVVT AAiC AAA 

NM_0Uol44 


Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 
serine esterase 3) (GZMA), mRNA 


NM UU2U4/ 


Homo sapiens glycyl-iKJNA syntnetase (OAKb), mKJNA 


INM UU44Uj 


Homo sapiens distal-less homeo box 2 (DLX2), mRNA 


NM UU43 / 1 


Homo sapiens coatomer protein complex, subunit alpha (COPA), mRNA 


INIVI \3\i^ lot 


nomo sapiens caruonic annyoFose iix, muscie speciiic ^, mixiN a 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARFl), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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Dinding cassette (sub-ramily C, member 7) (CFTR), mRNA 


INJYl_UUijOU 


Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


INM Uu4UU4 


Homo sapiens gap junction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA 


XTAyf nn< i oc 

INM uujiys 


Homo sapiens choline kinase-like (CHKL), mRNA 


INM U1245Z 


Homo sapiens zmc linger protein 281 (ZNF281), mRNA 


INiVl UIZZjO 


Homo sapiens zmc imger protein 212 (ZNr212), mRNA 




Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide (YWHAG), mRNA 


INM UiZZjj 


Homo sapiens 5-3' exoribonuclease 2 (XRN2), mRNA - - - - 


iNM U1Z4/4 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA 


INM U1Z4/J 


Homo sapiens tnioredoxm, mitocnondrial (1 aN2), mRNA 


INM U1Z400 


Homo sapiens tetraspanm iM4-r> (lM4-i3), mRNA 


INM U1Z40D 


Homo sapiens touoia-iiKe z ( i llz), mKN a 


INM U1Z404 


Homo sapiens louoia-iiKe i (iLLij, mKNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLKl), mRNA 


INM UlZ4-)j 


Homo sapiens bbC7 nomolog ( 1 IC), mRNA 


XTA >f A 1 O /I ^ /I 

NM U1Z4M 


Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 


NM 012231 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


XTIV /f n 1 O /I C 1 

NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NM_0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein (SP0N2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NM_0 12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NM_0 12243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
CjIcNAc) transporter), member 3 (SLC35A3), mRNA 


NM_0 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(oLC17A5), mRNA 


XTA A A 1 /I n 

NM 01Z4jZ 


Homo sapiens bbl domain, biiurcated 1 (SETDBl), mRNA 


XTAyf AIO/IO'7 

NM yjil^ll 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMHl), mRNA 


NM_012424 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 

♦«dxt a 

mKNA 


NM 01Z4Z1 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 01Z415 


Homo sapiens RAD54, S. cerevisiae, homolog of, B (RAD54B), mRNA 


XTA A A 1 O jl 1 A 

NM_012410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 

**-»T3 XT A 

mKNA 


XTAyf AlOylAA 

NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner of RACl (arfaptin 2) (PORl), mRNA 


NM 012400 


Homo sapiens phospholipase A2, group IID (PLA2G2D), mRNA 


XTX Jf A 1 O ^ A A 

NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


XTX if AI'^AOO 

NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTKl), mRNA 




Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1 ) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTFl), mRNA 


NM_0 12375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM_0 12368 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (0R2C1), 
mRNA 


NM_0123oO 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (0R1F8), 
mRNA 


NM_012352 


Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (ORl A2), 
mRNA 


NM_0 12351 


Homo sapiens olfactory receptor, family 10, subfamily J, member 1 (ORIOJI), 
mRNA 


NM_l) 12345 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 

(NJJrlrl J, niKNA ^ _ . _ _ _ _ . 


iNlVl UlZJ4'^ 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


NM 012342 


Homo sapiens putative transmembrane protein (NMA), mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESGl), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORE), mRNA 


XTA jT a 1 '*>A^ A 

NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NM_012214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


XTX A A 1 '^'*> 1 O 

NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM_0 12325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

/A Jf A T>T^ T"* 1 \ T> X T A 

(MAPREl), mRNA 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

/T T^T'A if 1 \ _T»XT A 

(LETMl), mRNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOCl), mRNA 


XTU Ji A i i 

NM_012314 


TT * 1 *11 tt * til* V** J . « • « 

Homo sapiens killer cell immunoglobulin-like receptor, two domams, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


NM_012313 


TT * 1*11 11* 111*1*1 1 • 4 

Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 

— -4.^1 * J. *t ^ /T^TT^^T^O^\ T^"VT A 

cytoplasmic tail, 3 (KIR2DS3), mRNA 


XTX if AIIOI'^ 

NM_012312 


TT * 1 "tt 11 * 111* 1"1 1 J 1 • • . 

Homo sapiens killer cell immunoglobuhn-hke receptor, two domams, short 
cytoplasmic tail, 2 (K1R2DS2), mRNA 


NM_012iO/ 


Homo sapiens differentially expressed in adenocarcinoma of the lung 

/VTA A r\QQn\ t^OXTA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


NM 012302 


Homo sapiens latrophilm (KIAA0786), mRNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAAO330), mRNA 


NM 012288 


Homo sapiens TRAM-like protein (KIAA0057), mRNA 


XTA >f A'll'^O^ 

NM 012286 


Homo sapiens MORF-related gene X (KIAA0026), mRNA 


XTA jr At^^O^ 

NM_0 12283 


TT * J* Ma. .jII ll^*l 1 ^ 

Homo sapiens potassium voltage-gated channel, subfamily G, member 2 
(KLNCj2), mRNA 


XTX X A 1 

N MO 122 82 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like(KCNElL), mRNA 


NM 012278 


Homo sapiens mtegrin beta 1 bmdmg protem (melusin) 2 (ITGB1BP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 1 1 (ITGAl 1), mRNA 


XTA if Al'^'^'7'7 

NM 012277 


TT_^^^^^* a_*1a 11 A_1 A A "VTA 

Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


NM 012275 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (ILlHYl), mRNA 


NM_0 12259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 

^DXT A 

mKNA 


NM_0 12258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEYl), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBPl), mRNA 


NM_0 12087 


Homo sapiens general transcription factor IIIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM_0 12203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 


INM_UlzzUz 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


\t\A 0 1 0 1 0 1 
INM UlZlVl 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


XTAvf ni 

NM UlZloj 


Homo sapiens lorKneaa box E2 (FOXB2), mRNA 


MM UlzloJ 


Homo sapiens lorknead box D3 (FOaD3), mRNA 


JNM UlZljj 


Homo sapiens Ets homologous factor (EHF), mRNA 


INM_U120oU 


Homo sapiens DNA segment, numerous copies, expressed probes (GSl gene) - 
{DXF68S1E), mRNA 


XTX A A 1 O 1 >l O 

NM 01214o 


Homo sapiens double nomeobox, 3 (DUX3), mRNA 


XTK A A 1 O 1 /I T 

NM 012147 


Homo sapiens double nomeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA 


XTX A A 1 O 1 yl >l 
NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAll), mRNA 


NM_012140 


Homo sapiens solute carrier family 25 (mitochondrial carrier; dicarboxylate 
transporter), member 10 (bLC25A10), mRNA 


NM U iZl J / 


Homo sapiens dimethylarginine dimethylaminohydrolase 1 (DDAHl), mRNA 


XT\>f A 1 0 1 1/I 
NM 012134 


Homo sapiens leiomodm 1 (smooth muscle) (LMODl), mRNA 


NM UlZljJ 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudm 1 7 (CLDN 1 7), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN 14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN 12), mRNA 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (ClZl), mRNA 


NM_012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) suifotransferase 5 
(CHST5), mRNA 


XTXiT A 1 O ATC 

NMO 12075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
mRNA 


XTAjf A 1 O 1 

NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


XTlVyf A 1 O 1 1 iC 

NM_0121 lO 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 0121 13 


Homo s^iens carbonic anhydrase XIV (CAM), mRNA 


XTX JT aioati 

NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


XT\>f A 1 O 1 1 A 

NM 0121 10 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


XTX A A 1 O 1 AA 

NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


XTlV>f A 1 O 1 AT 

NM_012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


XTAyf A 1 O 1 A/1 

NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


XT\ A A 1 O 1 AC 

NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUPl), mRNA 


XT\ A A 1 1 A*^ 

NM 012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NM_0 12099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 

_ nxT A 

mRNA 


XTX if AI'^AAO 

NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NM_0 12067 


Homo sapiens aldo-keto reductase family 7, member A3 (anatoxin aldehyde 
reuuciase ) \j\r\j\. / a j nuvJN a 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (K1F3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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fMJVl \J\)/Z/^ 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
(oLC9A3), mRNA 


INM UU4jZj 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


XTXyf nni 1 OQ 

INM uujizy 


Homo sapiens squalene epoxidase (SQLE), mRNA 


IMM UUjOZo 


Homo sapiens plakophilm 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(AOC3), mRNA 


INM UUiJzz 


Homo sapiens tubby like protem 1 (TULPl), mRNA 


INM Uuz7_47 _ 


Homo sapiens.mitogen-activated protem kinase 4 (MAPK4-), mRNA- - - 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (G0LGA4), mRNA 


NM_U06421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protem 1 
(BlulJ, mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


NM 0U4J04 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 

«»>.ri XT A 

mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NM_006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


NM_000944 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, alpha 
isoform (calcmeurin A alpha) (PPP3CA), mRNA 


NM_001142 


Homo sapiens amelogenin (X chromosome, amelogenesis miperfecta 1) 

/AX KT^t "V\ T»XT A 

(AMELX), mRNA 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 

/ A t:>/^o^\ — t>xt a 

(ABCCo), mRNA 


XTlV/r AATJ C 1 

INM UU/jDl 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


Homo sapiens putative GR6 protein (GR6), mRNA 


NM_007353 


Homo sapiens guanine nucleotide binding protein (G protein) alpha 12 (GNA12), 
mRNA 


INM UU/iOO 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
(rHLUAl), mRNA 


INM UU/J04 


Homo sapiens integral type I protein (P24B), mRNA 


INM UU/j4Z 


Homo sapiens nucleoporin-like protein 1 (NLP 1 ), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM_0U7341 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR), 
mRNA 


XTX>f AATITA 

NM U07370 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 


XTX>r AAT? /t O 

NM 007348 


Homo sapiens activating transcription factor 6 (ATF6), mRNA 


XTX>f AA/IOCA 

NM_U04o5U 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 

mKJNA 


XTXyr f\r\<Z1A 

iNM uUj J /4 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLCl), mRNA 


XTX A A A '5 C O 

NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004900 


nuinu bdpicns syuapiogynn j i iNvjio j, nUvJNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIGS), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo salens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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cnannei, suDiarniiy n, memDer i (^jvL/NNI j, itikna 


INIVI UUIDOj 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPGl), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrm-Iike with transmembrane domains 1 (ANKTMl), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


XT\ X 1 A(\A 

NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NM_001607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A tniolase) (ACAAl), nuclear gene encoding mitochondrial protein, 
mRNA 


XTK>f f\r\'i'\ AC" 

NM_003l45 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 
(aaK2), mRNA 


NM UOUojZ 


Homo sapiens glutathione b-transierase pi (uSTPl), mRNA 


NM U00o27 


Homo sapiens glutamate receptor, ionotropic, AMPA 1 (GRIAl), mRNA 


NM_U05252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), 

r^DXT A 

mKNA 


NM UUjoUj 


Homo sapiens riotiilin 1 (rLUl 1 j, mRNA 


NM UU44Dy 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM UU4Uol 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM UU4U42 


Homo sapiens arylsulratase F (ARSF), mRNA 


NM O030o5 


Homo sapiens synuciem, beta (SNCB), mRNA 


XTA>r AAAiC 1 O 

NM OUUolz 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


XTX >r AA^AAC 

NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-reguIated) 

(RAbuRrl), mRNA 


NM 0062o7 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002oo2 


Homo sapiens RAN binding protein 1 (RANBPl), mRNA 


NM UU3oo4 


Homo sapiens p300/CBr-associatea lactor (PCAF), mRNA 


NM_00525o 


Homo sapiens OTP cyclohydrolase I feedback regulatory protein (GCHFR), 

mivNA 


NM UUl 13U 


Homo sapiens amino-terminal enhancer of split (AES), mRNA 


NM uuiuyy 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


XT\jf AA/HOAO 

NM OOooyo 


Homo sapiens nomeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sapiens flavin containing monooxygeneise 3 (FM03), mRNA 


XTX A f\f\A 111 

NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FENl), mRNA 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NM_007315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STATl), 

.^r> XT A 

mRNA 


XTl JT AACAAC 

NM_005005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 

qII) (NUUrby), mKNA 


NM UUjJoZ 


Homo sapiens uracil-DNA glycosylase (UNO), mRNA 


NM UUDzzi 


T T.».-— — n<«>n«AM« ^an^nl 1 Ann t«A*MAM C /T^T 'V C \ XT A 

Homo sapiens distai-iess nomeo box o (ULA5), mKNA 


XTAif AAA/1 TO 

NM uuu4/y 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM uuioiy 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBKI), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YYl transcription factor (YYl), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NM_006412 


Homo sapiens 1 -acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM_U00810 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


NM_00U430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAHIBI), mRNA 


NM 003006 


Homo sapiens selectin P hgand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


NM_002410 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotem beta-l,6-N-acetyl- 

glucosaminyltransferase.(MGAT5), mRNA _ _ 


NM_002409 


Homo sapiens mannosyl (beta-l,4-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NM_002408 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


NM_002406 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGATl), mRNA 


NM_005923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 

XT A 

mRNA 


NM_002225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALRl), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


NM 000677 


Homo sapiens adenosine A3 receptor (AD0RA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens 0-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mRNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (ITGA4), mRNA 


XTH M AAT 1 A^ 

NM_003197 


Homo sapiens transcription elongation factor B (SIII), polypeptide 1-like 
(TCEB 1 L), mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


XTIi if t\l\^C^A 

NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYODl), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPPl), mRNA 


NM 002377 


Homo sapiens MASl oncogene (MASl), mRNA 


NM_002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALSl), 
mRNA 


NM_000887 


Homo sapiens integrin, alpha X (antigen CDl IC (pi 50), alpha polypeptide) 
(ITGAX), mRNA 


NM_000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(1 1 LrA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGAIO), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRMl), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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iNjVl_UUUoi4 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


iNM_UUUoii 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
fnj> 1X17 A ^ mj> XI A 

^LlKlINZAj, mivINA 


INM UUZUo4 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


IMM UUUoUj 


Homo sapiens gastrin (CjAS), mRNA 


XTXA AA 1 QA A 
INJYl_UUiy4U 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 

mivINA 


TsJ\4 nni9iQ 
iNivi uuiziy 


Homo sapiens calumenin (CALU), mRNA 


INIVI UU 


Homo sapiens zona pellucida glycoprotein 3A_(sperm receptor) (ZP3A), mRNA- 


INIVI UU/i jO 


riomo sapiens zinc ringer protein oU (p 1 1 /) (Z^NroOj, mRNA 


fNlVl UU/ZOU 


riomo sapiens Kruppei-iiKe lactor o (ivLroj, mKNA 


vTAyf An7i/;7 

iNlVl UU / 10 / 


riomo sapiens zinc linger protein Zjo (/LNrZjoj, mKNA 


INM UU/ IDJ 


riomo sapiens zinc linger protein zoo (/.NrZOo), mKNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


XTA/f AA71 CA 

INM UU/1jU 


Homo sapiens zinc tmger protein 185 (LIM domain) (ZNF185), mRNA 


INM UU/14/ 


Homo sapiens zmc ringer protein 175 (ZNF175), mRNA 


XJAyf AA71A^ 
INM UU/14J 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VILl), mRNA 


XTXif AAT IOC 

iNM_UU/lzD 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 

/^K«*y^«vt A /T T'T'"\/\ vmDXT a 

cnromosome (U i Y j, mKNA 


'KJ\A nA71 OA 
INM UU/1Z4 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA 


XJA/f AA7107 
INM UU/iZZ 


Homo sapiens upstream transcription factor 1 (USFl), mRNA 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mKINA 


XTA>r A ATI A/C 

INM UU/lUo 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


XTX4^ A ATI 1 0 

INM UU /I lo 


Homo sapiens triple lunctional domain (PTPRF interacting) (TRIO), mRNA 


XTA/t A AT 1 1 T 

INM UU /1 1 / 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


INM_UU /ZIo 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 

•viDXT A 

mKINA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


XT\yf AA71 1 /I 

INM UU / 1 14 


Homo sapiens l Al A element modulatory lactor 1 (TMFl), mRNA 


NM 0071 12 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


XTA>r A ATI 1 1 

NM 0071 1 1 


Homo sapiens transcription factor Dp- 1 (TFDPl), mRNA 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM_007108 


Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kD, 
elongin B) (TCEBz), mRNA 


XTAif AAT1AC 

NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLCzzAlLc>), mKNA 


XTlVyf AATI ^1 

INM_UU/loJ 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 

TYil?XT A 
mKINA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


INM UU/lOJ 


Homo sapiens splicing lactor 3a, subunit 2, ookD (SF3A2), mRNA 


NM 00 /Z!>Z 


Homo sapiens Ketina-denved POU -domain factor- 1 (RPF-1), mRNA 


NM 00 /Z/i 


Homo sapiens B-celi associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


INM_UU/Zo4 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMTl), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(P0LG2), mRNA 
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xTiv/f nmo^/i 
iNM UU/Zj4 


Homo sapiens polynucleotide kinase 3 -phosphatase (PNKP), mRNA 


iNM UU/Zzl 


Homo sapiens polyamine-modulated factor 1 (PMFl), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


Nivi uu/ioy 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
(rACSiN2), mRNA 


XTA iff AAT 1 r\f\ 

NM 007190 


Homo sapiens Sec23-mteracting protem pi 25 (PI 25), mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

.^nxT A 

mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic. anion.transporter), member 9 
(bLC21A9), mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
(NDUFVl), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAr4Kl), mRNA 


XTXyf AATO'JA 


Homo sapiens mannosidase, alpha, class IB, member 1 (MANIBI), mRNA 


NM_u071o4 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 

^MAUL^AMlj, mKNA 


XTAil AAT^ 1 

InM UU/Zlo 


Homo sapiens alpha integrin binamg protein 63 (K1AA1017), mRNA 


NM_007213 


Homo sapiens JM4 protein (JM4), mRNA 


XTXiT AATIAO 

NM 007102 


Homo sapiens guanylate cyclase activator 23 (uroguanylin) (GUCA2B), mRNA 


NM 007227 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA 


NM 007275 


Homo sapiens lung cancer candidate (FUSl), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonin containing TCPl, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


NM_007220 


TT • I'll ■« TT^ ■ ^ 1 \ * \ £ A i" 1~» \ 1 

Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


XTA Jl AA^ 1 AA 

NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit e (ATP5I), mRNA 


XT1L jr AA'T'^'> 1 

NM__00723 1 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 
(aLCoA14), mRNA 


NM 007203 


Homo sapiens A kmase (PRKA) anchor protein 2 (AKAP2), mRNA 


XTAVf AAT^AO 

NM 007202 


Homo sapiens A kmase (PRKA) anchor protein 10 (AKAPIO), mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 8 
(ABCAo), mRNA 


XTX >l AAACAZT 

NM 000506 , 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


XTA if AAZ'TO/T 

NM 006736 


TT ' \ A. \ \ A* 1 T^"V T A T 1 • 1 1 /"T T T 1 \ T> T A 

Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJl), mRNA 


NM__006553 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDGl), 

XT A 

mRNA 


XTX>r AA^AOyl 

NM 006984 


Homo sapiens claudin 10 (CLDNIO), mRNA 


injyi__uujDI;z 


riomo sapiens Air-Dinciing cassene, suD-iamiiy a (Adci ), memoer i 
(ABCAl), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc fmger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPKIB), mRNA 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, D, lOOkD (TAF2D), mRNA 


NM 006950 


TT • • T /0\/XT1\ T^XTA 

Homo sapiens synapsin I (SYNl), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


NM 006949 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NM_006948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(oiCH), mKNA 


NM 00oy4o 


Homo sapiens spectrin, beta, non-erytnrocytic 2 (SPTBN2), mRNA 


NM 00oy4j 


Homo sapiens small prolme-ncn protein 2B (SPRR2B), mRNA 


NM 000^44 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 00/ooy 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM 0Uoy40 


Homo sapiens bRY (sex aetermmmg region Y)-box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (S0X21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX 10), mRNA 


NM_006934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute earner ramily 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NM_00693 1 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 

/OT A \ nXT A 

(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kmase-associated protem 1 A (pl9A) (SKPIA), mRNA 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


Homo sapiens splicing factor, argmine/serine-rich 1 (splicing factor 2, alternate 
splicing ractor) (SFRSl), mRNA 


XTA A AAZTA 1 T 

NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


T T _ *_ _1_ 1 A 1*1 _ / A Z^*^ J * \ /"T^ T\T ATX "V T A 

Homo sapiens rabphilin 3 A-like (without C2 domains) (RPH3 AL), mRNA 


NM_007055 


Homo sapiens polymerase (RNA) III (DNA directed) (155kD) (RPC155), 

mKNA 


XTA>f AA^A 1 C 

NM OOoVIj 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


TT_ 1 *1 /"T TIN /T> T 'V T 1 \ T* "VTA 

Homo sapiens relaxin 1 (HI) (RLNl), mRNA 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RERl (RERl), mRNA 


NM_007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSGl), mRNA 


NM_007016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 

«^r> XT A 

mRNA 




Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_00703 1 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mKNA 


VT"\jf AA^AI 1 

INM 007011 


Homo sapiens putative transmembrane protein (HSl-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (H0XA7), mRNA 


NM 007045 


Homo sapiens FGFRl oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAFl), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


XTIkJT AA^/\1^ 

NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEPl), mRNA 


NM_006889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006952 


Homo sapiens cartilage paired-class homeoprotein 1 (CARTl), mRNA 


XT\ if AA'TACO 

NM 007058 


Homo sapiens calpain 1 1 (CAPNl 1), mRNA 


XTX AA^OOO 

NM_006888 


T ^ — 1 11*1/1 1 1 1* J1j- \ / AT X ^ 1 \ TX X T A 

Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALMl), mRNA 


XTXif AATAvn 

NM 007047 


Homo sapiens butyropnilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM_007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


TT _• ir%^ ^J. • /'TX^\ TXX.T A 

Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBFl), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mPlNA 


NM_006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_006761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo sapiens transmembrane trafficking protein (TMP21), mRNA 


NM 006853 


TT • 111*1 *11 /tTt 1 1 \ TX X T A 

Homo sapiens kallikrein 1 1 (KLKl 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDEl), mRNA 


NM 006756 


Homo sapiens transcription elongation factor A (SII), 1 (TCEAl), mRNA 


NM_006024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAXIBPI), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURFS), mRNA 


NM_006819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 
protein) (STIPl), mRNA 


NM 006780 


TT • OXA'A'\/OX*A'>'\ TX X T A 

Homo sapiens SMA3 (SMA3), mRNA 


VTIk 4' AA^IilA 

NM_006749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 

(SLC20A2), mRNA 


X TX X e\f\ y ^ A ^ 

NM 006747 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPAl), mRNA 


NM UUoo / J 


Homo sapiens stoned B/lrilA-alpna/beta-like ractor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBPl), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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INM UUoooo 


Homo sapiens KA133 1 , member RAS oncogene family (RAB3 1 ), mRNA 


lNM_UUOojy 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), 

mKJNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


iNM UUOOjO 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protem related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 

.mRNA _ _ - _ . 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 

1 if A T T^l \ nXf A 

1 (MALTl), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTRl), mRNA 


NM_006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobuhn-hke receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM_006863 


TT * 11 A * 111*1*1 1/^*1a/*j1 rv^'m r 

Homo sapiens leukocyte immunoglobuhn-like receptor, subfamily A (with TM 
domain), member 1 (LILRAl), mRNA 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LILRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM_006762 


TT 'T 1 ^ A t \ A * • 1 A ' 

Homo sapiens Lysosomal-associated multispanning membrane protein-5 

/T A ¥*T^ M e\ T>XT A 

(LAPTM5), mRNA 


NM_006737 


TT-^ ^ ' I'll 11* ll-l*-..!*! — ^ ^ A— a\- J * 1 

Homo sapiens killer cell immunoglobulin-hke receptor, three domains, long 
cytoplasmic tail, 2 (lvlR3DL2), mRNA 


NM_00oo01 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (IvDbLRl), mRNA 


INM U00o44 


Homo sapiens ilvB (bacterial acetolactate synthase)- like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (ILIRLILG), mRNA 


NM 006764 


Homo sapiens mterieron-related developmental regulator 2 (1FRD2), mRNA 


NM 006o31 


Homo sapiens ATP/uTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protem-coupled receptor 75 (GPR75), mRNA 


XTX jf AAinOI 

NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


XTX jf AA^'7'5'^ 

NM_006733 


Homo sapiens FSH primary response (LRPRl, rat) homo log 1 (FSHPRHl), 
mKNA 


XT\>f AA^T5 1 

NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASEILI), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_0067oy 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (AP0BEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome Iq (AFIQ), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


INJYl_UUODzj 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


NM UUoj37 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


XTK>r f\/\£.Z£.A 

NM UUOjo4 


Homo sapiens u protein-coupled receptor (TYMSTR), mRNA 


NM_00o573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 

(INroMiD), mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(^INrKbry), mKNA 


INM UUODZo 


Homo sapiens tissue factor pathway inhibitor 2_(TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed l-like (TCTEIL), mRNA 


NM UUODiy 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTBLl), mRNA 


NM__UUooUz 


Homo sapiens transcription lactor-like 5 (basic nehx-loop-nehx) (TCrL5), 

mKNA 


xTiwi nnA^O') 
jNJvi uuojyj 


Homo sapiens i-oox, Drain, i (IdKI itikjna 


NM_UUOO /y 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 

luce 1 Al-^ JKJj )j uUnJN A 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM UUOjjo 


Homo sapiens oamoo-liKe pnospnotyrosme protem, 1 -a 1 AR ( 1 1 AR), mRNA 


XTN/f AAA/^Al 
INIVI UUOOU3 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM UUo / 1 / 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM_00oo54 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM_006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006595 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A),mRNA 


NM_006559 


Homo sapiens GAP-associated tyrosine phosphoprotem p62 (Sam68) (SAM68), 

•^T) XT A 

mRNA 


NM_00651 1 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSCl Al), 

mDXT A 

mRNA 


NM__00OjoJ 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


iNlVl UUOOU'f 


riomo sapiens rei ringer proxein-iiKe j (^ivrrLj ^, mKJNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


INJVl UUODDO 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTFl ), mRNA 


inM UUoool 


Homo sapiens phospliodiesterase lOA (PDEIOA), mRNA 


NM 00oo74 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NM_0uo637 


Homo sq)iens olfactory receptor, ramily 5, subfamily I, member 1 (0R511), 
mRNA 


NM_00oo4y 


Homo se^iens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 _ 


-Homo sapiens nucleoporm 88kD (NUP88), mRNA - 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA 


NM00oo93 


Homo sapiens cleavage and polyadenylation specific factor 4, 301cD subunit 
(CPSF4), mRNA 


NM_00o669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 1 (LILRBl), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


XTAyf AA^CAA 

NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class lA, member 2 (MAN! A2), mRNA 


XTA K f\t\^ A AO 

NM_006498 


Homo sapiens lectin, galactoside-bmdmg, soluble, 2 (galectin 2) (LGALS2), 

XT A 

mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-bindmg protein 3 (KOCl), mRNA 


XTA AAz:zri i 

NM_00661 1 


Homo sapiens killer cell lectm-like receptor subfamily A, member 1 (KLRAl), 


NM UUoD4o 


Homo sapiens lur-ll mKNA-Dinding protein 1 (lMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 00649 / 


Homo sapiens hypermethylated in cancer 1 (HICl), mRNA 


NM UU4oo / 


Homo sapiens nect aomain and RLD 2 (HERC2), mRNA 


XTA if AA/i^T7 

NM OOOjz/ 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


XTA>f AAiCCOn 

NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


XTA Jf AA^OA 

NM 006530 


T T » - ■ _ 1 ^ \* ^ 1 • ^ J At / A O A 1 \ VTA 

Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


XTA if AA^COI 

NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) mcosyltransferase) (FUT9), 

M«r> XT A 

mRNA 


XTAA AAiCTAA 

NM OOo/OO 


Homo sapiens rLN29 gene product (rLN29), mRNA 


NM 000Oo4 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 0041 13 


Homo sapiens iibroblast growth lactor 12B (FGF12B), mRNA 


XTAyf AA/C/IO^ 

NM 00o4yj 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


T T ^ ^ ^ ■ J1 * 1 A* /TVV T A m A 1 \ T» VTA 

Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


XTA iff r\i\^^'^f\ 

NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLTl), mRNA 


XTAiT t\f\£.eo£. 

NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-bindmg factor (zinc finger protein) (CTCF), mRNA 


XTA Jff i\l\^C'nA 

NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 

mPXT A 

mrviN A. 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM UUd/1o 


Homo sapiens activator of S phase kinase (ASK), mRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NC0A3), mRNA 


NM U0oo70 


Homo sapiens 5T4 oncoietal trophobiast glycoprotein (5T4), mRNA 


NM_U02069 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 

activity polypeptide 1 (GNAli), mRNA 


INM UUllOJ 


Homo sapiens baculoviral lAP repeat-containing 3 (BIRC3), mRNA 


NM_U00391 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
DielscnowsKy disease) (CLN2), mKNA 


INM UUD44U 


Homo sapiens ijir-Dinaing protein Kiio/ (KHO/), mKNA 


INM UUjj4o 


Homo sapiens neat snock 70ki) protein IB (HSPAIB), mRNA - 


INM UUjJ4j 


Homo sapiens neat snock /UkU protein l A (H^FAl A), mRNA 


INM UUj!>4j 


Homo sapiens H4 histone family, member J (H4FJ), mRNA 


NM UUJD4j 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 


NM 003539 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HI FT), mRNA 


NM_003752 


Homo sapiens eukaryotic translation mitiation factor 3, subunit 8 (1 lOkD) 

(E1F3S8), mRNA 


NM 004929 


Homo sapiens calbindin 1, (28kD) (CALBl), mRNA 


NM 006122 


Homo sapiens mannosidase, alpha, class 2A, member 2 (MAN2A2), mRNA 


NM_006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 

mKNA 


NM uuozyy 


Homo sapiens zinc ringer protein 193 (ZNr 193), mRNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 0063 o5 


Homo sapiens zinc imger protein 21 1 (ZNF21 1), mRNA 


NM 006296 


Homo sapiens vaccinia related kinase 2 (VRK2), mRNA 


XTA yf AA^'^AC 

NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM_006294 


Homo sapiens ubiqumol-cytociirome c reductase bmdmg protein (UQCRB), 
mRNA 


NM 006293 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


XTX iT AAZ'^ 1 1 

NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCORl), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 

XT A 

mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THYl), mRNA 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


NM_006284 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, H, 30kD (TAF2H), mRNA 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NM_006283 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACCl), 

mivJNA. 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLCl), 
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mRNA 


NM UU04DU 


Homo sapiens splicing factor (45kD) (SrF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(SLC21 A6), mRNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 

sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 

XT A 

mRNA 


NM006379 


TT \ J ■• 111* J • /"T XI a 1 •J • 

Homo sapiens sema domain, immunoglobuhn domain (Ig), short basic domain, 

secretea, (semapnorm) 3C (SEMA3C), mRNA 


NlVl_0Uo274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 

^oUYAiyj, mKiNA 


INM UUO'fDj 


riomo sapiens transducin (oetaj-iiKe i ( i BLi ), mKNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


iNM uuozoy 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RPl), mRNA 


NM UUOJDj 


Homo sapiens ring linger protein 15 (RNr 1 5), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 1)06394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (PSMEl), mRNA 


NM UUoioz 


Homo sapiens peripherin (PRPH), mRNA 


XTA yf AA^O^I 

NM_006261 


Homo sapiens prophet of Pitl, paired-like homeodomain transcription factor 

(rKUr 1 j, mKNA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
aepenaent inniDitor (rKKivl), mKNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


XTX X AA^'^C'^ 

NM_006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 

(PRKABl), mRNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 

(FRKAAl), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


XTx jr aa/T'^jI^ 

NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


XTX >r A A^*^ jl ^ 

NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


XT* M AAZT*^ A A 

NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (BS6), beta isoform 
(PPP2R5B), mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (BS6), alpha isoform 
(PPP2R5A), mRNA 


Nm_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 

mKJNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEFl), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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INM UUozio 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


XTivyf nn#iiK 
JNJVl UUOZ^j 


Homo sapiens PUU domam, class z, associating factor 1 (P0U2AF1), mRNA 


NM uUozil 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


XT\>f AAA'S <Q 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
memorane protein, j4KJjj, memoer i / (c>LCzjA17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


iNM UUozzo 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCDl), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD5-1 -interacting protein-(PIR51), mRNA - - 


NM_006223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


NM_006222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-mteracting 1- 
like (PINIL), mfCNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NlMA-interacting 1 
(PINl), mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
(PIK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kmase, gamma 1 (muscle) (PHKGl), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAPl), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 

(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM_006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NM_00o205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 

mKJMA 


XT\>r AAiCOA>1 

rNJVl_UU0zU4 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 

(rJJiiOUj, mKNA 


XTXjf AAAIOfi 

iNivi uuoiyo 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCMl), mRNA 




Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM uuoiyj 


Homo sapiens paired box gene 4 (PAX4), mRNA 


XTlV/f AA^ 1 n 1 

NM uuoiyi 


Homo sapiens proliieration-associated 204, 38kD (PA2G4), mRNA 


XT\>f AA/C1 OA 

NM uuoioy 


Homo sapiens olfactory marker protein (OMP), mRNA 


XTAyf AA^IOiC 

NM_UUoloO 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 

mKNA 


XTXyf AAiC 1 0< 

NM UUOloj 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMAl), mRNA 


XTXiff AAiCI QA 

NM UUOlo4 


Homo sapiens nucleobmdm 1 (NUCBl), mRNA 


XTTVyr AA/C 1 oo 

NM UUoloZ 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


XT\jf AA/C 1 OA 

NM UUoioU 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


XTAvr AAA "2 TO 

NM UUOi /z 


Homo sapiens No 1 -associated protein 1 (NSAPl), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


XTX A f\(\^ 1 

NM 006 176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


xT\>r AAi;i7A 
JNIVl UUOI /U 


fiomo sapiens nucleolar protein i (izUKUj (NULI ), nruvNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 



483 



(400/104) 



NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUR0D2), mRNA 


INM UUOlJO 


Homo sapiens neuroiilament, ligrit polypeptide (6okD) (NEFL), mRNA 


INM {JUOjyj 


Homo sapiens neDuiette (NbBL), mRNA 


INM UUOjlO 


Homo sapiens UNA-binamg transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCKl), mRNA 


XTKif f\f\£.A1A 

NM_00o424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(aLC34Az), mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASPl), mRNA 


NM UUo343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 _ 


Homo sapiens LIM protein_(similar to rat protein kinase C-binding enigma) - 
(LIM), mRNA 


NM 006146 


Homo sapiens LIM and SH3 protem 1 (LASPl), mRNA 


NM_00o3o3 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (Kir 2), mRNA 


XTlivf f\f\£.A CO 

NM_UUo4jy 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM UUd14/ 


Homo sapiens interferon regulatory factor 6 (IRF6), mRNA 


NM UUoJiZ 


Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA 


NM UUoii/ 


Homo sapiens microspherule protein 1 (MCRSl), mRNA 


NM UUojUo 


Homo sapiens neat shock 27kD protem 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (Hbr 1 ), mRNA 


NM UUol4i 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM UUoJUZ 


Homo sapiens glucosidase I (GCSI), mRNA 


NM 00o47o 


Homo sapiens uAIS2-reiatea on chromosome 22 (GAR22), mRNA 


NM_UUo33o 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 

(LrACl j, mRNA 


NM UuoJoU 


Homo sapiens dendritic cell protein (GA17), mRNA 




Homo sapiens riouiin j ^rtiLNDj, mKNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


XTA>f AAiCOA>l 

NM UUo3U4 


Homo sapiens Deleted m split-hand/split-foot 1 region (DSSl), mRNA 


XTA>I A A 1 'I CC 

NM UUlijj 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


XTlV>r AA/C 1 '5 A 

NM U0ol3y 


Homo sapiens CD26 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protem (CRTAP), mRNA 


NM_00ol36 


Homo sapiens capping protem (actm filament) muscle Z-line, alpha 2 
(CAFZA2), mRNA 


NM UUo44o 


Homo sapiens trinucleotide repeat containing 1 (TNRCl), mRNA 


NM 006333 


Homo sapiens nucletu" DNA-binding protein (CID), mRNA 


NM_UU64iy 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
I J ^D-ceii cnemoatiractantj (^oCYDijj, mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM UU63Z4 


Homo sapiens craniofacial development protein 1 (CFDPl), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVAl), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 

\r V ivLZ ), mivlN/V 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 

antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMDl), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-Il (AP0C2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOCl), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (AP0A4), mRNA 


xr\>f nr*<oc5 

NM uusysj 


Homo sapiens metallotnionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 

(Ml 3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM_00oU06 


Homo sapiens zinc finger protein 145 (Kruppel-hke, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NM_U06004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM_00ou03 


Homo sapiens-ubiqumol-cytochrome c reductase, Rieske. iron-sulfur polypeptide- 
1 (UQCRFSl), nuclear gene encodmg mitochondrial protein, mRNA 


NM UUoUoo 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 




Homo sapiens translin-associated lactor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCPl, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


XT* JT AACAA'^ 

NM 005997 


Homo sapiens transcription factor-like 1 (TCFLl), mRNA 


NM_0061 16 


Homo sapiens transforming growth factor beta-activated kinase-bmding protem 

1 (TAB 1), mRNA 


XTX >r AACAOA 

NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKRIDI), mRNA 


XTX >r AACAOO 

NM 005988 


Homo sapiens small proline-rich protem 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOXl), mRNA 


NM_006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 

(SNAPC5), mRNA 


NM_006080 


TT * J •• 111*1 • y-r x 1 . 1 • -1 • 

Homo sapiens sema domain, immunoglobulin domam (Ig), short basic domam, 
secreted, (semapnorm) 3A (SEMA3 A), mRNA 


NM_0U6U7z 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 

(oCYAZoj, mKJNA 


NM UUjyol 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM UUDUD4 


Homo sapiens reticulon 3 (K1N3), mRNA 


NM uo^y// 


Homo sapiens ring tmger protein (C3H2C3 type) 6 (RNFo), mRNA 


NM VKJjy fj 


Homo sapiens r 1 Ko protein tyrosine kmase o (r 1 Ko), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYRl), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


XTA A AA^A^T 

NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAFl), mRNA 


NM_006097 


Homo sapiens myosin regulatory light cham 2, smooth muscle isoform 

(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTFl), mRNA 


■XT'* X f\/\ c n'y 

NM_005932 


Homo sapiens mitochondnal intermediate peptidase (MIPEP), nuclear gene 
encodmg mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


XTAyf nn AH fil 


Homo sapiens mhc oinamg tactor, beta (MHCDrDj, mKNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAPl), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEPIB), mRNA 
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NM_005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NM005920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 

(myocyte enhancer factor 2D) (MEF2D), mRNA 


NM_005919 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


XTIkjr AAf At O 

NM_005918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 

gene encoding mitochondrial protein, mRNA 


NM 01)5917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDHl), mRNA 


NM 005913. 


Homo s_apiens_melanocortin 5 receptor (MC5R), mRNA_ _. 


NM 005912 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


XTX ;r AACA1 1 

NM 005911 


Homo sapiens methionine adenosyltransferase II, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


XTX>r AACAA'T 

NM 005907 


Homo sapiens maimosidase, alpha, class lA, member 1 (MANlAl), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(MlISl), mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily lA, 1 (Ikaros) (ZNFNIAI), mRNA 


NM 006059 


Homo sapiens lammin, gamma 3 (LAMC3), mRNA 


XTX >r AA/TAOO 

NM 006038 


Homo sapiens spermatogenesis associated PDl (K1AA0757), mRNA 


NM_006084 


Homo sapiens mterferon-stimulated transcription factor 3, ganrnia (48kD) 
(ISGF3G), mRNA 


XTX M AACOAT 

NM 005897 


Homo sapiens mtracistemal A particle-promoted polypeptide (IPP), mRNA 


XTA if r\t\CCiC\^ 

NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDHl), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 

DMA), mRNA 


NM 006026 


Homo sapiens HI histone family, member X (HI FX), mRNA 


NM 006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


NM_006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
termmal domain, 2 (CITED2), mRNA 


NM_005894 


Homo sapiens CDS antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NM_006030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 

/ <^ A ^^V T A O'T^^X "»^VT A 

(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2'), 5 -bisphosphate nucleotidase 1 (BPNTl), mRNA 


NM_006015 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCFl), mRNA 


NM_006066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 

/ A XT' TV t A 1 \ IV VTA 

(AKRIAI), mRNA 


XTX K t\t\C C\CW 

NM_005891 


Homo sapiens acetyl-Coenzyme A acetyltransrerase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIII (CAS), mRNA 


NM UUj0O4 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UKl 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFDIL), mRNA 
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INM UUj /uo 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), niRNA 


XT1V4 nn^7'5'^ 

INJVI UUj/Zj 


riomo sapiens leiraspan j orANO ), mKJNA 


INIVI UUj/Z/ 


riomo sapiens leiraspan i \ i orAiN-i mKiNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAFl), mRNA 


NM OOjoOz 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


INM UUj /4y 


Homo sapiens transducer oi bRBBz, 1 (lOBl), mRNA 


isWi UUDODD 


Homo sapiens lOrrJ inducibie early growtn response (llbO), mKNA 




Homo sapiens transcription tactor Crz ( 1 r CPz), mRNA 


INM_UUjOj4 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 

mivlNA .... - 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


Xl\>f f\f\CQQC 

NM UUjoo!) 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBLl), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, K, 18icD (TAF2K), mRNA 


NM_005643 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, 1, 28kD (TAF2I), mRNA 


NM_005641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, E, 70/85kD (TAFzE), mRNA 


NM_005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

polymerase 1, C, 11 OkD ( 1 Ar 1 C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase l, A, 4okL) ( 1 Ar 1 A), mRNA 


NM UUjOiy 


Homo sapiens synaptotagmin 1 (sY 1 1), mKNA 


NM UUjOio 


Homo sapiens synaptobrevin-like 1 (SYBLl), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSXl), mRNA 


NM_005o71 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX 13), mRNA 


NM_005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 {SLC6A8), mRNA 


NM_005630 


Homo sapiens solute earner family 21 (prostaglandin transporter), member 2 
(SLCzlAz), mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(bLCl A5j, mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


XT\ >r AACOT? 

NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NM_005623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte cnemotactic protein z) (bCYAo), mKNA 


NM_U0jo24 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 

(bCYAZjJ, mKNA 


NM UUjojU 


Homo sapiens splicing lactor Jo, subunit 4, 4yKjL) (br3B4j, mKNA 




nomo sapiens i\j>i/\ cyclase nomoiog ^^ivrN/w-^j, mixiN/v 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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InM UUjoU/ 


Homo sapiens PTK2 protein tyrosine kinase 2 (PTK2), mRNA 


XTlV/f HACTOfi 

JNM__UUj /oy 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 
gamma, ivij (roMiijj, itikina 


JNJVl UUjO/z 


Homo sapiens prostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


INM uuj /zy 


Homo sapiens peptidylprolyl isomerase F (cyclophilin F) (PPIF), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (P2Y5), mRNA 


NM__.005835 _ 


-Homo-sapiens solute carrier family -1 7 (sodium phosphate), member 2 - _ - _ 
(oLC17A2), mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 
apoptosis-alpna) (NM23-H6), mRNA 


NM 005600 


Homo sapiens nitrilase 1 (NITl), mRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 


XTX jt f\nccr\o 

NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLHl), mRNA 


NM 005596 


Homo sapiens nuclear factor I/B (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptde-associated complex alpha polypeptide 

(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprm A, alpha (PABA peptide hydrolase) (MEPIA), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) (MEF2A), mRNA 


XTX >r AAC0 1A 

NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRGl), 
mRNA 


XTX Jf A A C f O 1 

NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen included) (LU), mRNA 


NM 005578 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma 

(Lrr)y mKJNA 


JNM UUj J / / 


Homo sapiens lipoprotein, Lp(a) (LPA), mRNA 


JNJVl UUj J /O 


Homo sapiens lysyl oxidase-like 1 (LOXLl), mRNA 


JNJVl UUjj/i 


Homo sapiens lamin Bl (LMNBl), mRNA 


JNJVl UUjD /Z 


Homo sapiens lamin A/C (LMNA), mRNA 


JNJVl UUjjOo 


Homo sapiens LIM nomeobox protem 1 (LHXl), mRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


XTX yr AACC^^ 

NM 005566 


TT Jl J A XT T T A \ T^ 'VTA 

Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


XTX jt /\r\c c ^ a 

NM 005564 


Homo sapiens hpocalin 2 (oncogene 24p3) (LCN2), mRNA 


XTX if AACCCO 

NM 005558 


TT_^ 1J** l/TA TX I \ T^ "V T A 

Homo sapiens ladinin 1 (LADl), mRNA 


XTXX t\f\cce£. 

NM 005556 


Homo sapiens keratm 7 (KRT7), mRNA 


XTXX f\f\ec CI 

NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


INiVl \j\JDDDj 


riomo sapiens Keratin, cuticie, uitranign suipnur i ^jvKiNIJ, mKlNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 



488 



(400/104) 



XTIVif f\f\CCA(\ 

rHMjjKJDjHy 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 10 (KLNAIO), mRNA 


MM UUjD4o 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


iNM UU!>j4/ 


Homo sapiens involucrin (IVL), mRNA 


NM_U05545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 

/TOT T>^ M^DXTA 

(IbLK), mRNA 


INM UUDojJ 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


INM UU->D44 


Homo sapiens insulin receptor substrate 1 (IRS 1 ), mRNA 


XT\/f AACC/ll 

iNM \j\Jjj*tJ 


oomo sapiens msunn-iiKe i (Leyclig cell) (iNSLi), mRNA 


INM UUDj4z 


Homo sapiens insulin induced gene 1 (IN SIGl), mRNA _ _ . 


INM UUjj4i 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPPSD), mRNA 


iNM UUjjjy 


Homo sapiens mositol polypnospnate-5-pnospnatase, 40kD (lNrP5A), mRNA 


JNM UUjO J / 


Homo sapiens inhibitor of growth 1 family, member 1 (INGl), mRNA 


JNM UUjjjj 


Homo sapiens interleukm 12 receptor, beta 1 (1L12RB1), mRNA 


NM WjjoZ 


Homo sapiens interferon, alpha-inducible protein 27 (IF 127), mRNA 


NM UUjjil 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


XTAyf AAC^'IA 

INM UUjjjU 


Homo sapiens isocitrate denyarogenase 3 (N AD+) alpha (1DH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


XTAyf AACCOO 

NM OUjjzo 


Homo sapiens heat shock 401cD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSFl), mRNA 


NM 005525 


Homo sapiens hydroxysteroid (11 -beta) dehydrogenase 1 (HSDl IBl), mRNA 


"XT'* if /\f\C^^^ 

NM 005522 


Homo sapiens homeo box Al (HOXAl), mRNA 


NM_005521 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3-associated breakpomt) 

/T TZ-v-v^ 1 1 \ ^TIXT A 

(HOXll), mRNA 


XTX>r AACC10 

NM_005518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


XTA>f AACC 1 C 

NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


XTAyf AAC? 1 1 

NM UU57lz 


TT _ _ ITT^T* \ / ITT T'T* ^^^^^^^4-^ ^ 1 /TTT TT A 1 \ r> XT A 

Homo sapiens HERV-H LTR-associating 1 (HHLAl), mRNA 


XTAyf AACOylvl 

NM 005844 


Homo sapiens PERBl 1 tamily member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 

C^l^rW //^'n?'lT^ 1 \ — ^TiXTA 

56kD) (uTr2El), mRNA 


XTA>f AAC/COO 

NM 005663 


Homo sapiens u protem-coupled receptor 55 (GPR55), mRNA 


XTX if f\r\CCOA 

NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


XTX if AAC^ 1 

NM 005512 


Homo sapiens glycoprotem A repetitions predominant (GARP), mRNA 


XTX if AACOC1 

NM_005851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-IR), 
mRNA 


XTAyf AA^TylA 

NM UU5/4U 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


XTA>f AACOT^ 

NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


XTH il AAfOAA 

NM 005800 


Homo sapiens highly charged protem (D13S106E), mRNA 


NM_005752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superiamily member 1 (cartilage-denved) (CLECSFl), mRNA 


XTA if f\f\CCf\'^ 

NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFLl), mRNA 


XTIk if AACO'^f 

NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


XTA4 f\(\^nni 
INM UUj / Id 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1 , cytosolic (BCATl), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


XTXiT f\f\^QQ1 

INM UU^ooJ 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


NM UUjoDo 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


MM UUZUZJ 


Homo sapiens iioromoaulin (FMOD), mRNA 


XT\ir HAA 1 AO 

I>JM_UUU1U<$ 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 

dehydrogenase complex) (DLD), mRNA 


INIVI UUlOZl 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


XTA A A A 1 1 AA 


Homo sapiens actin, alpha 1, skeletal muscle (ACTAl), mRNA 


XTXA AAAACVI 

NM_u00054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 

(AVrKzJ, mKNA 




Homo sapiens zinc linger protein 265 (ZNF2o5), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YESl), 

«^17XT A 

mKJMA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


XT"K A A A C A A A 
NM 00549V 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM U0j4i/ 


Homo sapiens tumor protein p73 (TP73), mRNA 


NM_005425 


Homo sapiens transition protein 2 (during histone to protamine replacement) 

( 1 Nrz j, mJvN A 


NM_005424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


INlVl UUj^Zj 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


XT\yf HA^/lOO 
fNJYl UUJ'fZZ 


riomo sapiens lectorm aipna \ i iic i A j, mKNA 


XI\^ AAC/IOI 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 




Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 00j41o 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAIP), mRNA 


NM_005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
mRNA 


NM_005408 


Homo sapiens small inducible cytokme subfamily A (Cys-Cys), member 13 
(bCYAlj), mRNA 


XT\>f AAC/IAO 

NM_OOMOz 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


NM \)\)jjy / 


Homo sapiens podocalyxin-like (PODXL), mRNA 


XTAyf AACJAC 

NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


XTXif AAC3A/I 

NM 005394 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


XTX>r AAOOA 

NM_005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) 0-methyltransferase 

^rCM i 1 ), mKNA 


XTA>r AA'C/ICA 

NM 005450 


Homo sapiens noggin (NOu), mRNA 


NM OOjJoO 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


INIVI WD JO J 


riomo sapiens siaiiaase z ^cyiosoiic siaiiaasej (.^x^u/j, mKNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBLl), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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NM_005374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
meniDer Z) (Mrrzj, mKNA 




Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 




Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 

mDXI A 

mKfNA 




Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


INM uujjoy 


nomo sapiens MCr.z cell line aerivea transiormmg sequence (MCrzj, mKNA 


JNM UUjJO(S 


Homo sapiens myoglobin (MB), mRNA 




nomo sapiens meianoma antigen, lamiiy A, o (MAijiiAo), mKNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA . _ 


INM UUjjOI 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIFE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM_005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NM_005456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM_005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM_005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMCj4), mRNA 


XTAif AAC^iill 

NM 005341 


Homo sapiens ULl-Kruppel tamuy member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEMl), mRNA 


NM_005477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
Channel 4 (HCN4), mKNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLSl), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFCl), mlUMA 


XIX AACOO'J 

NM_005333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mKNA 


NM 005jzo 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM_0053z/ 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 

(HALiHbC), mKNA 


NM 00j3Z4 


Homo sapiens H3 nistone, lamily 313 (H3.3d) (H3r3B), mKNA 


NM 00j321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


XTAyf AAC^ 1 A 

NM OOjiiy 


Homo sapiens HI nistone lamily, member 2 (H1F2), mRNA 


XTA >f AAC'5'^C 

NM 005325 


Homo sapiens HI histone family, member 1 (HlFl), mRNA 


XT\>f AAC2 1 Q 

NM 0053 lo 


Homo sapiens HI nistone mmily, member 0 (HIFO), mRNA 


XTX if A AC /I C A 

NM 005459 


Homo sapiens guanylate cyclase activator IC (GUCAIC), mRNA 


NM_005316 


Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 
(GTF2H 1 ), mRNA 


XTAyf AAd 1 C 

NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


XTXif f\i\<1 1 ^ 

INM UUjjIj 


Homo sapiens glucose regulated protein, jokU lOKP5o), mKNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 

oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRBIO), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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INM UUJjUo 


Homo sapiens G protein-coupled receptor kinase 5 (GPRK5), mRNA 


JNJVl UUjZoO 


rionio sapiens vj proiein-coupieo receptor o (OrKoy, mKNA 


INIVl UUDZoj 


nonio sapiens vj proiein-coupiea receptor / ^vjrK/j, nuvNA 


INM {JVjZoh 


rionrio sapiens o proiein-coupieo receptor o (^LirKoj, mKNA 


JNiVl UUj4Do 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


INiVl 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM UUD^Uj 


Homo sapiens O protein-coupled receptor 42 (CjFR42), mRNA 


NM UUDJU4 


Homo sapiens O protein-coupled receptor 4 1 (Or R4 1 ), mRNA 


NM UU53U3 


Homo sapiens O protein-coupled receptor 40 (GPR40),.mRNA . _ - 


NM 00528 1 


Homo sapiens u protein-coupled receptor 3 (uPR3), mRNA 


NM_00!)30z 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 

(OrKJ / J, mKNA 


NM UUDJUl 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM UUDjOU 


Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA 


NM UI/JZW 


Homo sapiens \j protem-coupieo receptor J i (OrKJ i j, mKNA 


NM yjyJjZyo 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM UUDZy/ 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM uujzyo 


nomo sapiens u protein-coupieo receptor z j (vjrKzi j, mKNA 


NM oojzy^ 


Homo sapiens O protein-coupled receptor 22 (CjPR22), mRNA 


NM UUjZy4 


Homo sapiens G protein-coupled receptor 2 1 (GPR2 1 ), mRNA 


NMUUjzVi 


Homo sapiens u protein-coupled receptor 20 (CjrR20), mRNA 


NM UUjZ /y 


Homo sapiens G protein-coupled receptor 1 (GPRl), mRNA 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPRl 7), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPRl 5), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPRl 2), mRNA 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPDl), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-uke 1 (GNLl), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide bmding protein (G protein), beta polypeptide 2 
(UNB2), mRNA 


XTX yT AACO*?! 

NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUDl), mRNA 


NM_0052oy 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 

mKNA 


NM UUjZOh 


Homo sapiens ouNr lamiiy receptor aipna i (OrKAi), mKNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFIl), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (F0SL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXGIB), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (F0XC2), 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(rbK), mKNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens ems! sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMSl), mRNA 
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Homo sapiens epnrin-A4 (EFNA4), mRNA 


NM UU5223 


Homo sapiens deoxyribonuclease I (DNASEl), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


NM_0052 1 6 


Homo sapiens aolichyl-diphosphoohgosacchande-protein glycosyltransferase 

(DDOS r), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM_00543o 


Homo sapiens DNA segment, smgle copy, probe pH4 (transformmg sequence, 
thyroid-1, (D10S170), mRNA 


. NM 005214 


-Homo-sapiens-cytotoxic T-lymphocyte-associated protem 4 (CTLA4-), mRNA - - 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSNIO), mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSFIR), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


XTA iT too 

NM_005188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transformmg sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


XTA K r\r\c "i o A 

NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAFl A), 

mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAFIB), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 

ff^ A /^XT A 1 T?\ .^nXT A 

(CACNAIF), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM_005177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protem 1 A (1 10/1 16kD) (ATP6N1A), mRNA 


NM_005174 


Homo sapiens ATP synthase, H-f transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATFl), mRNA 


XT* K f\(\c 1 

NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


XTX X f\f\C 1 ZT^ 

NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLPl), mRNA 


XTX A i\f\C 1 ^ C 

NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


xT\>r nnciAi 
iNJVi_UUj loj 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKTl), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRLl), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM__005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 


NM 005079 


Homo sapiens tumor protem D52 (TPD52), mRNA 


NM 005091 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


NM_005092 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 8 
(TNFSF18), mRNA 


NM_0051 18 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 
(TNFSF15), mRNA 


XT A if AAC1 /IT 

NM 01)5147 


Homo sapiens tumorous imagmal discs (Drosophila) homolog (TIDl), mRNA 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23Al),mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM_005074 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 
(SLC17A1), mRNA 


NM_005073 


Homo salens solute carrier family 15 (oligopeptide transporter), member 1 
(SLC15A1), mRNA 


NM_005U72 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4(SLC12A4), mRNA 


XTA X AAC^AZ^'^ 

NM 005063 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


NM 005059 


Homo sapiens relaxm 2 (H2) (RLN2), mRNA 


NM 005045 


Homo sapiens reelin (RELN), mRNA 


NM_005058 


Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 
(RBMYlAl), mRNA 


XTXif AACAC^ 

NM_005052 


Homo sapiens ras-related C3 botulinum toxm substrate 3 (rho family, small GTP 
bmdmg protem Rac3) {RAC3), mRNA 


XTlV/f AA^A<1 

iNM UUjUjI 


Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 


XTA/f AACA/10 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 


iNM UUDU44 


Homo sapiens protein kinase, X- linked (PRKX), mRNA 


XTA>r AACA/i'J 


Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7), mRNA 


XTX if AACA/I'^ 

NM 005042 


Homo sapiens proline-rich protein Haelll subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRFl), mRNA 


XTA Jf AACA>IA 

NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensmase C) (PRCP), mRNA 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRBl), mRNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM_005027 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 2 (p85 
beta) (PIK3R2), mRNA 


NM_005026 


Homo sapiens phosphoinositide-3-kinase, catalytic, delta polypeptide (PIK3CD), 
mRNA 


XTX jf AACA'^ 1 

NM_00502l 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 


XTX >r AACA1A 

NM 005019 


Homo sapiens phosphodiesterase 1 A, calmodulin-dependent (PDEl A), mRNA 


XTA >r AACA10 

NM 005018 


Homo sapiens programmed cell death 1 (PDCDl), mRNA 




rtomo sapiens oxiaase ^cyiocnrome c ) assemoiy i -iiKe ^uaa i l* j, mKJNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (RORl), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRFl), mRNA 
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iNM UUjUIU 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_005007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBILl), mRNA 


XTXyf AACAA/I 
NM_0U5U04 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 

A COT\ /XTTM TtrOON «mDXT A 

AaHlJ (NUUrBo), mRNA 


XT\A AACAA1 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
{14.5kD, B14.5a) (NDUFA7), mRNA 


NM_U049oo 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEAl), mRNA 


NM U05097 


Honio sapiens leucine-rich, glioma inactivated 1 (LGll), mRNA 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 


NM_004983 


Homo sapiens potassium inwardly-Fectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


NM_004982 


Homo salens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NM_004981 


Homo sapiens potassium inwardly-rectifymg channel, subfamily J, member 4 
(KCNJ4), mRNA 


NM_005136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


XTAvr AA/IAOA 

NM_004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 

(KCNDl),mRNA 


NM_004978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


XT Ik if AAjIATT 

NM_004977 


Homo sapiens potassium voltage-gated chaimel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


XTA A AA a ATZ* 

NM_00497o 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNCl), mRNA 


XTX jT AA>IA^C 

NM_004975 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
1 (KCNBl), mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (IDE), mRNA 


XTA if AAC1 A'^ 

NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM_0049o5 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMul4), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


XTXJf AAilA^*? 

NM_0049o3 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 

(CjULYzC), mRNA 


XTX if AAC 1 AA 

NM 005100 


Homo sapiens A kinase (PRKA) anchor protem (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autO£Uitigen, golgin subfamily a, 5 (G0LGA5), mRNA 


XTlk # AAC 1 A ^ 

NM_005145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


XTX if AAC 1 A^ 

NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 




Homo sapiens glutamine-fructose-6 -phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETVl), mRNA 


NM_0 04955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 

(olX^ZyA 1 ), mKN A 


INM 00510/ 


Homo sapiens endonuclease (j-like 1 (ENDOGLl), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 

mKINA 


NiVl 004952 


Homo sapiens epnrm-A3 (brNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


MM 00493o 


Homo sapiens death-associated protein kinase 1 (DAPKl), mRNA 


NM_005127 


Homo sapiens C_-type (calcium dependent, carbohydrate-recognition domain) 
lectm, superramily member 2 (activation-mduced) (CLECSr2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


XTA>f AA/I A'5 1 

NM 004931 


Homo sapiens CDS antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (Cor A2 12), mRNA 


XTlVvf AA/IA^A 

NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 

mKlN A 


XT\>f AA< 1 1Q 

INM 005139 


Homo sapiens annexin AJ (ANAA3), mRNA 


XTA/f AAA</C/1 

INM UUUoo4 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


XT\yr AA01A0 
INM OOzlOo 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


XT\ A A A 1 1 C ill 

NM 001154 


Homo sapiens annex m A5 (ANXA5), mRNA 


XT\>f AAl 1 CO 

NM 001153 


Homo sapiens aimexm A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPRl), mRNA 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


XTA jT AAylZ'^^T 

NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mKN A 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELH), 

mDXT A 

mKN A 


NM 0040/9 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


XTAyf AA/1 1 O 

NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


XTAA AA/1 /I CI 

NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USPl 1), mRNA 


XTAA AA>I 1 O 1 

NM_0041ol 


Homo sapiens ubiquitin carboxyl-terminal esterase L 1 (ubiquitin thiolesterase) 

/T TOUT 1\ •vtDXTA 

(UUHLl J, mKN A 


INM UU4223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


XTAif AAiliC^O 

NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


XTA/f AAvlAAA 

NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


VTA M A A il 1 ^A 

NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 




Homo sapiens tumor necrosis factor receptor superfamily, member 1 8 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPLl), mRNA 
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NM_004ol3 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamine-gamma- 
glutamyltransierase) ( 1 OM2), mKN A 


InJVi_UU401z 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type ii-iiKe Kinase, jjVAj) (lOrDKi nuviNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 




Homo sapiens 1-cell leukemia/lympnoma IB (TCLIB), mRNA 


INiVl UU4oUy 


Homo sapiens transcription ractor 15 (basic nehx-loop-henx) (TCF15), mRNA 


XTA/f f\f\AnOf\ 

INM UU4/oU 


Homo sapiens transcription elongation lactor A (Sll)-like 1 (TCEALl), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


NM_004o0o_ . 


Homo sapiens TATA box binding.protein (TBP)-associated factor,-RNA - 
poljmierase 11, A, 250kD ( lAF 2A), mRNA 


INM UU4/1U 


Homo sapiens synaptogyrin 2 (SYNGR2), mRNA 


iNIVl UU4/11 


Homo sapiens synaptogyrin I (SYNCrRl), mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mKNA 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


NM 004603 


Homo sapiens syntaxin 1 A (bram) (STXIA), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NM_004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 

^T* XT A 

mRNA 


XTX A f\f\ A ^ ^ /I 

NM_004176 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBFl), 
mRNA 


NM_000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPPl), mRNA 


NM 004189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX 14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


XT\ >r AA/nc^ 

NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


NM_004594 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


XTH M f\t\ A 1 

NM_004173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


NM_0042 1 1 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 

member 5 (SLC6A5), mRNA 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1A3), nuclear gene encoding mitochondrial protein, mRNA 


NM_004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLCl A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_004731 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters), 

1_ ^ / ox ^ 1 A ^\ T^ Ik T A 

member 7 (SLC16A7), mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 




Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLCl 6 A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDUl), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRSl 1), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens snort-chain dehyarogenase/reductase 1 (SDRl), mRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAGl), mRNA 


NM_004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(oCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYAlo), mRNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens nbosomal protein S6 kmase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


XTX M f\r\ A co^ 

NM_004586 


Homo sapiens nbosomal protein S6 kmase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protem-like 5 (RECQL5), mRNA 


XTX >r AAylOZ'A 

NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


XTX Jf AAilCO"^ 

NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 

mKJNA 


NM Uu4zj1 


Homo sapiens KABy, member RAS oncogene lamily (RAB9), mRNA 


NM UU410Z 


Homo sapiens KArJ jA, member KAIS oncogene lamily (KABdA), mRNA 


NM UU4j /o 


Homo sapiens RAB4, member RAb oncogene lamily (RAB4), mRNA 


NM UU4yl4 


HJTaMAA. AAmIamA T5 a T5 "1 ^ MAAM»1.>A^ A O AMAAAAMA ■ - ' 1 / A ^ ^ \ M_ X T A 

Homo sapiens RABJo, member RAb oncogene ramily (RAB3o), mRNA 


NM UU4joU 


Homo sapiens kabz /a, member KAa oncogene tamiiy (KABz/Aj, mKNA 


NM 004663 


Homo sapiens RABl 1 A, member RAS oncogene family (RABl lA), mRNA 


XT\>f f\f\A 1 iCA 

NM 004160 


T T A M^ A „AM^A«_ MA^^t Ja fXWT'\T\ Ti X T A 

Homo sapiens peptide YY (PYY), mRNA 


XTX >l AAy< 1 A'^ 

NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserme phosphatase (PSPH), mRNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRKAR2A), mRNA 


NM_004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1), mRNA 


NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


XTX if AA>I 1 ££. 

NM_00415o 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoiorm (rPr2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


XTX if AAil CTC 

NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


INM 3 / J 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOXl), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYTl), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(rllrNMJ, mKNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-mduced TNF-alpha factor (PIG7), mRNA 


NM_004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM_0045o7 


Homo sapiens 6-phosphofructo-2-kmase/fructose-2,6-biphosphatase 4 
(PFlvFB4), mRNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 

(PF1CFB3), mRNA _ . _ _ , _ _ _ . . 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM_000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM_004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (prolme 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM_004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 

mKNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEFlEl), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004o02 


Homo sapiens ototerlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (0NECUT2), mRNA 


XIX iT t\f\A^C A 

NM_004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 

(bLCzzAo), mRNA 


NM 0042^0 


Homo sapiens nucleoponn 155kD (NUP155), mRNA 


NM 004j00 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTNl), mRNA 


NM 004/^6 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) mteractor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJl), mRNA 


NM_004552 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 

/X T A T~NT T J X \ /*X TT~XT TT^^^ F \ "VTA 

(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 

/XT A TN¥ T _. _ ^ J X \ /XTTNT TT^O^\ ¥>"KT A 

(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM_004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 

/XT A TXT T _ _ _ /~\ J_. ..^^^ ^\ /X TTXT TT^O 0\ f^XT A 

(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


XTKiT t\f\A£.AA 

NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


XTX iT AA>IOO 

NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


XTX A f\f\A \ A C 

NM 004145 


TT_— _ — ^ ' T'vix /* jryr ^^f\T^\ txxt a 

Homo sapiens myosin IXB (MY09B), mRNA 


XTH if AA>IOAyl 

NM 004294 


TT___^ 'a. "L J'l J Ix* 1 1 ^ A. t /X iTTTX T"* 1 \ TXXT A 

Homo sapiens mitochondrial translational release factor 1 (MTRFl), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


INlVl_UU4I4j 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens GDI 63 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 

(MAbLl), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2 A, member 1 (MAN2A1), mRNA 


NM_00472 1 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM_002332 


Homo sapiens low density lipoprotem-related protein 1 (alpha-2-macroglobulin 

receptor) (LRPl), mRNA 


NM 004793 


Homo sapiens protease, senne, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protem 2 (LHX2), mRNA 


. NM_004863 


Homo sapiens serine palmitoyltransferase,, long cham base. subunit.2.(SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM UU4/9j 


Homo sapiens klotno (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kmesm heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMBl), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


XTliyr AAylTAI 

NM_0047yl 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (ITGBLl), 

mKJNA 


XTA/f AA/lCl'7 

NM 004517 


Homo sapiens integrin-linked kinase (ILK), mRNA 


XTAA AA>I ^ 1 >l 

NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILFl), mRNA 


NM 004o3J 


Homo sapiens interleukin 1 receptor, type II (IL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (ILl IRA), mRNA 


NM 004z5o 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM 004135 


Homo sapiens isocitrate denyarogenase 3 (NAD-i-) gamma (1DH3G), mRNA 


XTAif AA/I 1 '2>l 

NM 004134 


Homo sapiens neat shock vOkD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 00409/ 


Homo sapiens rRr4/S 1 K/WD splicing lactor (HPRF4P), mRNA 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box Co (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

(MAr41v4), mKJNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 

/T T /"'OI^CT 1^ 1\ ---T^XT A 

(H US165L15.1), mKNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBPl), mRNA 


NM_004128 


Homo sapiens general transcription factor IIF, poljqjeptide 2 (30kD subunit) 

(Ulrzrz), mRNA 


XT\ >r f\f\A AC\\ 

NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLFl), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


VTX Jff i\f\ A A C\t\ 

NM 004490- 


Homo sapiens growth factor receptor-bound protem.l A. (GRB 1 4-),-mRN A 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSRl), mRNA 


NM_004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGBl), mRNA 


X TX if f\f\ A ^ ^ 

NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNGl 1), mRNA 


NM_004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


XTX JT f\f\A^A^ 

NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


X TX A t\/\ A 'y '^'^ 

NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens ganuna-glutamyltransferase-like activity 1 (GGTLAl), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPSl), mRNA 


NM_004188 


Homo sapiens growth factor independent IB (potential regulator of CDKNIA, 

translocated m CML) (GFIIB), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosammyl (N-acetyl) transferase 3, mucm type (GCNT3), 

mRNA 


NM 004193 


TT ■ 1* "i^li^ll'A * A C A 1/ T^ T^ 1 \ T^ Ik, T A 

Homo sapiens golgi-speciiic breieldm A resistance factor 1 (GBFl), mRNA 


NM 002030 


TT • 1 A*J aI'I'^ /T^TkT^ T \ T^ Tk. T A 

Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


X TX Jt /\/\ A A ^ 

NM_004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLHl), 
mRNA 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


XTXjT f\/\ a a^c 

NM 004475 


TT • C\ aJ'W* ^ /T^T i~\fT^^\ T^XT A 

Homo s£^iens flotiUm 2 (FL0T2), mRNA 


XTX # l\t\ A A 

NM 004472 


Homo sapiens forkhead box Dl (FOXDl), mRNA 


XTX >r f\r\ A A ^ t 

NM 004471 


Homo sapiens forkhead box GIA (FOXGl A), mRNA 


XTXiT i\f\ A A A 

NM 004474 


TT_ — • ^ 1 1_ J 1_ TN'^ /T~'/^'VT^'*4 \ T>XT A 

Homo sapiens forkhead box D2 (FOXD2), mRNA 


XTX >r i\f\AA^C\ 

NM_004469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 

/r?T/^T?\ .^T>XTA 

(rlCjF), mRNA 


NM 004465 


Homo sapiens tour and a halt LIM domains 3 (rHL3), mKNA 


XTX >r r\f\AA£:'^ 

NM 004462 


Homo sapiens famesyl-diphosphate fsimesyltransferase 1 (FDFTl), mRNA 


XTX A /\t\A 1 

NM 004107 


Homo sapiens Fc fragment of IgG, receptor, transporter, alpha (FCGRT), mRNA 


XTX>f f\t\A\f\A 

NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


TT • T^ A /" ^\ /XTX T^ A \ T* X T A 

Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTLl), mRNA 


NM 004454 


TT • A. * A. ^ / A. \ A. ^ /T^'T^'\TC\ -—^TiXTA 

Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRBJ, mRNA 


NM_00491 1 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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XTIV^ (\f\A A An 

fNJVl_UU44*l / 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


vr\>f (\(\AAA^ 


Homo sapiens glutamyJ-prolyl-tKNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


NM_uu4uyy 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


INjVi_UU4437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked) (EPB41), mRNA 


NM_U04435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


NlVl_UU44i4 


Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 

mRNA 


JnM_U04433 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
speciiic ) (bLr3), mRNA 


XTX /f f\f\Af\{\£. 

JNM_UU4uyo 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 

(blr41ir>rzj, mKJNA 


rMivi__uu4uyj 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
V^Jiir4iir>r 1 J, mivJNA 


INIVI UU44jU 


Homo sapiens early growth response 3 (EGR3)5 mRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


INM UU44zy 


Homo sapiens epnrin-ol (brNBl), mRNA 


xj\/f rtn/i4oc 

JNIVl UU44Zo 


Homo sapiens ephrin-Al (EFNAl), mRNA 


iNM UU4oO / 


Homo sapiens integral membrane protein 2A (ITM2A), mRNA 


JNM UU441j 


Homo sapiens uesmoplaKin (Url, UFllj (Uc>r J, mRNA 


IN 1V1_U U*! / OU 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 

mRMA 

mrviN/\ 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEPl), mRNA 


INJVl UU4Uoo 


Homo sapiens deoxynucleotidyltransferase, terminal (DNTT), mRNA 


INiVl UU441Z 


Homo sapiens una (cytosineo-j-metnyltransterase z (UNM12), mKNA 


XT\yf Afk/l/ll 1 
fNM UU44 11 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCIl), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMPl), mRNA 


INiVl_UU4 /4o 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 

(DLGAPl), mRNA 


INM UU4/4/ 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLGl), mRNA 


N]Vl_00490u 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
(DJ742C19.2),mRNA 


NM_004404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
5 (NbDD5), mRNA 


NM 0044U2 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DrFB), mRNA 


NM_004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 


NM 004734 


Homo sapiens doublecortin and CaM kmase-like 1 (DCAMKLl), mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


rNjvi_uu4jyj 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAGl), 
mRNA 


NM_004229 


Homo sapiens co factor required for Spl transcriptional activation, subunit 2 
(150kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 



502 



(400/104) 



XT\/f f\f\A"lQQ 

INM UU4Joo 


Homo sapiens cnitobiase, di-N-acetyl- (ClBb), mKNA 


INM UU4JO/ 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


INM_UU4ool 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceramide 3') 
suiiotransterase (Co l ), mKNA 


INM UU4U/0 


Homo sapiens cysteine and glycine-rich protein 1 (CSRPl), mRNA 


INJVl UU4joO 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


INM UU4JoD 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


INM UU4jo4 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


INM UU4JOJ 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


INM UU4U / J 


Homo sapiens cryptochrome 1 (photo lyase-like)-(CRY.l ), mRNA . _ 


INM UU4 / /o 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLFl), mRNA 


NM 0043 o2 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHRl), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREBl), mRNA 


NM 004377 


Homo sapiens camitme palmitoyltransferase I, muscle (CPTIB), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_00476o 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (C0PB2), 

mKNA 


NM 004o4j 


Homo sapiens coilin (COIL), mRNA 


XT\>r nnn#c i a 
NM UUU()14 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004iOo 


Homo sapiens caiponin z (CNNzj, mKNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLRl), mRNA 


NM 004071 


Homo sapiens CDC-hke kmasel (CLKl), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimenn (chimaerm) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHDIL), 

mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDRl), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


XTX JT Art A*^ C £: 

NM_004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 

T* XT A 

mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


XTX iT i\f\A'^Ct\ 

NM 004350 


TT * ^ % A. A A. •x'X*aO /T* T TX T"V^ \ TIXT A 

Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-bmding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


XTX K i\f\ A A C 

NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 

(CACNAzUl), mKNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BSTl), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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iNM UU4Jzy 


Homo sapiens bone morphogenetic protein receptor, type lA (BMPRl A), mRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 

(AoCljZj, mKJNA 


NM UU4j2o 


Homo sapiens B-cell CLL/lympnoma 9 (BCL9), mRNA 


INM UU4/0J 


Homo sapiens B-cell CLL/lympnoma 7C (BCL7C), mRNA 


NM UU4jz4 


Homo sapiens BCLz-associatea X protein (BAX), mRNA 


NM^004656 


Homo sapiens BRCAl associated protein-l (ubiquitin carboxy-terminal 
hydrolase) (BAPl), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 _ 


Homo sapiens axin 2_(conductin, axil) (AXIN2), mRNA _ _ 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD (ATP6F), mRNA 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NM_U01oo3 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 

mKNA 


XTXyf (\f\A 1\ A 

INM UU4j14 


Homo sapiens ADP-ribosyltransterase 1 (ARTl), mRNA 


XT\/f An/I'll '5 

INM UU4Jli 


Homo sapiens arrestm, beta 2 (AKKB2), mRNA 


XT\jf A Ail '3 1 O 

INM UU4j1z 


Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), mRNA 


XTAif AA/I '5 11 

INM UU4-511 


Homo sapiens ADr-ribosylation ractor-like 3 (ARL3), mRNA 


INM UU40/D 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


XTXVf AA/1 0 1 A 

INM UU431U 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


XTA>f AA/1 1 AO 

INM vJU4iUy 


Homo sapiens Kno uDr dissociation inhibitor (CjDI) alpha (ARHGDIA), mRNA 


XTlVjf AA/ITAO 

INM UU4jUo 


Homo sapiens Rno ul rase activating protein 1 (ARHOAPl), mRNA 


XTTv/f r\r\Ar\Af\ 
NM UU4U4U 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


XT\yf AA/10QA 

NM UU4zyU 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


XTlV/f AA/I TOT 

NM UU4/y/ 


Homo sapiens adipose most abundant gene transcript 1 (APMl), mRNA 


XTXyf AA/IA'3A 

NM UU4UJy 


TUavma AO /'AXT'VA'IS ---Tfc-VT A 

Homo sapiens annexm A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


XT\>f AA/I AO O 

NM 004038 


Homo sapiens amylase, alpha lA; salivary (AMYl A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BINl), mRNA 


XTX if AA/1 OCT 

NM 004857 


Homo sapiens A kmase (PRKA) anchor protein 5 (AKAP5), mRNA 


XTXif AA/IO*^ 

NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


XTA >f AA/I'^AO 

NM_004208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mKNA 


XTA if AAO 1 AA 

NM 002 lyy 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


XTH X AA1 C 

NM 001567 


¥ T ^ * • 'a 1 11 1a 1 1a 1*1 < XTX TT^T^X < V T% 'VTA 

Homo sapiens inositol polyphosphate phosphatase-like 1 (INPPLl), mRNA 


XTX K C\f\^ 1 Ail 

NM 002194 


TT_ • • 'aI 1 1 1a1 1 1a /T^ TT»T^ < \ 'VTA 

Homo sapiens inositol polyphosphate-1 -phosphatase (INPPl), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap junction protein, alpha 1, 43kD (cormexin 43) (GJAl), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


XTA4 AAIQ'2'7 

NM uuiyj/ 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOKl), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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22UKD ) (Cjlr3Cl), mRNA 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3A), mRNA 


NM_003205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
tactors 4) ( 1 Cr 1 2), mRNA 


JNM_UUU44U 


Homo sapiens pnospnodiesterase oA, cuMr-speciiic, rod, alpha (PDEoA), 

mKJNA 


INIVl_UUUoUO 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 1 
(GABRAl), mRNA 


iNivi uuiouy 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


fNM UUU4jy 


Homo sapiens proprotein conyertase subti lis in/kexin type 1 (PCSKl),mRNA 


fNM UUZjZV 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRKl), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


XT\>r Ann's o< 
iNJV1_UUUJ7J 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
^granuiocyte-macropnage) (C^rzKoj, mKNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTMl), mRNA 


NM_000229 


Homo sapiens lecithm-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NM_000211 


Homo sapiens integnn, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1 ; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM UUUzUo 


Homo sapiens insulin receptor (INSR), mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeiiciency) (lL2R(i), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGRl), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAMl), mRNA 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 4 
(ABCA4), mRNA 


XT\>r AAA 1 1 A 


Homo sapiens dihydropyrimidine dehydrogenase (DPYD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porpnyriaj (UKUoj, mKiNA 


XT\>f A A Ail CO 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 

cuianeous ana mucosal ) yi tiiv ), misJN a 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM UUIUD/ 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTRl), mRNA 


NM_000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM_000340 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 2 

/Of A .^T>XT A 

(SLC2A2), mRNA 


XTX >r AAAOOO 

NM_000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (sLClzAl), mRNA 


xjAA AAAOH 


riomo sapiens sarcogiycan, gamma ypoYAj oysiropnin-associaiea giycoproieinj 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAGl), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCFl) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanme hydroxylase (PAH), mRNA 


NM_00043o 


Homo sapiens 3-oxoacid CoA transferase (OXCT), nuclear gene encodmg 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


XTA iT AAAT7'? 

NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OAl), mRNA 


NM 000272 


Homo sapiens nephronophthisis 1 Guvenile) (NPHPl), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPCl), mRNA 


NM_000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NMEl), 

TfVT A 

mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


Homo sapiens neurofibromm 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NFl), mRNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEUl), mRNA 


NM 000266 


Homo sapiens Nome disease (pseudoglioma) (NDP), mRNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCFl), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


TT * *1*a1 1 1 1*1*111 A * * ■% 

Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NM_000258 


XT * *1*1j 1 .I'l^H** A«4 

Homo sapiens myosm, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal triglycende transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


XTA K A AAO A O 

NM 000248 


Homo sapiens microphthalmia-associated transcription factor (MITF), mRNA 


XTX jr AAAOilT 

NM 000247 


T T ? M'W T/^ 1 T1 a'J IaJ A ^V *"T/^ A \ TV V. T A 

Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


-v T» K A A A^ A C 

NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MENl), mRNA 


NM 000243 


Homo sapiens Mediterranean lever (MEFV), mRNA 


NM_000242 


Homo sapiens maimose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT! A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_0U042o 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 

mKNA 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
memDer z ^ivL/NHz), mivNA 


iNM UUUZJ/ 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

(LlPA), mRNA 


NM 000234 


Homo sapiens ligase 1, DNA, ATP-dependent (LIGl), mRNA _ _ 


NM_000233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NM_000228 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NM_000226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratm 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRTIO), mRNA 


XTX K AAA'^'^I 

NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM_000218 


Homo sapiens potassium voltage-gated channel, KQT-hke subfamily, member 1 

/T^/^XT/^1 \ T^XT A 

(KCNQl), mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 

/•T/' ^XTl"* 1 \ nxT A 

(KCNEl), mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNAl), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protem tyrosine kinase, leukocyte) (JAK3), 

^TiXT A 

mRNA 


XTX M A AA'^ 1 

NM_000212 


Homo sapiens mtegrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 

(11ud3), mRNA 


Nivi_uuuzuy 


Homo sapiens insulin promoter factor 1, homeodomain transcription factor 

yirr 1 J, mKJN A 


iNM UUUzU/ 


Homo sapiens msulin (INb), mRNA 


XTAyf C\C\C\A 1 C 


Homo sapiens interleukin 4 receptor (1L4R), mRNA 


XTAyf C\(\(\A 1 T 

NM UUU41 / 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBPl), mRNA 


XTX>r AAAOA*? 

NM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA 


XTH jr AAA>I 1 C 

NM 000415 


Homo sapiens islet amyloid polypeptide (lAPP), mRNA 


XTlV>r AAA'^AA 

NM 000200 


Homo sapiens histatin 3 (HTN3), mRNA 


NM 001538 


Homo S£^iens heat shock transcription factor 4 (HSF4), mRNA 


NM_000859 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTRl), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


iMM UU14oO 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose-! -pnospnate undylyltransferase (GALT), mRNA 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NMOOOSlo 


Homo sapiens gamma-ammobutyric acid (GABA) A receptor, ganuna 2 

(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


NM^OOOS 1 1- 


. Homo-sapiens gammarammobutyncacid (GABA) A receptor,..alpha 6 _ _ . 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NMOOOSOS 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 


NM_000807 


Homo sapiens ganrnia-ammobutyric acid (GABA) A receptor, alpha 2 
(GABRA2), mRNA 


XTIW K f\t\f\ 1 CI 

NM 000151 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type 1, 
von CrierKe disease j (LrorUj, mKJNA 


XT\>r AA1 A CO 


Homo sapiens torkneaa box rz (rUXrz), mRNA 


InM UUUlJo 


rlomo sapiens tiDnllin 1 (Marian syndrome) (roNl), mKJNA 


JNM UUUliO 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


XTA A (\(\ 1 /I /I C 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 


XT\>f C\C\ y AA*^ 

JNM UU144Z 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABPl), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


XTX JT f\C\r\ A fW 

NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


XTk M f\t\f\ \ O T 

NM 000127 


TT ^ • J. / 1a* INI XTT^^rr^l \ T^'VT A 

Homo sapiens exostoses (multiple) 1 (BXTl), mRNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERNl), mRNA 


XTX A AAA1 

NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 

(^t/KCCJ J, mKINA 


JNM UUUlzl 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


INM UUUIZU 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHXl), mRNA 


INM uuuiiy 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 0001 lo 


Homo sapiens endoglin (Osler-Rendu- Weber syndrome 1 ) (ENG), mRNA 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


XTX >r AA 1 A^*^ 

NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 0001 14 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NMOOOl 12 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DPAGTl), 

nUvlNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


iNiVl UUUiUi 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 




Homo sapiens catnepsin O (C 1 SU), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBPl), mRNA 


NM Uu0j54 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COM?), mRNA 


_NM^000392- - 


Homo sapiens ATP--binding cassette, sub-family C (CFTR/MRP), member-2 - - 
(ABCC2), mRNA 


NM 00008S 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


X j\ M r\c\f\f\c%f\ 

NMOOOOSO 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM_00075 1 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


Nm_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNBl), mRNA 


NM_000079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNAl), mRNA 


NM UOlZ/3 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM UUlZ/1 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001//0 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHDl), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor IC (p57, Kip2) (CDKNIC), 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kmase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM__000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


XTX K e\f\. \ ^ A€% 

NM_001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 
mRNA 


XTX 11 A A 1 1 >l ^ 

NM_001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM_000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36), mRNA 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


XTX jT AAAA^I 

NM 000071 


Homo sapiens cystathionme-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciunc hypercalcemia 1, severe 
neonaiai nyperparainyroiaismj ^L/Aokj, ituvNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1 S subunit 
(CACNAlS),mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase 11 (CA2), mRNA 
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iNlVl uuuouo 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 




riomo sapiens complement component o, beta polypeptide (CoB), mRNA 


IN IVl V\J\)DOZ 


riomo sapiens complement component o, alpna polypeptide (CoA), mKN A 


MM nnn^R7 


oomo sapiens complement component / (C7), mKN A 


MM nnnn^A 

INIVI UUV/UDH 


riomo sapiens complement component J (C3 ), mKN A 


MM nnnn/^i 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK), mRNA 


MM OCi\lf\fx 
rNivi Uuizuo 


riomo sapiens oasic transcription element bmdmg protein 1 (B 1 bB 1 ), mRNA 


MM (\C\f\(\fiC\ 
IMIVI UUUUOU 


riomo sapiens Diotiniaase i u j, mKN A 


MM nnioni 


Homo sapiens Done morpnogenetic protein 3 (osteogenic) (BMr3)5 mKN A 


_NM 00.1 2oa 


. Homo_sapiens.bone morphogenetic protein 2 (BMP2), mRNA-- 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


JNM UUUU J / 


Homo sapiens Bloom syndrome (BLM), mRNA 


XTiv/f f\f\ lino 


Homo sapiens PR domain containing 1, with ZNF domain (PRDMl ), mRNA 


XTiv/f f\r\ 1 1 c\/z 
JNIVl UUl lyo 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NM_000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urme disease) (BCKDHB), nuclear gene encodmg mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BRCAl associated RING domain 1 (BARDl), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


XTIiVf AAAAylA 
NM_000049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASPA), 
mKNA 


JNM UUUU40 


Homo sapiens arylsuliatase B (ARSB), mRNA 


XTM fir\f\^1Q 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 

mKNA 


MM nnnnAo 

INiVl UUUU4Z 


Homo sapiens apolipoprotein H (beta-2 -glycoprotein I) (APOH), mRNA 


MM nnnoAi 


Homo sapiens apolipoprotein B (APOE), mRNA 


MM {\{\(\(\A(\ 


riomo sapiens apoiipoprotem L/^lll (ArUC3), mKNA 


NM 000039 


Homo sapiens apolipoprotein A-I (APOAl), mRNA 


JNM UUUUJo 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


JNM UUl ID/ 


Homo sapiens annexm All (ANXAl 1), mRNA 


JNM UUl 14/ 


Homo sapiens angiopoietin 2 (ANGrT2), mRNA 


XT\>r AA 11/1^ 

iNM UU 114j 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPDl), 
mKNA 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (AL0X15B), mRNA 


NM UU0U35 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


XTAyf AAAAI/I 
NM UUUU34 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 


XT\>f AAAA'5'1 

NM_UU0U32 


Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic 

anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


NM^UUUUJU 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 
glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 


INM UUl IZO 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA 


INM UUUOo4 


Homo sapiens adrenergic, beta- 1 receptor (ADRB 1 ), mRNA 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


XTXyf A A 1 1 1 
NM UUll io 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


XTX A AA 1 1 1 C 

NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


MM no 1 1 1 A 


nomo sapiens aaenyiaie cyclase / (^auu i / ), mKNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYPl), mRNA 
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NM UUl 1U4 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


XTA>f AAlAOiC 

NM UUlUoo 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


vr\>r f\(\ 1 f\A 1 
iNM_UUlU4i 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 

noradrenalm), member 2 (SLC6A2), mRNA 


jNJYl_UUUjiz 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


XTlV/r AnO<'7Q 

INJVl UUzj /y 


Homo sapiens paralemmin (PALM), mRNA 


NM UU2443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


XTA/l Am /I 1 o 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM_002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


XTA/f A A \ 

NM UU1j34 


Homo sapiens nomeo box 1 1-like 1 (HOXl ILl), mRNA 


XTAyf AA1 A^A 

NM UU1454 


Homo sapiens lorknead box Jl (FOXJl), mRNA 


NM UU4uUl 


Homo salens rc iragment or IgO, low airimty lib, receptor for (CDS 2) 
(^r^nx>'^\i\ *v«'DXTA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM UUl /jz 


Homo sapiens catalase (LA 1 j, mRNA 


XTTiyf A A 1 iCI A 

NM UUlolu 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM UU34ol 


Homo sapiens zyxin (ZYX), mRNA 


XT\>r AA'5/1/;A 

NM UU34oU 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_UU34Dy 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 

mKNA 


xj\/r nni/iin 

NM UUj4jU 


Homo sapiens zinc imger protein y l (Hrr 7, H 1 r 1 0) (ZNr 9 1 ), mRNA 


NM 003429 


Homo sapiens zinc fmger protein 85 (HPF4, HTFl) (ZNF85), mRNA 


NM UU34ZO 


Homo sapiens zinc rmger protein 84 (HPF2) (ZNF84), mRNA 


XTAyf AA'3 A \ £i 

NM UU341o 


Homo sapiens zinc imger protein 7 (KOX 4, clone HF.lo) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc fmger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc fmger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domam 
polypeptide) (ZNF45), mRNA 


XTAit AA'2/10'7 

NM UU34Z3 


Homo sapiens zinc rmger protein 43 (HTF6) (ZNF43), mRNA 


XTAyf AA'2/IOO 

NM_UU34Zz 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 

(Z/Nr4zj, mKNA 


XTA^ AA'5/1')A 

iNlVl UUj4ZU 


Homo sapiens zinc finger protein 35 (clone HF.IO) (ZNF35), mRNA 


NM UUj4Do 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


iNJVl UUJ4DO 


riomo sapiens zinc imger protein zuj (ZNrzUj), mKNA 


XT\^ AA'i/lC'J 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


iNlVl UUj4jU 


Homo sapiens zinc finger protein 1 74 (ZNF 1 74), mRNA 


INIYI UUj44 / 


Homo sapiens zinc finger protein 165 (ZNF 165), mRNA 


NM UUj440 


riomo sapiens zinc tmger protem 15 / (HZr zz) (ZNr 157), mKNA 


NM UU3443 


Homo sapiens zinc rmger protein 151 (pHZ-o7) (ZNr 151), mRNA 


XTAyf (\(\1AA'^ 
NM UU344Z 


Homo sapiens zinc rmger protein 143 (clone pHZ-1) (ZNF 143), mRNA 


XTAyf AA^ylyl 1 

NM uU3441 


Homo sapiens zinc tmger protem 141 (clone pHZ-44) (ZNF141), mRNA 


XTA4 (\(\1AA(\ 

NM UU344U 


Homo sapiens zinc tmger protein 140 (clone pHZ-39) (ZNF140), mRNA 


XTAA C\(\1A1Q 

NM UU343o 


Homo sapiens zinc tmger protein 137 (clone pHZ-30) (ZNF137), mRNA 




nuiiiu adpieiib ziriL linger proiein 1 30 ^cione priz^-zuj ^^z^iNr 1 joj, mKiNA 


NM 003436 


Homo sapiens zinc fmger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc fmger protein 134 (clone pHZ-15) (ZNF 134), mRNA 


NM 003434 


Homo sapiens zinc fmger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc fmger protein 124 (HZF-16) (ZNF 124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NM_003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protem, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 

.iT^n XT A 

mRNA 


XTivyf nniQii 
iNM UUjyjl 


Homo sapiens WAS protein lamily, member 1 (WASF 1), mRNA 


NM 003384 . 


-Homo sapiens-vaccinia related kinase l-(yRKl-), niRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VIPR2), mRNA 


NM 003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


XTA >f AAOOT7 

NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


Homo sapiens vascular endothelial grov^h factor (VEGF), mRNA 


XTTi if AAAnz" 

NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


XTX iT AATT7^ 

NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDACl), mRNA 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM_003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTFl), 
mRNA 


XTX JT AAOjITA 

NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 

.^T) XT A 

mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


XTX if AA'T?^'> 

NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USPl), mRNA 


VTX if AAOAilA 

NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USPl 3), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRCl), 
mRNA 


NM 003364 


TT • 1 \ 1 /X TTV\ TW T A 

Homo sapiens uridme phosphorylase (UP), mRNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 

galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


XTX JT A A I AT^ 

NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide BIO (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 (sentrin) (UBLl), mRNA 


NM 003347 


Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


NM_003337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 
mRNA 


NM_00333o 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 

**,*T5 XT A 

mKNA 


NM 003335 


Homo sapiens ubiquitin-activating en2yme El -like (UBEI L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRPl), mRNA 


XTAyf AAAT70 

, NM 0003.72 . 


_ Homo.sapiens tyrosinase (oculocutaneous albinism lA) (TYR), mRNA 


XT\>f AAIATI 

NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRDl), mRNA 


XT"\>r AA'5'5 0A 

NM 003329 


Homo sapiens thioredoxm (TXN), mRNA 


XTA vr AA'>'>'>0 

NM 003328 


Homo sapiens TXK tyrosme kinase (TXK), mRNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


XTA if 

NM 003321 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


NM 001070 


Homo sapiens tubulin, gamma 1 (TUBGl), mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


NM 000371 


Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


NM000370 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
Vitamin E deficiency) (TTPA), mRNA 


XTA jT AA-^-^ 1 A 

NM 003319 


Homo sapiens titin (TTN), mRNA 


XTA >f AA'5'5 10 

NM 003318 


Homo sapiens TTK protem kinase (TTK), mJlNA 


XTA yf AA'T^IT 

NM 003317 


Homo sapiens thyroid transcription factor 1 (TlTFl), mRNA 


XTAyf AA'i "5 1 C 

NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTCl), mRNA 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSCl), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM_003496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA 


XT* X f\t\*^*>t\y 

NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


XT* K AA-T^ AA 

NM 003299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRAl), mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


XT* AA'>'^r*^ 

NM 003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPXl), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPTl), mRNA 


NM 003595 


Homo sapiens tyrosylprotein sulfotransferase 2 (TPST2), mRNA 


NM_003292 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase 11 (TPP2), mRNA 


NM_000547 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
protein, mRNA 


rSJVl yjyjjZyV 


riomo sapiens tropomyosin 4(1 r M4), mKNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPMl), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPll), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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INM yjyjjyjj 


Homo sapiens topoisomerase (^jjinaj hi Deta ( i Ur Joj, mKiNA 


JNM UUIUO/ 


oomo sapiens topoisonierase (UINAJ ii aipna (l /UKUJ \ \\jv ip^)^ mKiNA 


INM UUjZoj 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA 




Homo sapiens transition protein 1 (during tiistone to protamine replacement) 

1 INr 1 )^ niKINA 


INM UUU304 


Homo sapiens troponin l z, cardiac ( l rsiN i z j, mKiN A 


INM UUjZoj 


Homo sapiens troponin Tl, skeletal, slow (TNNTl), mRNA 


JNM UUUJOJ 


Homo sapiens troponm l, cardiac (l NNlij, mKNA 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


INM UUJzol - 


Homo sapiens troponin I, skeletal, slow (TNNI 1 ), mRNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNCl), mRNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNKl), mRNA 


NM_001244 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 8 (TNFSF8), 
mRNA 


Nm_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 

mRNA 


NM_003326 


TT • A. * A /\* IX 1 A / A 

Homo sapiens tumor necrosis factor (hgand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superramily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (hgand) superfamily, member 10 
(TNFSF10),mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NMOOlOoo 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSFIB), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSFIA), mRNA 


VTA if f\t\ 1 1 

NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 

(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSFl IB), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 

rxPXTni/"I5 /TXTCDCC1 1 A\ vmOXTA 

or INrKo (1 NrKor 1 1 A), mKJNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSFl OD), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSFIOB), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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1 IN r Ivor 1 U/\ ), ITllvJN A 


rNivi uujz/o 


riomo sapiens uiymopoietin i MrU j, rtiKJN A 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


rsivi uujz /4 


Homo sapiens transmembrane protein 1 (TMEMl), mRNA 


XTlVyf nn'l^QO 

iNivi_uujoyz 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
uOmamS 1 ^IMcrri^, mKINA 


INIVI UUJZ/J 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2)5 mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
1 ivi / or 1 ), mivJN A 


rNivi uujz/i 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


XTA4 rxnio^a 


riomo sapiens iransmemorane 4 supertamiiy memoer o (^i M4oroj, niKJNA 




Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 




Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 

mRXTA 
nUvlN/\ 


TsJM nO'^OAA 


nomo Sapiens loii-iiKe recepior *t [^i ), mruN a 


INlVl UUjZ03 


riomo sapiens lOU-iiKe recepior j Liixj miviN a 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


rsivi uujzoj 


Homo sapiens toll-like receptor 1 (TLRl), mRNA 


rMM UUjzjo 


Homo sapiens thymidine kinase 1, soluble (TKl), mRNA 




Homo sapiens tight junction protein 1 (zona occludens 1) (TJPl), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


iNM_UUi2M 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, couagenase inniuitor) ( 1 IMr 1 ), mKN A 


XTlVyf nn'2<Q'7 

iNM UUJjy/ 


Homo sapiens lOrb inauciole early growth response 2 (llbuz), mKN A 


INM UUJzji 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAMl), mRNA 


xj\>f f\nnA^(\ 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


XI\4 nn'^OAQ 


riomo sapiens uiimei oiigopepiiQase i {^i riur i ), rnKPsA 




nomo sapiens uiromDOsponam v^irirJo^j, miviNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


INlVl UUJZ^O 


riomo sapiens mromoosponum i ^^irirJoi j, mivfNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


INM UUUjOU 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


XIX >r AA^OylC 

NM_00324j 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransterase) (lOMl), mRNA 


XT\>f AA^O/II 

NM_UUiz4J 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, SOOkD) 

{ 1 Lrr BKJ ), mKN A 


INM_UUjz4z 


Homo sapiens transforming growth factor, beta receptor 11 (70-80kD) 

1 OroKz ), mivINA 


INM UUUjjo 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


INM UUjZj7 


riomo sapiens transiorming growin lactor, oeta j (i OrUJ ), mKN A 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


INM UUjzJO 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


l^llVl UUJZJH 


nomo sapiens iransierrin recepior vp^u, k^lj / 1) yi rtsx^ ), mivNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFFl), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRPl), mRNA 
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NM UUJZiy 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 


NM UUio/i 


Homo sapiens titm-cap (teletnonin) (TCAP), mRNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domam lamiiy member 4 (TEAD4), mRNA 


NM 003211 


T ¥ * * r^"K T A 1 1 /T>T% y^ \ 1*1 VTA 

Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM_001062 


Homo sapiens transcobalamin I (vitamin B12 binding protein, R binder family) 
(TCNl), mRNA - - _ _. 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like)(TCF6Ll),mRNA 


V TH if /\/\^ 1 /Art 

NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


NM 003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


NM_000545 


TT * A 'a' /•j-ll j"¥" T^ < f J ■ 1 ^ A 

Homo sapiens transcription factor 1, hepatic; LF-Bl, hepatic nuclear factor 
(HNFl), albumin proximal factor (TCFl), mRNA 


NM_003198 


Homo sapiens transcription elongation factor B (SIII), polypeptide 3 (1 lOkD, 
elongm A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box bmding protein (TBP), mRNA 


NM 003192 


Homo sapiens tubulm-specific chaperone c (TBCC), mRNA 


NM_000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM_003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 

mRNA 


NM_003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-bmding protein 56) (TAF2N), mRNA 


NM_003 1 87 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, u, 32kD (TAF2G), mRNA 


XT\>f AAl A^T 

NM OOIOj/ 


Homo sapiens tacnykinin receptor 2 (TACR2), mRNA 


XTXif f\f\1 1 OA 

NM 003 loO 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


XT"N>f AA'5 0AC 

NM 003895 


Homo sapiens synaptojanin 1 (SYNJl), mRNA 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


NM 003178 


TT ^ • TT /OArXT/^X T> "V T A 

Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCPl), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURFl), mRNA 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 

(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM_001056 


Homo sapiens sulfotransferase family, cytosolic, IC, member 1 (SULTICI), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2{SULT1A2), mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 

1 (SULTlAl), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBPl), mRNA 
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MM OA'? 1 fkl 


riomo Sapiens syniaxin lo aidj, itikjna 


>JM C\C\'\ 1 SO 


nomo Sapiens serine/inreonme Kinase y isy)^ niKiNA 


INJVl UUJlJO 


nonio sapiens senne/inreonine Kinase o i Jvo ), mKiN A 


INM UUJID/ 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


vT\/f nn'^^nn 

INivl UUjOWU 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


JNiVl UUjIjO 


Homo sapiens stromal interaction molecule 1 (STIMl), mRNA 


NM_003155 


Homo sapiens stanniocalcin 1 (STCl), mRNA 


NM 0035/7 


Homo sapiens STAT mduced STAT mhibitor-2 (STATI2), mRNA 


NM 003154 


Homo sapiens stathenn (STATH), mRNA. . _ - - 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (STATo), mRNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5A (STAT5A), 
mRNA 


XTA A AA'^ 1 C 1 

NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 

/* A \ / O A IT^^ \ VTA 

response factor) (STAT3), mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 

motii) 1 (b 1 AM), mRNA 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 

mKJNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


XTH Jl AA'7 1 A £. 

NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRPl), mRNA 


xr\ >f aao^jIc 

NM 003745 


Homo sapiens JAK bmding protein (SSI-1), mRNA 


XTAir AA1AOA 

NM_001080 


Homo sapiens aldehyde dehydrogenase 5 family, member A 1 (succinate- 
semialdenyde dehydrogenase) (ALDH5A1), mRNA 


NM_00313y 


Homo sapiens signal recognition particle receptor ('docking protein') (SRPR), 
mRNA 


XT\yf AA'3 1 "5 0 

NM U0313o 


Homo sapiens brRb protein kinase 2 (SRPK2), mRNA 


XTAyf AAO 1 "5 C 

NM UOilJj 


Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


XTA >f AA'? 1 '^O 

NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


XTX jT AAIAjI^ 

NM_001047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
Steroid delta 4-denydrogenase alpha 1) (SRD5A1), mRNA 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOAl), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBNl), mRNA 


NM_003127 


Homo sapiens spectnn, alpha, non-erythrocytic 1 (alpha-fodnn) (SPTANl), 
mRNA 


XTX if AA'? 1 oz: 

NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTAl), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (comifin) (SPRRIB), mRNA 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


XTX A AA'> 1 

NM 003123 


Homo sapiens sialophorm (gpLl 15, leukosialin, CD43) (SPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 

1 /ODTl\ maDXTA 

Spil (Srll), mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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JNM UUjIU/ 


Homo sapiens oKY (sex determining region yj-dox 4 (aUA4), mKNA 


INM UUJlUo 


nomo sapiens aKY (sex aetermining region Y j-box 1 1 (bUAl l j, mKiNA 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


INM UUJIUZ 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM U0310U 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


NM_003092 


Homo sapiens small nuclear nbonucleoprotem polypeptide B (SNRPB2), 

.^T> XT A 

mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A' (SNRPAl ), 

_^r> XT A 

mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(bNRP70), mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclem, gamma (breast cancer-specific protein 1) (SNCG), 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(aNAPC2), mRNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43 kD 
(SNAPCl), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator of 
chromatin, subfamily d, member 1 (SMARCDl), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCCl), mRNA 


NM_0Q3073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCBl), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


XTX iT AAOATI 

NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


XT1k>r AA'^ATA 

NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SN4ARCA2), mRNA 


X TH jT AA'>A^A 

NM_0030o9 


¥T • O ft /OX TT^ t A. A a. ' * a. A a* J Ja 1^ /* 

Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCAl), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


TT • t A ^ / A * * • •1.4 M A 

Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y+ 
systemj, memoer i (oLC/ai j, mKiNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine). 
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member 3 (SLC6A3), mRNA 


NM_003(}42 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM_003044 


Homo sapiens solute earner family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


NM_000453 


Homo sapiens solute earner family 5 (sodium iodide symporter), member 5 

(SLC5A5), mRNA 


NM_003041 


Homo sapiens solute earner family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


NM_000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 , 
(SLC5Al),mRNA " - " " 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


NM__001860 


Homo sapiens solute earner family 31 (copper transporters), member 2 
(SLC31A2), mRNA 


NM_001859 


Homo sapiens solute earner family 3 1 (copper transporters), member 1 
(SLC31Al),mRNA 


NM_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NM_001042 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NM_003705 


Homo sapiens solute earner family 25 (mitochondnal carrier, Aralar), member 
12(SLC25A12), mRNA 


NM_003060 


Homo sapiens solute earner family 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


NM_003058 


Homo sapiens solute earner family 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


NM_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22Al),mRNA 


NM_003562 


Homo sapiens solute carrier family 25 (mitochondrial earner; oxoglutarate 
carrier), member 1 1 (SLC25A1 1), mRNA 


NM_003038 


TT • 1j_ •l**1'iX1j j# ^1 • 'li 

Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLCl A4), mRNA 


NM_003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19A1), mRNA 


NM_003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholme), member 3 
(SLC18A3),mRNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2), mRNA 


NM_003053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 

member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 


Homo sapiens solute earner family 12 (sodium/chlonde transporters), member 3 
(SLC12A3),mRNA 


NM_00104o 


Homo sapiens solute earner family 12 (sodium/potassium/chlonde transporters), 

member 2 (SLC12A2), mRNA 


NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 


XTXiT t\f\1(\ACk 

NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 

member 1 (SLClOAl), mRNA 


NM UuJ037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


XTXiT AA*?^!^ 

NM_003ol6 


Homo sapiens surviyal of motor neuron protein interacting protein 1 (SIPl ), 

. ^^ T> X T A 

mRNA 


NM UU3035 


Homo sapiens TALI (bCL) interrupting locus (SIL), mRNA 


NM_003032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(olAl 1), mRNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM U03U27 


Homo sapiens SH3-aomain GRB2-like 3 (SH3GL3), mRNA 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA 


NM__003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 


NM_003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNEl), mRNA 


Xrik Art A^ 11 

NM_000337 


Homo sapiens sarcoglycan, delta (35kD dystrophm-associated glycoprotem) 
(SGCD), mRNA 


NM_000232 


Homo sapiens sarcoglycan, beta (43 kD dystrophin-associated glycoprotein) 

(c^OCd J, mKN A 


INM UUJUIV 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


INM UUjUIo 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM UUUj4z 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


TT^ 1 A* ^Tr-1/O I^T^*^ r •! \ 'VTA 

Homo sapiens selenoprotein W, 1 (SEPWl), mRNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin I (SEMGl), mRNA 


NM_003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domam, (semaphorm) 
5A (SEMA5A), mRNA 


NM_003002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan 1 (SDCl), mRNA 


NM_002996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) (SCYDl), mRNA 


XTIkiT AA** 1 1C 

NM_003l75 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NM_002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21), mRNA 


NM_002988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 8, 
pulmonary and activation-regulated (SCYA18), mRNA 


NM 002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 _ 
(SCYA17), mRNA 


NM002986 


Homo sapiens small mducible cytokme subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYAl 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNNIG), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNNID), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNNIA), mRNA 


NM_002977 


Homo sapiens sodium channel, voltage-gated, type IX, alpha polypeptide 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha poljT)eptide 
(SCN6A), mRNA 


NM_000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 

(SCN4A), mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCNIB), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 

dominant, ataxin 1) (SCAl), mRNA 


NM_002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA s) (SATBl), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NM_003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAPl), 
mRNA 


XT* iff 

NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


VTX iff /\/\/\'^ ^ 1 

NM 000331 


T¥ • I'JAI/r^AA-lX T^'K T A 

Homo sapiens serum amyloid Al (SAAl), mRNA 


NM 001036 


Homo sapiens ryanodme receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRMl), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREBl), mRNA 


NM_003942 


Homo sapiens ribosomal protein S6 kmase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPNl), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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nomo Sapiens repiicaiion proicin /\j yi^KLf) ^ivr/\j ), miviN/v 


VH IVl V vZ7*rO 


nomo Sapiens repncaiion proiein /\z yj/tKU) yi\r/\Z), ini\JN/\ 


INIVI UUZV'f J 


riorno sapiens rcpiicaiion proiein Ai ^^/ukuj ^^ivrAi mi\JNA 


>JM 000^^98 


jrioiTio Sapiens rciiniiis pignicniosa vj i rase reguiaior ^^ivrOrvj, hiivina 


MN^ OO0OA1 

rNivi uuzy^j 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROMl), mRNA 


iNivi uuj /yy 


Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 


iNM \j\)Zyjy 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5'-phosphatase~(RNGTT), mRNA 


XT\>f nnoQ'2 0 
INM UUzyio 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM_002940 


Homo s^iens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCbl), mRNA 


NM UUzVio 


Homo sapiens nbonuclease HI (RNASbHl), mRNA 


NM_002y35 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 

(KJNAbiii j, mKINA 


XTlVVf AfiOQ'2/l 

INM_UUzyJ4 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neuroioxinj ^kinaoiizj, niKJNA 


XTXyf fini70l% 


riomo sapiens Kroj-meaianng protein (KMrj, mKiNA 


xT\>f no'^QOi 
rNivi uujozi 


riomo sapiens recepior-inieracung serine-inreonine Kinase z ^rvix'Jvzj, miviNA 


iNM UUJOo/ 


Homo sapiens LIM domain protein (RIL), mRNA 


XT\^ onoooQ 

fNJVl UUZyzy 


riomo sapiens rnoaopsm Kinase ^ivrtuivj, miviN a 


xj\yf nonioA 

INM UUUjZ4 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


fNM UU JO J 3 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


fNM UUjO 1 / 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


XT\4 nn707'5 
INM uuzy/j 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 


INM uuzyzz 


riomo sapiens reguiaior oi w-proiein signalling i ^ivOo i ), mKiN a 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


INM uuzyzo 


Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGSl 1), mRNA 


NM UUzyzl 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM_0037zl 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 

(^KrAAINIvj, mivINA 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 

(^ivrAl J, mKINA 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


XT1i>r AA1Q1C 

NM 002915 


Homo sapiens replication lactor C (activator 1)3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1)2 (40kD) (RFC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mRNA 


XTX>f AAOAAO 

NM__002908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 

mKJNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REGl A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


INM uuzyuj 


Homo sapiens retinol dehydrogenase 5 (1 1-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCVl), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCNl), 
mRNA 
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INM uuzoyo 


Homo sapiens kna Dinding motit protein 4 (RBM4), mRNA 


NM UUzoyj 


Homo sapiens retinoblastoma-uke 1 (pi 07) (RBLl), mRNA 


XTliVf AHA "70 1 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RB 1 ), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAFl, uFPase activating protein 1 (RAPIGAI), mRNA 


NM 00zoo4 


Homo sapiens KAPl A, member or RAS oncogene lamily (RAPIA), mRNA 


NM UUiooi 


Homo sapiens Kan ul rase activating protem 1 (RANGAPl), mRNA 


XTA >f A AO O O 1 

NM_002o81 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
Cj 1 r bmoing protein) (KALB), mRNA _ _ _ . 


NM UUZo/1 


Homo sapiens KAd interacting lactor (RABlr), mRNA 


Xr\>f AA'JOOO 


Homo sapiens kad /, member ka& oncogene lamily-like 1 (RAB /Ll j, mKNA 


NM UOZooy 


Homo sapiens KABo, member RAS oncogene lamily (RABo), mRNA 


NM OOZoOo 


Homo sapiens RAB!)B, member RAb oncogene lamily (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM UOzooo 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


XTX if AAA'>'^A 

NM 000320 


Homo sapiens quinoid dihydroptendme reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 

J • J. '\ TT\ /"l^l T \ 'VTA 

disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; bram (PYGB), nuclear gene encoding 

"j. 1 J * 1 A * T* 'VTA 

mitochondrial protein, mRNA 


XT"K X AA'^O^A 

NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


XTAA A A AO 1 A 

NM UOUilV 


Homo sapiens peroxisome receptor 1 (PXRl), mRNA 


XTXjf AAOOCA 

NM 002859 


Homo sapiens paxiilin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal famesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


XTX iT AA'^O^'^ 

NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 

.^nxT A 

mRNA 


XTX M AAA'? 1 n 

NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


XTA Jf AAOOCl 

NM_002o5 1 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 

/"DT'DD TIN XT A 

(rlPRZl), mRNA 


XTAif AAOO^A 

NM OOzojU 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM U0Zo4o 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM UUZo4D 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM UUZo44 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM U0zo43 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 00zo4z 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM OOZoJy 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosm, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHRl), mRNA 


XTX A AA'^O'^A 

NM 002820 


Homo sapiens parathyroid hormone-hke hormone (PTHLH), mRNA 


xjxyr AAA-J 1 < 


Homo sapiens paratnyroiu normone ih), miviNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EPl), 42kD (PTGERl), 
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mRNA 


VTA jff A A Art C A 

NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 

^^^^^^^ 1 \ /"OTT^XTN O X T A 

cancers 1) (PTEN), mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM_002818 


Homo sapiens proteasome (prosome, macropam) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


NM_00281 1 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit,ATPase, 6 _ . - 
(PSMC6),mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMCl), mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM__002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NM_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMBl), 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMBIO), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mRNA 


NM_002788 


Homo sapiens proteasome (prosome, macropain) subumt, alpha type, 3 
(PSMA3), mRNA 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 

/TiOTt >r A 1 \ T»XT A 

(PSMAl), mRNA 


XT* >r AA'^TOT 

NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


XT* if AA'^TO 1 

NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


XT* M AA'^TOA 

NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


XT* iff AA'^'70C 

NM_002785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (rSCrl 1), mRNA 


fNlVl UUZ/o4 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLKIO), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSSl), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSSl 2), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSSl 1), mRNA 


NM_002767 


Homo sapiens phosphonbosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphonbosyl pyrophosphate synthetase-associated protein 1 
(PRPSAPl), mRNA 


NM 002765 


Homo sapiens phosphonbosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphonbosyl pyrophosphate synthetase 1 (PRPSl), mRNA 


NM_003891 


Homo sapiens.prptein Z, vitamin Krdependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROXl), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROSl), mRNA 


NM_000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRMl), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactm (PRL), mRNA 


NM__002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protem kmase 1 (MAPKl), mRNA 


XTA A f\f\'^^C 1 

NM 002751 


Homo sapiens mitogen-activated protem kinase 1 1 (MAPKl 1), mRNA 


N MO 0275 3 


Homo sapiens mitogen-activated protein kinase 10 (MAPKl 0), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


XTX M r\.f\'^^ A 1 

NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCLl), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCBl), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM_002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NM_002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKARl A), mRNA 


NM_002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAGl), mRNA 


M ^^^^^ 4 

NM_00273 1 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM_002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIMl), mRNA 


NM_002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRGl), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofiiscinosis, neuronal 1, 
infantile) (PPTl), mRNA 


NM_002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


NM_002719 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isotorm (PPP2R5C), mRNA 


NM_002715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


XTIkif A An 1 o 

NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


"XTXvT AAT7 1 T 

NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPPIRIO), mRNA 


XTX Jff A AO T 1 A 

NM_002710 


Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
(PPPILC), mRNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPPICB), 
mRNA 


XTXjT AAT7AO 

NM_002708 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPPICA), 
mRNA 


NM_000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


XTA Jf AAO^A^ 

NM_002706 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isororm (PPM IB), mRNA 


XTlVif AAT7AC 

NM U02/0j 


Homo sapiens periplakin (PPL), mRNA 


XTA>f AAAQ/1'2 

NM 00Uy43 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


XT\>f AAA^AO 

NM_UUU30o 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 

rOi3 J, mKN A 


INiVl UUZ/UJ 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


NM UUj/1z 


Homo sapiens phosphatidic acid phosphatase type 2C (PPAP2C), mRNA 


NM UUJ / 1 J 


Homo sapiens phosphatidic acid phosphatase type 2B (PPAP2B), mRNA 


NM UOJ /II 


Homo sapiens phosphatidic acid phosphatase type 2A (PPAP2A), mRNA 


XT\yf nnoTA^ 
NM UUz/Uz 


Homo sapiens PUU domain, class 6, transcription lactor 1 (POU6F1), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (P0U5F1), mRNA 


NM OUz/00 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


XTAyf AAA'IA'T 
NM U0U3U/ 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (P0U3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_0u0306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 

factor 1)(P0U1F1), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PONl), mRNA 


NM_000939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphm) (POMC), mRNA 


NM_002693 


Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


XTX jT AAO^Al 

NM_002691 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 

(rULUl), mKN A 


NM OO^fiQO 

l>iVl \J\J£t\jy\} 


noino aapicns polymerase ^l/in/\ airecieuj, oeia \r\JLfD nuviN/v 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mJlNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMMl), mRNA 
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inM UUzo/4 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


NM_UUzooo 


Homo sapiens proteolipid protein 2 (colonic epithelium-enriched) (PLP2), 

— -UXT A 

mKlNA 




Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PL0D2), mRNA 


INM UUZOO/ 


Homo sapiens phospholamban (PLN), mRNA 


INM UUZOOO 


Homo sapiens perilipin (PLIN), mRNA 


INM UUZOOj 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


XT\>r {\f\f\AAC 

iNM_UUU44D 


Homo sapiens, plectin 1, intermediate filament binding protein, 500kD (PLECl), - 
mRNA 


NM UUzOOi 


Homo sapiens pnospnolipase D2 (PLD2), mRNA 


NM UUzooz 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLDl), mRNA 


NM_002o61 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 

(rLL.KjZ), mKNA 


NM_UUZOOU 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCGl), 

mDXT A 
mivlNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM uUzojy 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleomorphic adenoma gene 1 (PLAGl), mRNA 


NM 000929 


Homo sapiens phospholipase A2, group V (PLA2G5), mRNA 


XT\>f AA'JTAiC 

NM_00370o 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 

(rLAzCj4L.J, mKNA 


NM_000300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 
(FLAzuzA), nuclear gene encodmg mitochondnal protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


XTlVvf AAATAiC 

NM_000296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKDl), 

mDXT A 

mKNA 


NM_UUjoU/ 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 

kinase (PK428), mRNA 


INM UUJO /O 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PKl .3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens paired-like homeodomain transcription factor 1 (PITXl), mRNA 


NM 002652 


Homo sapiens prolactin-induced protein (PIP), mRNA 


NM__003558 


■f T • 1 1_ J.* J !• 'j till j. T t a 

Homo sapiens phosphatidylinositol-4-phosphate 5-kmase, type I, beta 
(PIP5K1B), mRNA 


NM_003557 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 
(rlFSlvl A), mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


XTXif AA0£if10 

NM UUzo4o 


Homo sapiens pim-1 oncogene (PIMl), mRNA 


NM_UU2o51 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 

(rllv4C£) ), mKiN A 


NM 002643 


Homo sapiens pnospnatidylinositoi glycan, class r (FluF ), mRNA 




nuiiiu dapiciiD piiuapjiaiiuyiinubiiui giycdn, cioos \^ \ri\j\^)f niixiN/\ 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKAl), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGMl), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGKl), mRNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 

protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (POD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAMl), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofructo-2-kinase/fhictose-2,6-biphosphatase 1 
(PFKFBl), mRNA 


XTA K AAO^'^ 1 

NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEXl), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEXl 3), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAMl), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZKl), mRNA 


NM_003477 


T T * dill \ t * ■% t • • 

Homo sapiens Pyruvate dehydrogenase complex, lipoyl-contammg component 
X; E3-bmding protein (PDXl), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPKl), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


TT^ ' aJIJ /\ • • i \ 1 .i /"x^x^ X xx^ X f-v ^ T A 

Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHAl), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDEIB), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


XTX /f AAAA"^ 1 

NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


XTX iT A AO C A O 

NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


XTA Jf AAO^A>l 

NM 002594 


Homo sapiens proprotein convertase subtilisin/kexm type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCKl), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBXl), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WTl, regulator (PAWR), mRNA 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM OUiOJl 


Homo sapiens poly (ADP-ribose) glyconydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNl A)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDXl), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2), mRNA 


NM_002571 


Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2 -globulin, alpha uterine protem) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTMl), mRNA- _ 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 

binding protein p55) (P4HB), mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


NM_002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM_002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NM_002561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 


NM_002560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM_002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol bmdmg protem (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (0RM2), mRNA 


NM__003696 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (0R6A1), 

mRNA 


T M A A A ^ ^ A 

NM_002550 


TT • 1/*^ A /**1A l/**lA 1 -1 V 1^ A A \ 

Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM_002548 


Homo sapiens olfectory receptor, family 1, subfamily D, member 2 (0R1D2), 

mRNA 


NM 000914 


T T • • * J ^ 1 / T^r* 11 * 1 \ 1~» VTA 

Homo sapiens opioid receptor, mu 1 (OPRMl), mRNA 


T"fc M AAA A "1 A 

NM 000912 


TT • A \ \ /'✓*XT^T^ T^ 1 \ T> T A 

Homo sapiens opioid receptor, kappa 1 (OPRKl), mRNA 


V M A A A A A \ 

NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRDl), mRNA 


T1 M AA^^ A A 

NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM_002543 


Homo sapiens oxidised low density lipoprotem (lectm-hke) receptor 1 (OLRl), 
mRNA 


NM 003485 


Homo sapiens G protem-coupied receptor 68 (GPR08), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (0DF2), mRNA 


NM 002533 


T T • 1 T r 1*1 TT TT \ T~* T A 

Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSRl), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENCl), 
mRNA 
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iNM UUjo/Z 


Homo sapiens neuropilin 2 (NRP2), mRNA 


INM UUjo/j 


Homo sapiens neuropilin 1 (NRPl), mRNA 


INM Ul/OHOV 


riomo sapiens nuciear receptor inieracnng protein i (NKir i j, mKiNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRDl), mRNA 


INM UUuyUj 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 


Homo sapiens neuropeptide Y receptor Yl (NPYIR), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin 1 (NPTXl), mRNA 


NM_OOOyOo 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NFR3), mRN A 


NM_oooyoo 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptiae receptor Aj (^NrKl j, mKJNA 


INM OUZjzI 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM OUzDlo 


Homo sapiens neuronal FAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPASl), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


T T 1 _1 1 A • A /X T^^T A \ 'VTA 

Homo sapiens nucleolar protein 4 (N0L4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 

(NuL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


XT\ A A A'> C 1 

NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


XT\ >r AAOC 1 A 

NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


XTA AA'^CAO 

NM 002508 


Homo sapiens nidogen (enactin) (NID), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


XTH AA^^A^ 

NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


X TX * AAO^A*^ 

NM_002502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


Homo sapiens nuclear factor I/X (CCAAT-bmding transcription factor) (NFIX), 
mRNA 


XTl^ Jf AAOCAA 

NM 002500 


T T • J* A* A* 1 /Tk TT~'¥ TT^ /^'WK. 1 \ 'VTA 

Homo sapiens neurogenic differentiation 1 (NEURODl), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (ISkD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 , subcomplex unknown, 1 
(okU, Kr Yl) (NDUrCl), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8)(NDUFA2),mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM_001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDSTl), mRNA 


XTA iff AA'^COI 

NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBPl), mRNA 


NM_002483 


Homo sapiens carcmoembiyomc antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NMOOOooz 


Homo sapiens N-acetyltransferase 1 (arylamineN-acetyltransferase) (NATl), 

mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IIIB) - 

AXT A /^T T T\ .^nXT A 

(NACjLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOMl), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NM_002472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, permatal (MYH8), 
mRNA 


XT1V AA'^/I^A 

NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


XTA AAOjI^O 

NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


XTA A A /TA 

NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 002456 


T T • • *• J- 1 AA MT T^*^ V ^ Y A 

Homo sapiens mucin 1, transmembrane (MUCl), mRNA 


NM 002455 


Homo sapiens metaxin 1 (MTXl), mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encodmg mitochondrial protem, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 

TT TT^fT^ 1 \ T^ "V T A 

(NUDTl), mRNA 


NM 002450 


Homo sapiens metallothionein IL (MTIL), mRNA 


NM_002447 


TT * 1 a. f A \ A \ A V 

Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MSTIR), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSRl), mRNA 


X TA M f\r\^ AAA 

NM 002444 


T T ' • /■» ifiTV T\ T» 'VTA 

Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM_000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, munne homolog, glomerulosclerosis 
(MPV17), mRNA 


XTX if AA1A'9'> 

NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPr3), mRNA 


NM 002435 


Homo sapiens marinose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


TT • 1*111 1 1* A* A^ A* /""A TT^ A V T> ^ T A 

Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM U02431 


Homo sapiens menage a trois 1 (CAK assembly lactor) (MNATl ), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MNl), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 

•vkOXT A 

mKNA 


XTXif f\f\'^A 1 n 

INM_UU241/ 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
niKN/\ 


iNM UUz4l0 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


r>IM_UUZ41D 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 

for»f/\»»\ /'^/^TP^ rviDxiA 
laciorj (^Mir ), mivNA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


iNM uuuyuu 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM UUz41z 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM U024U/ 


Homo sapiens mammaglobm 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGBl), mRNA 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NM_000529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


XTH A A AO IOC 

NM_0023oo 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MCIR), mRNA 


XTIV/T A AO '2 0^ 

NM UUzJoj 


Homo sapiens myelin basic protein (MBP), mRNA 


NM U023o2 


Homo sapiens MAX protein (MAX), mRNA 


NM 00237o 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


XTX>r AAAOnO 

NM_000o9o 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


\J\A AA'2/IOA 

NM UUi4oU 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM UUzJO/ 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM UUzJoj 


Homo sapiens melanoma antigen, ramily B, 3 (MACjEBj), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM U02363 


Homo sapiens melanoma antigen, tamily B, 1 (MAGEBl), mRNA 


XTlVif AAT5iCO 

NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 0036o2 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


XTAVf AAn C7 

NM 002357 


Homo sapiens MAX dimenzation protein (MAD), mRNA 


XTTkJT AAn CA 

NM_U02350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 

(LYN), mKNA 


NM uUzi4y 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM UUz34/ 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


XTAVI A AT? /I C 

NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransfemn (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1 ) (LTB4R), 

m1>XT A 

mKINA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 



532 



(400/104) 





(alpna-2-macroglobulin receptor-associated protein 1) (LRPAPl), mRNA 


INM UUZJJO 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


JNJVl UUzJ 1 / 


Homo sapiens lysyl oxidase (LOX), mRNA 


NM UUZilo 


Homo sapiens LIM homeobox transcription factor 1, beta (LMXIB), mRNA 




Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl), mRNA 


JNIVl UUz312 


Homo sapiens ligase IV, DNA, ATP-dependent (LIG4), mRNA 


NM_00230o 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 

mKJNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA . _ - - - - 


MM UUzJUZ 


Homo sapiens leukocyte cell-derived chemotaxm 2 (LECT2), mRNA 


NM 001290 


Homo sapiens LIM domain binding 2 (LDB2), mRNA 


NM OUioVi 


Homo sapiens LIM domain binding I (LDBl), mRNA 


NM uuzzyy 


Homo sapiens lactase (LC 1 ), mRNA 


N M_u uzzy / 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
preaiDuminj (LUiNl j, mKJNA 


NM uuzzyo 


Homo sapiens lamin B receptor (LBR), mRNA 


NM uuzzyi 


Homo sapiens laminin, beta 1 (LAMBlj, mRNA 


JNM uuzzoy 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


XTA yf AATT7C 

NM 002275 


Homo sapiens keratin 15 (KRT15), mRNA 


NM 002274 


Homo sapiens keratm 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNBl), mRNA 


NM 002267 


Homo sapiens karyopherm alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 
mRNA 


NM 000893 


Homo sapiens kminogen (KNG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 
(KMO), mRNA 


NM 002258 


T T ? 111 A.' X 1/* •! T^ t -1 /tTt \ 

Homo sapiens killer cell lectm-hke receptor subfamily B, member 1 (KLRBl), 
mRNA 


NM 002257 


T T — i » _ 1 llil • 1 1 / / 1 • /T^T T^ 1 \ T> VTA 

Homo sapiens kallikrein 1, renal/pancreas/salivary (KLKl), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISSl), mRNA 


NM_002255 


TT ■ 1 '11 11 • 111* 1*1 . . J • * 

Homo sapiens killer cell immunoglobuhn-like receptor, two domams, long 

cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protein (FUSE bmdmg protein 2) 
(KHSRP), mRNA 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 

subfamily M, alpha member 1 (KCNMAl), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJNl), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM_0i}0691 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJIO), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNHl), mRNA 


XTX if AA'^'>OT 

NM_Q02237 


Homo sapiens potassium voltage-gated channel, subramily G, member 1 
(KCNGl),mRNA 


XTK if AAO'Ti^ 

NM_00223o 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNFl), mRNA 


XTH if AA'>^'>^ 

NM_Q03o3o 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNABl), mRNA 


NM_002235 


TT • A * \x. ^ A \ 111 \ A \ 1/* *\ 

Homo sapiens potassium voltage-gated chamiel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM_002234 


TT • ^ * 1a 111 tit \ t* •! 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


XTX vf AA'%0'1'5 

NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer 4 (JvCNA4), mKNA 




Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer j ^JvL/IN aj j, nuuNA 


INM UUZZZV 


Homo sapiens jun B proto-oncogene (JUNB), mRNA 


JNM UUjood 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZFl), mRNA 


JNM \)\JLLL I 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAKl), mRNA 


XTAyf AAlAO/1 

iNM UUJUZ4 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSNl), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-tripnospnate receptor, type 2 (11PR2), mRNA 


NM 0U2221 


Homo sapiens mositol 1,4,5-trispnospnate 3-Kinase B (IIPKB), mRNA 


XTAjf AAT^OA 

NM 002220 


Homo sapiens mositol 1,4,5-trispnospnate 3-kinase A (IIPKA), mRNA 


XTX>r AAOO 1 A 

NM 002219 


Homo sapiens integral membrane protein 1 (ITMl), mRNA 


XTXX AAOO 1 O 

NM_00221o 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (1 1 1H4), mKNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM UUzZlj 


Homo sapiens mter-alpna (globulin) inhibitor, HI polypeptide (11 ml), mKNA 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


XT\ if AA'^'^ 1 O 

NM 002212 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_002211 


TT • • ^ • 1 A I / C\ a' . 1 . • J* 1 A* 

Homo sapiens mtegrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGBl), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (ITGAV), mRNA 


XTX M AA'^'^AA 

NM_002209 


Homo sapiens integrin, alpha L (antigen CDl 1 A (pi 80), lymphocyte function- 
associated antigen 1 ; alpha polypeptide) (ITGAL), mRNA 


XTAyf Ami A A 

NM UUZZUO 


Homo sapiens integrin, alpha 7 (ITGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha S (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (1RS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRFl), mRNA 
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NM 002196 


Homo sapiens insulinoma-associated 1 (INSMl), mRNA 


NM 002195 


Homo sapiens msuhn-like 4 (placenta) (INSL4), mRNA 


NM_0015o5 


Homo sapiens small mducible cytokme subfamily B (Cys-X-Cys), member 10 
(SCYB10),mRNA 


Nm_002192 


Homo sapiens inhibin, beta A (activm A, activin AB alpha polypeptide) 
(INHBA), mRNA 


NM 001564 


TT_ * f a\ e* •! 1 11*1 1 -t t \. 'VTA 

Homo sapiens mhibitor of growth family, member 1-like (INGIL), mRNA 


NM 003669 


Homo sapiens inactivation escape 1 (INEl), mRNA 


XT\ if AAADOil 

NM_000884 


Homo sapiens IMP (mosine monophosphate) dehydrogenase 2 (IMPDH2), 

—.n XT A 

mRNA _ _ . _ _ _ . 


XTX>r AAAOC? 

NM__000883 


Homo sapiens IMP (mosine monophosphate) dehydrogenase 1 (IMPDHl), 
mRNA 


XTIV A AA1 CCT 

NM 001557 


Homo sapiens interleukin 8 receptor, beta (IL8RB), mRNA 


XTX if AAA^O >l 

NM 000634 


Homo sapiens interleukin 8 receptor, alpha (IL8RA), mRNA 


XTH H AAO 1 Of 

NM 002185 


Homo sapiens interleukin 7 receptor (IL7R), mRNA 


XTA >ff AAAOOA 

NM 000880 


Homo sapiens interleukin 7 (1L7), mRNA 


XTX K AA^ \ Q A 

NM_002184 


Homo sapiens mterleukin 6 signal transducer (gpl30, oncostatin M receptor) 

/TT ^OT'X ,^T>XT A 

(ILoS 1 ), mRNA 


NM 000565 


Homo sapiens interleukin 6 receptor (1L6R), mRNA 


XTA >ff AAACTA 

NM 000879 


Homo sapiens interleukin 5 (colony-stimulating factor, eosinophil) (IL5), mRNA 


XTX>f AAACOn 

NM 000589 


Homo sapiens interleukin 4 (IL4), mRNA 


NM UUU5oo 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (IL3), mRNA 


NM 000878 


Homo sapiens interleukin 2 receptor, beta (1L2RB), mRNA 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (IL1RL2), mRNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (ILIRAP), mRNA 


XTIV 4r AAAOTT 

NM 000877 


Homo sapiens interleukin 1 receptor, type 1 (ILIRI), mRNA 


XTX if AA'^OC'^ 

NM 003853 


Homo sapiens interleukin 18 receptor accessory protein (IL18RAP), mRNA 


XTX 4 AAOOiTC 

NM 003855 


Homo sapiens interleukm 18 receptor 1 (IL18R1), mRNA 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 

0\ /TT 1 T* -v T A 

8) (IL17), mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


NM 002188 


Homo sapiens interleukin 13 (IL13), mRNA 


NM 001559 


Homo sapiens interleukin 12 receptor, beta 2 (IL12RB2), mRNA 


NM_002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NM_000882 


Homo sapiens interleukm 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (1L12A), mRNA 


NM 000628 


TT • * A. \ \ ^ \ f\ A % A /^T ^ f\. TT^ \, "VTA 

Homo sapiens mterleukm 10 receptor, beta (ILIORB), mRNA 


NM 001558 


Homo sapiens interleukin 10 receptor, alpha (ILIORA), mRNA 


NM_003639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 

kinase gamma (1KB KG), mRNA 


XTA Jff t\t\'> ^ Af\ 

NM_003640 


T¥ • • 1 '1 'a ft 1* 1 < 1 ^» 1 1 • 11 

Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase complex-associated protein (IKBKAP), mRNA 


XTX iff f\C\\ C 

NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (1GSF3), mRNA 


XTX iff f\f\\ c c e 

NM 001555 


T¥ •* 111* C *\ !■« /TX*^rtT^'»\ T^'VT A 

Homo sapiens immunoglobulin superfamily, member 1 (IGSFl), mRNA 




Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBPl), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (1GF2R), mRNA 
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INIVI UU I J jU 


Homo sapiens interferon-related developmental regulator 1 (IFRDl), mRNA 


INlVl uuzi / / 


Homo sapiens interferon, omega 1 (IFNWl), mRNA 


INIVI UUZi /O 


nomo sapiens inieneron, oeui i, iiDroDiast (irNDi j, mKNA 


xjM nnnfi7A 
rNivi uuuo /4 


Homo sapiens interferon (alpha, beta and omega) receptor 2 (IFNAR2), mRNA 


MM nno 1 7n 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 




Homo sapiens interieron, alpnazi (IrNAzl), mKNA 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


VTA AAO 1 T> 

NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 0021.71. 


Homo sapiens interferon, alpha 10 (IFNAIO), mRNA - - - - 


NM_00l549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 
mRNA 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFITl), 
mRNA 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITMl), 
mRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM_0021o8 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_00154o 


Homo sapiens inhibitor of DNA bindmg 4, dominant negative hehx-loop-helix 
protein (ID4), mRNA 


NM_002166 


Homo sapiens inhibitor of DNA binding 2, dominant negative helix-loop-helix 
protein (1D2), mRNA 


XTA if A AO 1 /CC 


Homo sapiens inhibitor of DNA binding 1 , dominant negative helix-loop-helix 
protein (lui mKJNA 


iNM UUzlOU 


Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 


iNM UUUo/1 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 


INM uuuooy 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3 A (HTR3A), mRNA 


INM UUUoOo 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2C (HTR2C), mRNA 


INM UUUoO/ 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 


iNM UUUOOJ 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTRIE), mRNA 


INM UUUo04 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTRID), mRNA 


MM nnnftAi 

IN IVl UUUoO J 


Homo sapiens j-nyaroxytryptamine (serotoninj receptor lo (Hi Kits), mKNA 


INM UUUjZ4 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTRIA), mRNA 


NM 002159 


Homo sapiens histatin 1 (HTNl), mRNA 


INM UUZl^o 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


XT\ Jf AAO 1 CC 

NM 002155 


Homo sapiens heat shock 70kD protein 6 (HSP70B ) (HSPA6), mRNA 


XTX >f AA1 OA 

NM 001539 


T Tama a a r AM a1.aa^^1^aa1>m • T^X T A T 1 *1 ^ /I lOy^N TiXTA 

Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA 


Xm >f AAA 1 AO 

NM_000198 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 

!aam.a.^«a. ^ /U01~\'l TiO\ M.nXT A 

isomerase 2 (HSD3B2), mRNA 


XTX>r AAAO^O 

NM_000o62 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase i (HoUjo ij, mKJNA 


INM UUU414 


Homo sapiens nydroxysteroid (17-beta) aenydrogenase 4 (HSD 17134), mRNA 


INM OOzlji 


X-T./^'VMA r^nMIf^MO rx4'M.A«7V >n4-A^AU /IT 1^a4-a\ aI>'. r>J»A ~ am a a O /Ud~\1TT5'^\ m^ X T A 

Homo sapiens nydroxysteroid (17-Deta) dehydrogenase 2 (HbD17B2), mRNA 


MM nnn/i 1 1 

fSM UUU41J 


Homo sapiens hydroxysteroid (17-beta) dehydrogensise 1 (HSD17B1), mRNA 


XTM nonio/i 


numu aapicna nyuroAyaicruiQ \ \ i-Dcia^ ucnyurogenase z ^rioi-'i lozj, mtvTNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box DIO (HOXDIO), mRNA 
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INIVI 


Homo sapiens nomeo Dox dj (HUAdD), mKNA 


INJVl 


riomo sapiens nomeo dox d5 (HUadJ), mKNA 


INM UUZl*rj 


Homo sapiens nomeo oox (HUAiizj, mKNA 


XT\>f n AO 1/1/1 


Homo sapiens nomeo box r> 1 (HUXB 1 ), mKNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


iNlVlUUz 141 


Homo sapiens homeo box A4 (H0XA4), mRNA 


INiVI UUUjzz 


Homo sapiens nomeo box A13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4,_group A, member 1 (NR4A 1 ), 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOXl), mRNA 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NM_002130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCSl), mRNA 


NM_002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 

/T TX iff/^ 1 \ •^'TIXT A 

(HMul), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 

/TTT AT 0\ -^nXT A 

(HLALS), mRNA 


NM 002127 


TT_ ^ ? TTT A 1^ * _.J A* 1 T /TTT A T^^T A 

Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 
DQBl), mRNA 


XTIk if /^A10/\ 

NM_001530 


Homo sapiens hypoxia-inducible factor 1, alpha subunit (b£isic helix-loop-helix 
transcription ractor) (Hlr 1 A), mRNA 


NM UU1j2o 


Homo sapiens Hur activator (HuFAC), mRNA 


NM_UU01o7 


Homo sapiens homogentisate 1 ,2-dioxygenase (homogentisate oxidase) (HGD), 

rriT?XT A 

mivINA 


NM UUU41U 


Homo sapiens hemochromatosis (HFE), mRNA 


INM UUUioO 


Homo sapiens H factor 1 (complement) (HFl), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESXl), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 0021 10 


TT • 1 •-4* 111" /T T T \ 'W~\ "VTA 

Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HATl), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HASl), mRNA 


NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coen2yme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit 

✓T T A T^T tt^ \ n T A 

(HADHB), mRNA 


NM_000182 


T T • 1 J 1 Alt 1 1^ 1 > t 

Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HAUHA), mKNA 


NM 1103545 


Homo sapiens H4 histone, lamily 2 (H4F2), mRNA 


XTA/f AA'2C/I'7 

NM UU3!)4/ 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM UUJD44 


Homo sapiens H4 histone ramily, member 1 (H4F1), mKNA 


INlVl UUj47J 


riomo sapiens ttj nisxone lamuy, memoer i (^rior i j, mtviNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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iNJVl WjjZy 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


IN iVl UUZ 1 U / 


Homo sapiens rij nistone, ramiiy J A (HiriA), mKNA 


IN IVl UU J 3 Z O 


riomo Sapiens rizJ5 nistone tamiiy, memoer (Hzi3ry), rnJvlNA 




Homo sapiens Hzd nistone lamily, member L (H2BFL), mKNA 


iNlVl VyJJJZJ 


nomo sapiens fLZd nistone lamiiy, memoer iv (HzBrKj, mKNA 


iNiVl UUj3Z4 


Homo sapiens HzB nistone ramily, member J (H2BF J), mKNA 


rNivi uujjzj 


Homo sapiens Hzr> nistone lamily, member H (H2BrH), mKNA 


INM UUjjZZ 


Homo sapiens HzB nistone ramily, member G (H2BFu), mKNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


INM- UUZ lUo - 


Momo s^iens-H2 A histone family, member Z (H2 AFZ), mRNA- - - - - 


NM 003516 


Homo sapiens H2A histone family, member 0 (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


NM_003612 


Homo sapiens sema domain, immunoglobulin domam (Ig), and GPI membrane 
anchor, (semaphorm) 7 A (SEMA7A), mRNA 


NM_UUzlU4 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 

mKNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYSl), mRNA 


NM_002102 


Homo sapiens glycophorin E (GYPE), mRNA 


XT"\ >r AAA10 1 

NM 000181 


Homo sapiens glucuronidase, beta (GUSB), mRNA 


XTAvr A A AO CO 

NM 000858 


Homo sapiens guanylate kinase 1 (GUKl), mRNA 


XTX if AA1 CT> 

NM 001522 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


XTA>r AAA1 OA 

NM__000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 

mRNA 


NM 00U657 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


XTA >r AAAOCC 

NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


Homo sapiens guanylate cyclase activator 1 A (retina) (GUCAl A), mRNA 


NM_001517 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


NM_002096 


Homo sapiens general transcription factor IIP, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA 


XTX >r AAOAAC 

NM_002095 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (uTF2E2), mRNA 


XTX>f AAICI'^ 

NM_001513 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(OblZl), mKNA 


NM UUUojJ 


Homo sapiens glutathione S-transierase theta 1 (GSTTl), mRNA 


XTXyf nAA0<1 
INM UUUojl 


Homo sapiens glutatnione b-transterase M5 (GbTM5), mRNA 


NM UUUojU 


Homo sapiens glutathione S-transterase M4 (GSTM4), mRNA 


INM UUUo4!7 


Homo sapiens glutathione b-transrerase M3 (brain) (GSTM3), mRNA 


XTXif AAAOilQ 

NM UUUo4o 


Homo sapiens glutathione S-transierase M2 (muscle) (GSTM2), mRNA 


XTX jf A A 1 ^ 1 O 

NM OOIjIz 


Homo sapiens glutathione S-transrerase A4 (GSTA4), mRNA 


XT\>f AAAO/I/C 

NM 00Uo4o 


Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 


XTAif AAA 1*70 

NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


XTXyf A AO A A /I 

NM 00z0y4 


Homo sapiens Gl to S phase transition 1 (GSPTl), mRNA 


XTA>f AAA 1 T7 
NM UOOl / / 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 




nomo sapiens glycogen syninasc Kinase j ueia (^vjoivJo rruviNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSFl), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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NM_002087 


Homo sapiens granulin (GRN), mRNA 


rMM UUUo'lj 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


INM UUUo4h 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


INM UUUo41 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


INM UUUo4U 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 

mKNA 


JNJVl UUUoJl 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


JNM UUUojU 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIKl), mRNA 


NM UUzUoO 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


INM^UUZUoj 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 

mKNA 


JNiVl UUZUoJ 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


INJVl UUZUoZ 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


INIvl UUIjUo 


Homo sapiens O protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM U01500 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM UU1505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


XTA>f AA1 CAO 

NM_0015U3 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLDl), 

wkDXT A 

mKNA 


XTXA AAA/1 AO 

NJYl_UUU4Uo 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 

mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


XTXvf AA0A0 1 

NM 002081 


Homo sapiens glypican 1 (GPCl), mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotem lb (platelet), alpha polypeptide (GPIBA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransierase 1) (GOTl), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease HID) 
(CjNS), mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM_000825 


Homo sapiens gonadotropin-releasmg hormone 1 (leutinizing-releasing 
hormone) (GNRHl), mRNA 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 

(GNB3), mRNA 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM_000172 


Homo sapiens guanine nucleotide bindmg protein (G protein), alpha transducing 
activity polypeptide 1 (GNATl), mRNA 


NM_002072 


Homo sapiens guanine nucleotide bmding protein (G protein), q polypeptide 
(GNAQ), mRNA 


VTlVVf AAOATI 

NM_UUzU / I 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 

activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM^UUzUO / 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 

Class j (vjNAl 1 J, mKNA 


INM UUjo/J 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


rNM uuzuoo 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


iNlVl uuijuu 


riomo sapiens our-mannose 4,o-aenyaratase (^omujj^, mKJNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


rNM UUzUo4 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


JNM UUUo24 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


MM UUzUoj 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLPIR), mRNA 


XTXiT AAA 1 'TA 

NM_000 1 70 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


XTA>I AAA1 

NM uuuioy 


Homo sapiens galactosidase, alpha (GLA), mRNA 


XTA/f AAA1/CT 

NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


XTA/f AAA1/C/C 

NM 000 loo 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
lootn neuropatny, A-imked) ((jJdI), mKJNA 


INM UUzUOU 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


INM UUUlO'f 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


INM UUUoZJ 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


XTA>f AAA1 A1 

NM UuUlOi 


Homo sapiens growth hormone receptor (GHR), mRNA 


XTlVyf AAA001 

NM OOOoZl 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


XTX>f AAOACC 

NM OOzOjj 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell denved neurotrophic factor (GDNF), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDll), mRNA 


NM_001491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 

/'/^OXTT^ \ MM T) XT A 

(CjCN 1 z), mRNA 


XTiiyf nni/ion 
NM_UU14yu 


Homo sapiens glucosaminyl (N-acetyl) transferase 1 , core 2 (beta-1 ,6-N- 
acetylglucosaminyltransferase) (GCNTl), mRNA 


xjXyf HAH 1 
INM UUUlOU 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


XTA /\ A 1 yl OO 

NM 001483 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


XTA jT AA'^A/IO 

NM 002048 


Homo sapiens growth arrest-specific 1 (GASl), mRNA 


XTA Jt AA 1 yl O 1 

NM 001481 


T T ^ _ • tl^ J. • ^ _ 1 1 //^ A 1 1 \ T\ VTA 

Homo sapiens growth arrest-specific 1 1 (GASl 1), mRNA 


XTA jf AAAO t A 

NM_000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (uAK 1 ), mKNA 


XT\>f AAOA/K 

NM OOzOhj 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


XTXA AA'^iC 1 A 

NM 003514 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


XTlVVf AAA1 

NM UUU1j4 


Homo sapiens galactoKinase 1 (UALlvl), mKNA 


XT\yf A A 1 A in 

NM 0014// 


Homo sapiens u antigen 7B (CjAOb7B), mKNA 


XT\>f AAl Al/Z 

NM 001476 


Homo sapiens u antigen 6 (CjAULo), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


XTA vf AAl A1A 

NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


XJlVyf AAl ATI 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGEl), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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.^T>XT A 

mRNA 


NJV1_U02042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRRl), 
mKNA 


1NM_UUU4UZ 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


XTXiT Art 1 A HQ 


Homo sapiens thyroid autoantigen /OkD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVTl), mRNA 


NM-_00015Q - 


-Homo sapiens fucosyltransferase 6 (alpha (1,3 )-fucosyltransferase) (F^^^^ - - 
mRNA 


NM_002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens fiicosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
speciiic) (FUT4), mRNA 


XTA >r /\AA1 Af\ 

NM_000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


XT\>r AAAC 1 1 

NM 0005 1 1 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


XTKyf AAA1 A 0 

NM_00014o 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay pnenotype mcluded) (r UTl), mRNA 


XTlV>r AAA 1 An 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCAl), mRNA 


XTAvf AAOA'70 
INM UUZUJZ 


Homo sapiens ferritin, heavy polypeptide 1 (FTHl), mRNA 


XTA/f AAAIyl^ 

INIVI UUU14J 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


XjAyf AAA^IA 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


JNiVl U0140J 


Homo sapiens mzzled-relatea protem (FRZB), mRNA 


XTAif AAA1 A A 
vhNI U00144 


Homo sapiens rrieareicn ataxia (FRDA), mRNA 


NM 001402 


Homo sapiens formyl peptide receptor-like 1 (FPRLl), mRNA 


XT\>f A AO AO O 

NM 00202y 


Homo sapiens formyl peptide receptor 1 (FPRl), mRNA 


NM OOJojo 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


XTA/f nnono7 


Homo sapiens famesyltransferase, CAAX box, alpha (FNTA), mRNA 


JNM UUzUzj 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


XT\/f A AO AO /I 
JNM U0ZOZ4 


Homo sapiens fragile X mental retardation 1 (FMRl), mRNA 


XTlVyf A A ^ A^^ 

NM 001401 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


XTAyf AA 1 A /CA 

NM 0014o0 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


XTA>f AAOAO 1 

NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


XTA>r A AO AO A 

NM 002020 


Homo sapiens fms-related tyrosine kmase 4 (FLT4), mRNA 


XTIV A A A 1 A CA 
NM 001459 


Homo sapiens nns-related tyrosine kmase 3 ligand (FLT3LG), mRNA 


NM_002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLTl), mRNA 


NM 001455 


Homo sapiens lorKheaa box 03A (F0X03A), mRNA 


XTA if A A 1 /I CO 

NM 00145-5 


Homo sapiens torkhead box Cl (FOXCl), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXFl), mRNA 


XTA>r AA1>ICA 

NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHLl), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


XTA>f AAA 1 A 1 

NM 000 14J 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affmity 11, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCERIA), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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riomo sapiens rmctose-ijO-Dispnospnatase Z (rorzj, mKNA 


rvijvi uuiyyo 


riomo sapiens iiouiin z ^riiLNzj, mKNA 


INJVI WJy^J 


iionio sapiens loricneao oox ni (rUAHl niKNA 


NM 003950 


Homo sapiens coagulation factor 11 (thrombin) receptor-like 3 (F2RL3), mRNA 


INM UU3V/J 


Homo sapiens bHz domain protein 2A (SH2D2A), mKNA 


NM UU144U 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


NM UUlVoo 


Homo sapiens envoplakin (bVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
-11)(ETFA), nuclear gene encoding mitochondrial protein, mRNA- _ _ _ 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESRl), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCCl), 

— L-^r> XT A 

mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


XTX>r A/MA01 

NM_0019ol 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS! 5), 

mKNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorphin (EPIM), mRNA 


XTA A A A 1 >f O 1 

NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1 -like 2 (EPB41L2), mRNA 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPASl), mRNA 


NM uoiy// 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


XTX iT AA1 A'T/I 

NM_001974 


Homo sapiens egf-like module containing, mucin-Iike, hormone receptor-like 
sequence 1 (EMRl), mRNA 


XTX /f A A 1 /I O C 

NM 001425 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


XTA A A A 1 >l O yl 

NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


XT* >r AA1 A^^ 

NM 001423 


Homo sapiens epithelial membrane protein 1 (EMPl), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryomc lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) (ELAVLl), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


XTX jT A/\1 r\Trt 

NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mRNA 


NM_001418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (E1F4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 

/"T^XT^ A X^ X^ X^*^ \ X^ 'VTA 

(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM_001416 


Homo sapiens eukaryotic translation initiation factor 4 A, isoform 1 (EIF4A1), 
mRNA 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


NM_001568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(iilr3So), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta. 
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150/1 70kD) (EIF3 S 1 0), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3), mRNA 


NM__003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM_U01966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encodmg mitochondnal protem, 

mKNA 


JNJVl UUIVOJ 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 00 196.4 _ 


Homo sapiens early. growth response 1 (EGRl), mRNA - - - 


INM UU14UO 


Homo sapiens ephrm-B3 (EFNB3), mRNA 


XTA>r AAIAXO 

NM UUlyoz 


Homo sapiens epnrm-A5 (EFNA5), mRNA 


iNM UU14UJ 


Homo sapiens ephrin-Az (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


XT\yf AA10CO 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEFl A2), 

«^T> XT A 

mRNA 


XTXyf C\C\\C\Z£i 

NM UU1956 


Homo sapiens endothehn 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDNl), mRNA 


NM_003775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 

XT A 

mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo sapiens endothelin converting enzyme 1 (ECEl), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NM_001945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


XTX JT AAIAOO 

NM_001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 

2) (DRl), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


XTX if AAI'^OC 

NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


XTH K t\f\ 1 AO C 

NM_001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NM_003oo3 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
supunit (UrMzJ, mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCKl), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMTl), mRNA 


XTX jT AA1T7C 

NM 001375 


Homo sapiens deoxynbonuclease II, lysosomal (DNASE2), mRNA 


XTX jT AAll^vl 

NM 001374 


Homo sapiens deoxynbonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


XTH JT AA 1 AT> 

NM_001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 

.^nxT A 

mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1 , member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type III) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM_0007o9 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NM_001919 


Homo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


NM_001918 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(Ud 1), mKJsiA 


iNJVl_yUiiDZ 


Homo, sapiens D site of-albumin promoter, (albumin D-box) binding protein 

(DBP), mRNA 




Homo sapiens deleted in azoospermia-like (DAZL), mRNA 


INM UUlJDU 


Homo sapiens aeath-associated protem 6 (DAXX), mRNA 


NM_001344 


Homo sapiens defender against cell death 1 (DADl), mRNA 


NM 003472 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


NM_00077o 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 3 (CYP3A3), mRNA 


XT\>f AA 1 A 1 /I 

NM 001916 


Homo sapiens cytochrome c-1 (CYCl), mRNA 


NM_UUiyi4 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


XT\>r AAIOOC 

INM UUjVzo 


Homo sapiens caaa box i (CAAl), mKNA 


INM UUJOll 


Homo sapiens chromosome X open reading frame 5 (CX0RF5), mRNA 


INM UUj40/ 


Homo sapiens cnemokme (L-X-C motir), receptor 4 (lusm) (CXCR4), mRNA 


INM UUIJJO 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM UUj4/o 


Homo sapiens cuiiin 3 (CULdj, mKNA 


JNM UU3!>yi 


Homo sapiens cull in z (CULz), mKNA 


XT\yr AA1'2'5/C 

NM UUiiiO 


Homo sapiens catnepsin Z (Cl ISZ), mKNA 


XTlVyf AAl'2'3^ 

JNM UUlJJj 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


XT1V>r AA1010 

NM uuiyii 


Homo sapiens catnepsm L (CI SL), mKNA 


INM UUIJJJ 


Homo sapiens catnepsm Lz l oLz), mKNA 


INM uuujyo 


Homo sapiens catnepsm K (pycnoaysostosis) (C 1 olCj, mRNA 


JNM uuiy 1 1 


Homo sapiens catnepsin u (Cl oO), mKNA 


XTAyf A A 1 Q 1 A 

INM uuiyiu 


Homo sapiens catnepsin li (Ci ^ii)> mKNA 


XT\>f A A 1 Q AO 

NM uuiyuy 


Homo sapiens catnepsm u (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


XT\>f AA1QAO 

NM uuiyuo 


Homo sapiens cathepsm B (CI SB), mRNA 


NM 001907 


Homo sapiens chymotrypsin-like (CTRL), mRNA 


XTH A A A 1 A A^ 

NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRBl), mRNA 


NM 001905 


Homo sapiens CTP synthase (OTPS), mRNA 


NM_001904 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNBl), 
mRNA 


NM_Q03798 


Homo sapiens catenin (cadhenn-associated protein), alpha-like 1 (CTNNALl), 
mRNA 


XTX AAIAA'5 

NM_U01903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 

//^TXTKT A 1\ •^'DXTA 

(C 1 NN A 1 ), mKNA 


XT1V>I AA 1 OAO 

NM uui yuz 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 




nomo sapiens conneciivc iissuc growin lacior \ i or mivrs a 


NM 001330 


Homo sapiens cardiotrophin 1 (CTFl), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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xT\yf nn 1 ooo 
INM UU loVy 


Homo sapiens cystatin a (CS 1 4), mRNA 




Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 

mPMA 

mjviN/x 


INIVI UUljZZ 


riomo sapiens cysiaiin oA ^^l^o 1 -^J, niKJN a 


MM nnisQR 
iNivi uvioyo 


numo sapiens cysiaiin oN (^l^oI 1 ), mivJN a 


T*JM nnf^oi 
iNivi yjvijzi 


nomo sapiens cysteine ana giycine-ricn protein z (Coivrz ), mKN a 


MM nn 180/^ 


riomo sapiens casein Kinase aipna prime poiypeptiae ^CoNIvzazj, mKN a 


MM nn iRQ^ 


riomo sapiens casein Kinase z, aipna i poiypeptiae (CoNJvzai j, mKN a 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNKIE), mRNA 




Homo sapiens casein Kinase 1, delta (CSNK ID), mRNA - - 




Homo sapiens casein kinase 1, alpha 1 (CSNKlAl), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


XTX vf A A 1 OAA 

NM 001890 


Homo sapiens casein, alpha (CSNl), mRNA 


XTX A AAAT^A 

NM_000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


XT\if AAATCn 

NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM_00075o 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 

mKN A 


NM UUU/D/ 


Homo sapiens colony stimulating factor 1 (macrophage) (CSFl), mRNA 


NM UU30j1 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM UUIjIj 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM UUloo4 


Homo sapiens cartilage linlcing protein 1 (CRTLl), mRNA 


XTAyf AA1 111 
NM UUljlj 


Homo sapiens collapsin response mediator protein 1 (CRMPl), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


XT N /I A A 1 'J 1 1 

NM UUl J I 1 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIPl), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


XTX >f AAOOCI 

NM 003851 


Homo sapiens cellular repressor of El A-stimulated genes (CREG), mRNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003805 


Homo sapiens CASP2 and RIPKl domain contammg adaptor with death domam 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NM_000098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_001876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPTl A), nuclear gene 
encoding mitochondrial protein, mRNA 


XTX if AA 1 

NM_001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPSl), nuclear 
gene encoding mitochondrial protein, mRNA 


XTlk jr A AAAAT 

NM_000097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 

//^Tir\\ mOXTA 

(CrU), mKNA 


NM UUlo/1 


Homo sapiens carboxypeptidase Bl (tissue) (CrBl), mKNA 


XTAyf AAICTA 

NM OOlo/O 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


XTAif AA1 O/CA 

NM OOiooy 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


INIVI WIOOO 


nomo sapiens carDoxypepiiaaSc ai ^pancreaiicj ai ^, mKNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTNl), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 



545 



(400/104) 



NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 




rioiTio sapiens caiponin i, oasic, stnooin muscle (uJNNlj, niKNA 




Momo sapiens cycuc nucieotiue gateo cnannel oeta l (CNOol), nuvNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGAl), mRNA 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM UOloJO 


Homo sapiens chymase 1, mast cell (CMAl), mRNA 


NM_001831 

• 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 

(CLrU J, mKJN A 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 

(CLr IMlj, mKJN A 


iNM_UUJ4 /O 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 

(CoKtj mKJN A 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1 A (CLNSIA), mRNA 


NM_UUjz // 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome; (CLUINj), mRNA 


INM UUIjUO 


Momo salens ciauoin 5 (CLUJNJj, mKJN a 


XT\>f nni ooQ 

rsiM uuiozy 


Homo sapiens cnloriae channel 3 (CLCNJ), mRNA 


rNlYl_UUlZo4 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mixiN/\ 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


INM UUlozO 


Homo sapiens CUCzo protein Rmase 1 (CKb 1 ), mKJN A 


NM UUlo24 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAPl), mRNA 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 

pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHSTl), 
mRNA 


XTK if AAATCA 

NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


XTXA AAA'TilA 

NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


XTX A AAA*? A O 

NM_000746 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


XTX a a at il /T 

NM_00074o 


TT • 11* • A. •^•* IL 1 j^* A ^ //^TTT~»XT A 'Tf\ 

Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


XTIk X AAAT>I^ 

NM_000745 


TT • * J. * A.* ' ll_ 1 A.' A e /^TTT^VT A ^\ 

Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNAS), 
mRNA 


XTH if AAA'^ilil 

NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


XTX >r AAATylO 

NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 




nomo sapiens cnoiinergic receptor, nicotinic, aipna poiypepiiae z \^neuronaij 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRMl), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHNl), mRNA 


NM U01o21 


Homo sapiens cnoroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHCl), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 

/ /^T^ A AXifjIX nXTA 

(CEACAM4), mRNA 


NM_001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM_0018.15 


TT * * 1 i..! fl 11 * 1 1 A 

Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 

//^O A A X iff'5 \ — .T>XT A 

(CbACAM3), mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBPl), mRNA 


NM 001813 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NM__001808 


TT * 1 1^1* 1*1 ^1 *l l< J* % M 11* 1*4 vy V V V 

Homo sapiens carboxyl ester hpase-like (bile salt-stimulated lipase-hke) (CELL), 
mRNA 


XTX >f AAIOA*? 

NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NM_001805 


Homo sapiens CCAAT/enhancer binding protem (C/EBP), epsilon (CEBPE), 
mRNA 


XTA >r AAIOZTC 

NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


XT A if f\t\\Cit\A 

NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDXl), mRNA 


XTX if AA1 OAO 

NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


XTA iT AAlO^vl 

NM 001264 


Homo sapiens comeodesmosin (CDSN), mRNA 


XTX if AAI'^^1 

NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 (CDSl), mRNA 


XrX if AA10A1 

NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


XTX >f AAIT^A 

NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo sapiens CDS antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens CD84 antigen (leukocyte antigen) (CD84), mRNA 


XTX if t\t\ 1 TO \ 

NM_001781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


XTX if t\f\ 1 TO/\ 

NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 
(CDS 8), mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


NM_000733 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 
mRNA 


XTX if /^ArVT^*^ 

NM__000732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


XTX iff rt A 1 

NM_001776 


TT * J 1 "1^"1 1^1*1 till 't /-r^^ TfnTw^ ■« \ 

Homo sapiens ectonucleoside tnphosphate diphosphohydrolase 1 (ENTPDl), 
mRNA 


XTX if AA 1 TTC 

NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


XTX iff AAIT?/! 

NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


XTX iff A A 1 TT? 

NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


XTX iff AA^O'^r^ 

NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


JNJYl 


Homo sapiens sialic acio Dinaing ig-iiRe lectin o (oiULbCo), mKJNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD ID antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CDIC antigen, c polypeptide (CDIC), mRNA 
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INM UUl /o4 


Homo sapiens CUlb antigen, b polypeptide (CD IB), mRNA 


iNM UUloJO 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


fNJYl UUIoJ/ 


Homo sapiens cnemoKine ^c-c motiij receptor 5 (CUK3j, mKNA 


NM_001758 


Homo sapiens cyclin Dl (PRADl parathyroid adenomatosis 1) (CCNDl), 
mKNA 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM uU07iO 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


NM UUl /j 1 


Homo sapiens carbonyl reductase 1 (CBRl), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
ami 1 oncogene) (RU NX 1), mRNA - 


NM_UUjooo 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
tamiiy) (UAoKJ, mKNA 


INM UUl /4 / 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 

mKNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM U01742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 

(CACNGl), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 

mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 

mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNBl), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(CACNAIE), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 

(CACNAlD),mRNA 


NM_0U0719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IC subunit 
(CACNAIC), mRNA 


NM_U0U71o 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 

/OA/^XTA1Q\ a^DXT A 

tUACNAlrSJ, mKNA 


NM_UU1 /jy 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5A), nuclear gene 
encoding mitochondrial protein, mRNA 


INIVI UU 1 / JO 


Homo sapiens carbonic anhydrase I (CAl), mRNA 


fN IVl UU I 1 J 1 


Homo sapiens complement component 9 (C9), mRNA 


INIVI UUl / Jo 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


INM UUl /jD 


Homo sapiens complement component 5 (C5), mRNA 


NM uujyjo 


Homo sapiens cholesterol 25-nydroxylase (CH25H), mRNA 


XTX^ AA1'7'5y1 
INM UUl /J4 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (CIR), mRNA 


NM UUl 732 


Homo sapiens butyrophilin, subfamily 1, member Al (BTNlAl), mRNA 


IN IVl 1 / J 1 


oomo sapiens tj-ceu iransiocaiion gene i, anii-proiiierauve \i5 1 vji j, mKNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCBll), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


INM UUl /ZD 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


JNIYI UUl /Z4 


Homo sapiens z,J-DispnospnogIycerate mutase (BPCrMj, mKNA 


INM UUl /ZJ 


Homo sapiens bullous pempnigoid antigen 1 (230/240Ki)) (BPAGl), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_00l722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM U01721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


XTK>f AA10A1 

NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPRIB), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2)-(BMP8), - - - 
mKNA 


XTXiT A A 1 O 1 A 

NM_001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mKNA 


NM_001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens bihverdin reductase B (flavm reductase (NADPH)) (BLVRB), 
mKNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


XT\ A AA 1 T 1 

NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


XIX A A A 1 Tl O 

NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAMl), mRNA 


XT\>f AA 1 T 1 1 

JNM UUl /1 1 


Homo sapiens biglycan (BuN), mRNA 


XTIiif A Ami 1 
iNM_UUU/l 1 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 

(BLrLArJ, mKNA 


XTX >f A A 1 7AQ 

INM UUl /uy 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


XT\>f f\f\f\n 1 A 

INM UUU/IU 


Homo sapiens bradykinin receptor Bl (BUKKBl), mKNA 


NM UUl /U / 


Homo sapiens B-cell CLL/iympnoma 7B (BCL7B), mKNA 


NM UUl /UO 


Homo sapiens B-cell CLL/iympnoma 6 (zinc linger protein 51) (BCL6), mRNA 


NM UUjyzl 


Homo sapiens B-cell CLL/lympnoma 10 (BCLIO), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCASl), mRNA 


XTAvf AAl 1 OO 

NM OOlloo 


Homo sapiens BCL2-antagonist/killer 1 (BAKl), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAI3), mRNA 


XTA A A A 1 TAO 

NM 001703 


Homo sapiens bram-specific angiogenesis mhibitor 2 (BAI2), mRNA 


XTX if A A 1 'Tf A'^ 

NM 001702 


Homo sapiens bram-specific angiogenesis inhibitor 1 (BAH), mRNA 


XTX A AAl 1 

NM_001186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACHl), mRNA 


XTX A AA 1 TA 1 

NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


XTX A AA 1 1 OC 

NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGPl), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM_000053 


Homo sapiens ATPase, Cu-h- transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transportmg, lysosomal (vacuolar proton pump) 
31kD(ATP6E), mRNA 


NM_001693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 

MAl«rMA«%4'IrlA C/C/COI^TX •n^'A'vv^Mn O /AT'1>/CD'^\ .-trip XT A 

polypeptide, SooolcU, isotorm 2 (A 1 PoB2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump). 
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alpha polypeptide, 70kD, isotorm 1 (ATP6A1), mRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 0 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001oo4 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_00Jo82 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 
mRNA ... 


XTTi if z'oi 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K-t- transporting, beta 2 polypeptide (ATP 1 32), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATPIBI), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na-»-/K+ transporting, alpha 3 polypeptide (ATPl A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K-^ transporting, alpha 2 (+) polypeptide (ATPl A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transportmg, alpha 1 polypeptide (ATPlAl), 
mRNA 


XT A if AAAAC1 

NM_00u05 1 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 

A, C and D) (ATM), mRNA 


NM_00io75 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
DO 1) (A 1 r4j, mKJNA 




Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


XTIk if AAl^rfA 

NM_001o70 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 

(AKVCrJ, mKlNA 


XT\ jf f\f\ 1 1 nci 
NM UUl i/y 


Homo sapiens ADP-ribosyitransierase 3 (ARI3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


XTA >r AA1 1 no 

NM_U01 178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM UUlOOo 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM UUloo/ 


Homo sapiens Aur-ribosylation lactor-like 2 (AKL2), mRNA 


NM__001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 

w%Xi XT A 

mKNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


XTA jf AAI^^I 

NM 001661 


Homo sapiens ADP-ribosylation factor 4-1 ike (ARF4L), mRNA 


XTXjT AAI^CA 

NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


VTli M AA 1 ^ Cn 

NM_001657 


Homo sapiens amphiregulin (schwannoma-denved growth factor) (AREG), 

•mDXT a 

mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAFl), 

ml? "MA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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INM UU104/ 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


INM UUUJo4 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-Il (AP0A2), mRNA 


XTX iC AA 1 1 

NM 001 168 


Homo sapiens baculoviral lAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM 001167 


Homo sapiens baculoviral lAP repeat-containing 4 (B1RC4), mRNA 


XT'k if AA 1 t^A 

NM_001 164 


Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 1 
(Fe65) (APBBl), mRNA 


NM 001 163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 

_(A1 1 j (ArDAl), niKJNA - - - - 


XTiiyf f\(\ 1 1 1 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


XTA jT AAIZTOA 

NM 001630 


Homo sapiens annexm A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXAl), mRNA 


NM_001152 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
protein, mRNA 


XTX JT AA 1 1 CA 

NM_001 150 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pl50) (ANPEP), mRNA 


NM 001146 


Homo sapiens angiopoietin 1 (ANGPTl), mRNA 


XTA 4 AAA^AA 

NM 000699 


Homo sapiens amylase, alpha 2A; pancreatic (AMY2A), mRNA 


XTX if AAA>I0 1 

NM_000481 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 

/AXifTrN maDXTA 

(AM 1 ), mRNA 


NM_000460 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 

mKINA 


INM UUil44 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


XT\/f (\C\ \ 1 
rNJVl UUl 14j 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


INM UUUoyo 


Homo sapiens arachidonate 5-lipoxygenase (AL0X5), mRNA 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (AL0X15), mRNA 


XTX A f\i\ 1 1 A 

NM 001139 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (AL0X12), mRNA 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
( AKR 1 B 1 ), mRNA 


XTX jT AAA^A^ 

NM000696 


Homo sapiens aldehyde dehydrogenase 9 (gamma-aminobutyraldehyde 
dehydrogenase, E3 isozyme) (ALDH9), mRNA 


XTXX AAA^AO 

NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


XTX X AAAZ'OA 

NM 000689 


TT JI^J 1 111 /AT rxT T 1 \ T* X T A 

Homo sapiens aldehyde dehydrogenase 1, soluble (ALDHl), mRNA 


NM OOlOZ/ 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALASl), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 



551 



(400/104) 



NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAPl), mRNA 


VTAyt fin 1^00 


Momo sapiens alpna-z-Hb-glycoprotein (AHoUj, mKNA 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


fNM UUlljj 


Homo sapiens afamin (AFM), mRNA 


XT\>f f\r\ 1 M,1 
iNlVl UUl IJL 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGLl), mRNA 




Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 

tviPXI A 
mivlNA 


JNIVI UUl 1 z / 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (API Bl), 

mRNA 


. IN M uuuo /.o _ 


. Homo sapiens adenosine Azb receptor (ADuRAzB), mRNA - 


XTAif (\(\f\/^nA 

iNJVl uuuo /'f 


Homo sapiens adenosine Al receptor (ADORAl), mRNA 


iNlVl UUl 1Z4 


Homo sapiens adrenomedullin (ADM), mRNA 


JNM UUl 12U 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


lNIVl_UUl 1 lo 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 

type 1 ^AUCYArlKl J, mKNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACYl), mRNA 


iNM UUlOlj 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


rsM uuiuy/ 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (AC0X3), mRNA 


NM UUi5UU 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 


JNM_UUlUyo 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


XTlVyf AA1/CAA 

NM^UUloUy 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


XTA Vff AAI^AO 

NM UUloUo 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


NM U01U93 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


XTXiT AAlAOn 

NM_0010o9 


Homo sapiens ATP-binding cassette, sub- family A (ABCl), member 3 

(ABCA3), mKNA 


NM_UUUoo3 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 

encoding mitochondrial protein, mRNA 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


XTlVyf AO 1 1 0'2 

NM Uzllzj 


Homo sapiens Cj antigen 7 (GAGE/), mRNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C 1 (CENPCl), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCEl (LOC51619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


XT\>f AA1 1 CA 

NM 001159 


Homo sapiens aldehyde oxidase 1 (AOXl), mRNA 


NM_00732o 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


XTXjf AAC1CO 

NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABLz), transcript variant a, mRNA 


NM 004441 


Homo sapiens EphBl (EPHBl) mRNA 


XTA jT AAjIAOA 

NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
proiein, mivTN a 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRKl)mRNA 



552 



CLAIMS 



What we claim is: 

A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-sfrahded siNA comprises about 21 nucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

- The siNA- molecule of claim 6,' wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2 -0-methyl pyrimidine nucleotides. 

The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2'-deoxy purine nucleotides. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3*-end, or both of the 5* and 3' 
ends of the fragment comprising said sense region. 

The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2 -deoxy-2 -fluoro pyrimidine nucleotides. 
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The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 -0-methyl purine nucleotides. 

The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

The siNA molecule of claim 18, wherein said antisense region comprises a 
_ -phosphorothioate intemucleotide linkage at the 3' end of-said antisense regionr - 

The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. _ The.siNA molecule of-claim-32, wherein said target RNA sequence is encoded by 

a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFRl . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41. The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 31 or claim 35, wherein said human gene is PTPIB. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHKl . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HERl). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

1 5 double-stranded siNA comprises about 2 1 nucleotides. 
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ABSTRACT OF THE DISCLOSURE 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
5 small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering-RNA (siRNA), double-stranded RNA-(dsRNA),-micro-RNA^^(^ and - 

short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the 
treatment of any disease or condition that responds to modulation of gene expression or 
10 activity in a cell, tissue, or organism. 
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